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Figure S1. Frequencies of the ten most frequent HLA-A, -B and -C alleles in AML patients

with DNMT3A R882H mutation (grey bars) and without DNMT3A R882H (orange bars)
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and in healthy donors (blue bars).
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1.2 Figure S2. Frequencies of the ten most frequent HLA-A, -B and -C alleles in AML patients
with both DNMT3A mutations, R882H and R882C, (grey bars) and healthy donors (blue

bars).
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