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Table S1. Supplementary Table 1: Sequence alignments of RBD+ and Spike+ serum antibodies to public COVID sequences found in CoVAbDab. CDR-H3
sequences are delimited by a space.
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Figure S1. Supplementary Figure 1: Affinity purification strategy that was repeated for each donor plasma
collections. Lines represent flow of plasma or antibodies, and boxes represent columns containing affinity
resin: Protein G, RBD-conjugated, or Spike trimer-conjugated. Elution volumes in separate fractions are
marked as E1, E2, E3, and E4. Elutions marked in bold were subjected to heavy and light chain separation
via SDS-PAGE in reducing conditions, and four protease digestion to generate MS/MS data for each
digestion, chain, elution, and donor. For Alicanto analysis, MS/MS data was aggregated to find anti-RBD
antibodies (blue 6mL RBD+ and 6mL RBD+RBD+ elution runs) or anti-Spike antibodies (red 6mL Spike+
and 10mL Spike+ elution runs) per donor.
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