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Abstract

Approximately 30% of tumor endothelial cells have over-duplicated (>2) centrosomes,

which may contribute to abnormal vessel function and drug resistance. Elevated levels of

vascular endothelial growth factor A induce excess centrosomes in endothelial cells, but

how other features of the tumor environment affect centrosome over-duplication is not

known. To test this, we treated endothelial cells with tumor-derived factors, hypoxia, or

reduced p53, and assessed centrosome numbers. We found that hypoxia and elevated lev-

els of bone morphogenetic protein 2, 6 and 7 induced excess centrosomes in endothelial

cells through BMPR1A and likely via SMAD signaling. In contrast, inflammatory mediators

IL-8 and lipopolysaccharide did not induce excess centrosomes. Finally, down-regulation in

endothelial cells of p53, a critical regulator of DNA damage and proliferation, caused centro-

some over-duplication. Our findings suggest that some tumor-derived factors and genetic

changes in endothelial cells contribute to excess centrosomes in tumor endothelial cells.

Introduction

Tumor progression requires angiogenesis, a hallmark of cancer development, and tumor ves-

sels enable tumor metastasis by providing a conduit for tumor cell invasion and spread [1, 2].

Although tumor vessels are a critical part of the tumor micro-environment, anti-angiogenic

therapies have had no effect or provided transitory improvement, indicating that tumor vessels

become resistant to angiogenesis inhibitors [3]. Consistent with the lack of effectiveness of

anti-angiogenic therapy, recent studies show that endothelial cells (EC) that line tumor vessels

have genetic abnormalities such as aneuploidy. Aneuploidy is often associated with excess cen-

trosomes, and up to 30% of tumor EC have excess centrosomes [4–6]. Centrosomes form the

microtubule-organizing center (MTOC) in interphase cells to regulate cell migration, polarity,

and adhesion, and they form the spindle poles that segregate chromosomes during mitosis [7].
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Thus tumor EC acquire permanent structural and genetic alterations via excess centrosomes

that likely contribute to the phenotypic and functional abnormalities of tumor blood vessels.

Tumor blood vessels are thought to arise from normal vessels that enter the tumor [8, 9],

suggesting that the environment is responsible for inducing excess centrosomes in EC. Tumor

cells secrete elevated levels of various growth factors [10], and our previous work showed that

elevated levels of vascular endothelial growth factor A (VEGF-A) induce centrosome over-

duplication in EC [11]. However, the frequency of centrosome over-duplication in tumor-

derived EC is significantly higher than that induced by excess VEGF-A [6, 11]. Thus other up-

regulated signaling pathways in the tumor environment likely contribute to centrosome over-

duplication in EC. For example, bone morphogenetic protein (BMP), which is required for

appropriate angiogenesis, is up-regulated in certain cancers [12]. Furthermore, different BMP

ligands such as BMP2, BMP4, BMP6 and BMP7 induce angiogenesis [13], and BMP2 and

BMP4 promote tumor angiogenesis [13].

In addition to growth factors, the tumor environment is hypoxic and has elevated levels of

inflammatory cytokines. The tumor environment is hypoxic in part because of abnormal

tumor blood vessels [14]. Hypoxia activates the hypoxia-inducible factor (HIF) family of tran-

scription factors, which further induce expression of numerous downstream targets, including

VEGF-A [15]. Inflammation is also a hallmark of the tumor environment and is thought to

promote tumor growth [16], perhaps via secretion of angiogenic chemokines such as Interleu-

kin 8 (IL-8) that induce tumor angiogenesis [17]. It is not known whether hypoxia or inflam-

mation promote excess centrosomes in EC.

In this report, we analyzed the effects of specific inputs elevated in the tumor environment

on centrosome over-duplication in EC. We found that elevated levels of some BMP ligands are

sufficient to induce centrosome over-duplication in EC, using BMP receptor 1A and likely via

downstream SMAD signaling. Additionally, hypoxia promoted EC centrosome over-duplica-

tion through a VEGF-A-independent mechanism. In contrast, inflammatory mediators did

not affect centrosome numbers in EC. In addition to environmental factors, down-regulation

of the tumor-suppressor p53 induced centrosome over-duplication in EC. These results indi-

cate that both environmental and genetic factors contribute to centrosome over-duplication in

EC, and may contribute to the high frequencies seen in tumor vessels.

Materials and Methods

Cell culture

Human umbilical vein endothelial cells (HUVEC, Lonza Group cc-2519), human brain micro-

vascular endothelial cells (HBMEC, Cell Systems ACBRI 376) and human umbilical artery

endothelial cells (HUAEC) were cultured in endothelial growth medium-2 (EGM-2, Lonza

Group cc-3162). Human lung microvascular endothelial cells (HMVEC-L, Lonza Group cc-

2527) were cultured in EGM-2 MV (Lonza Group cc-3102). Normal mouse EC (NEC) were

originally isolated from mouse mammary glands and cultured in EGM-2 [6]. Growth factors

or lipopolysaccharide (LPS, List Biological Laboratories 201) were added to cultures at indi-

cated concentrations. Exogenous recombinant growth factors used in this study were VEGFA-

165 (PeproTech 100–20), BMP2 (R&D Systems 355-BM-010), BMP4 (R&D Systems 314-BP-

010), BMP6 (R&D Systems 507-BP-020), BMP7 (R&D Systems 354-BP-010), and Interleukin-

8 (IL-8, PeproTech 200–08). VEGF-A and BMP were used at 200 ng/ml, and IL-8 was added at

indicated concentrations. Culture medium was replaced daily for 4 days, and cells were main-

tained at 30–70% confluence. To study signaling, HUVEC were cultured in Opti-MEM for 4

hr before treatment with 200 ng/ml BMP ligands in Opti-MEM for 30 min. To validate the
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specificity of the HIF1α antibody, HUVEC were treated with 100 μM CoCl2 for 4 hr in EGM-2

prior to fixation and staining.

Lipofectamine RNAiMAX (Life Technologies 13778–150) was used for siRNA transfection

according to manufacturer protocols. siRNAs were: non-targeting siRNA (Life technologies

4390847), BMPR1A siRNA (Life technologies 4392420-s280), BMPR1B siRNA (Life technolo-

gies 4392420-s2043) and BMPR2 siRNA (Life technologies 4390824-s2046).

For hypoxia experiments, HUVEC were cultured in a hypoxia incubator flushed with 2% or

3% O2 for 4 days. The hypoxia incubator digitally sets the percentage of O2 at user-defined lev-

els, and automatically controls the level of O2 by modulating N2 levels, which is supplied

through a nitrogen air tank. 1 μg/ml of recombinant human VEGF Receptor-1 (Flt-1)/Fc

(R&D Systems 321-FL-050) was added to medium to block VEGF-A signaling [18], and the

medium was changed daily. In general, EC were immediately fixed with cold MeOH after hyp-

oxic incubation. To test for translocation of HIF1α, EC were recovered in normoxia for 30

min before fixation. Hypoxic-mimetic agent desferrioxamine (DFO) and a hypoxia incubator

chamber were kindly provided by Dr. Kimryn Rathmell.

Immunofluorescence and microscopy

HUVEC were fixed in ice cold 100% MeOH for 10 min, then stained as previously described

[19]. Briefly, fixed cells were blocked in 5% bovine serum in PBS for 1hr at room temperature

(RT), then incubated with mouse anti-human γ-tubulin (1:5000, Sigma-Aldrich T6557), rabbit

anti-human pericentrin (1:5000, Abcam ab4448), rabbit anti-human pSmad1/5 (1:500, Cell

Signaling 9516) or mouse anti-human HIF1α (1:50, Novus biologicals NB100-105) at 4˚C

overnight. To validate HIF1α antibody specificity, fixed HUVEC were incubated with staining

solution at 4˚C overnight. After washing 3X 5 min in PBS, cells were incubated with secondary

antibodies (1:250), including goat-anti-mouse Alexa 488 (Invitrogen A11029) or goat-anti-

mouse Alexa 594 (Invitrogen A11005), and DRAQ7 (1:1000, Abcam ab109202) or SYTOX

green (1:50,000, Invitrogen S7020), for 2hr at RT. Both primary and secondary antibodies

were diluted in 5% bovine serum in PBS. Centrosome numbers in interphase endothelial cells

were determined using a Zeiss LSM 5 Pascal microscope with a 100X objective. Mitotic cells

were excluded using the DNA marker DRAQ7 in most experiments, and any evidence of

nuclear envelope breakdown and/or chromosome condensation was used as exclusion criteria.

Nuclear pSMAD1/5 and HIF1α fluorescence intensities were quantified in ImageJ using a

mask. Briefly, the DRAQ7 (nucleus) channel from compressed z-stacks was thresholded to

segment nuclei and adjusted into a binary image. Intensity analysis was redirected from the

binary image to the pSMAD1/5 or HIF1α channel by changing the “Set Measurements”

parameter. “Analyze Particles” function was executed to determine pSMAD1/5 and HIF1α
intensity in each nucleus.

Western blot

Western blot analysis was performed as previously described, with slight modifications [11].

Briefly, HUVEC lysates were lysed using RIPA buffer supplemented with protease inhibitor

(Cell Signaling 5871S). Proteins were separated on a 10% sodium dodecyl sulfate–polyacryl-

amide gel, transferred to a PVDF membrane (GE Healthcare, RPN303F), and blocked in 5%

bovine serum albumin (BSA) in PBS with 1% tween-20 (Sigma P2287) for 1h at RT. Primary

antibodies used were: rabbit anti-phospho-Smad1/5 (1:1000, Cell Signaling 9516), rabbit anti-

Akt (1:1000, Cell Signaling 9272), rabbit anti-phospho-Akt (Ser473) (1:1000, Cell Signaling

4060), rabbit anti-phospho-ERK1/2 (Thr202/Tyr204) (1:1000, Cell Signaling 4370), rabbit

anti-ERK 1/2 (1:1000, Cell Signaling 4695), mouse anti-HIF1α (1:500, Novus biologicals
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NB100-105), mouse anti-p53 (1:1000, Abcam ab1101) and rabbit anti-p53 (1:500, Abcam

ab131442). Membranes were incubated with primary antibodies diluted in 1% BSA overnight

at 4˚C. Signal was detected with horseradish peroxidase (HRP) anti-rabbit (1:5000, Invitrogen

G-21234) or HRP anti-mouse (1:30,000, Invitrogen 81–6720), and imaged via Clarity Western

ECL Substrate (Bio-Rad 170–5061). Full original blots are shown (S6 Fig).

Quantitative real-time PCR

HUVEC were collected 48 hr after siRNA transfection, and total RNA was isolated with TRI-

ZOL (Life technologies 15596–026) according to the manufacturer’s protocol. 1 μg of RNA

was used for synthesizing cDNA with iScript (Bio-Rad 1708891). cDNA products were diluted

fivefold. For measuring BMPR1B, BMPR2 and GAPDH, 0.5 ul of diluted samples were used as

templates; for BMPR1A, 5 ul of diluted samples were used. RT-PCR was preformed using iTaq

universal SYBR Green supermix (Bio-Rad 1725121) in a 7900HT fast RT-PCR system (Applied

Biosystems). Primer sequences were: GAPDH (forward: CCTCAAGATCATCAGCAATGCCT
CCT; reverse: GGTCATGAGTCCTTCCACGATACCAA), BMPR1A (forward: AGCTACGCCGGA
CAATAGAA; reverse: CTATGACAACAGGGGGCAGT),BMPR1B (forward: GCCTGCCATAAGT
GAGAAGC; reverse: CTTTCTTGGTGCCCACATTT),and BMPR2 (forward: GGTAAGCTCTTGC
CGTCTTG; reverse: ATCTCGATGGGAAATTGCAG).

Lentivirus infection

Human p53–targeted shRNA (clone ID: V3LHS_333920) with pGIPZ vector was obtained

from Open Biosystems. Mouse p53–targeted shRNA clone (TRCN0000012360) with pLKO.1

vectors were obtained from the UNC Lenti-shRNA Core facility. The centrin-GFP-expressing

lentiviral construct was previously generated [19]. Lentiviruses were made by the UNC Lenti-

shRNA Core facility. Cells were infected with 100 μl/ml lentivirus in 5 ml medium plus 1μg/ml

polybrene (Millipore) overnight at 37˚C, then incubated for 4 days before fixation or collec-

tion. Virus lacking a target sequence (empty vector) was used as a control.

Statistical analysis

The paired or unpaired two-tailed Student’s t-test was used to determine statistical significance

in cases with 3 repeats. The Χ2 test was used to determine statistical significance in cases with 2

repeats. Error bars represent standard deviation from mean between experiments.

Results

Elevated levels of BMP ligands induce excess centrosomes in EC

We began to dissect the different potential inputs to excess centrosome formation from the

tumor environment by introducing elevated levels of different signaling pathways or by genetic

manipulation of normal EC and assessing effects on centrosome over-duplication. Because

BMP ligands regulate angiogenesis and are expressed in the tumor micro-environment, we

asked whether elevated BMP signaling regulates centrosome number in EC. HUVEC treated

with different BMP ligands were stained with anti-γ-tubulin antibodies to label centrosomes,

and EC with different centrosome numbers were clearly identified (S1A Fig). Co-labeling with

centrin-GFP and pericentrin revealed the same centrosome numbers, indicating that de novo
centrosome over-duplication was scored (S1A Fig). As previously described, EC with 3 or

more centrosomes were considered to have excess centrosomes (Fig 1A) [19]. Exposure to

BMP2, BMP6, or BMP7 caused a significant increase in the percentage of HUVEC with excess

centrosomes (Figs 1B, 1C and 2A). This effect was not observed with BMP4 treatment in
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HUVEC (S1B Fig), nor upon treatment with BMP2 or BMP6 in HUAEC, HBMEC or

HMVEC-L (S1C–S1E Fig). These results indicate that some but not all BMP ligands induce

excess centrosomes, and that different EC isolates respond differently to these ligands.

BMP-induced centrosome over-duplication is BMP receptor type 1A

(BMPR1A)-dependent

To understand the mechanism of BMP-induced centrosome over-duplication, we down-regu-

lated BMP receptors in HUVEC. There are several BMP-specific receptors that include type

1A BMP receptor (BMPR1A/ALK3), type 1B BMP receptor (BMPR1B/ALK6), and type 2

BMP receptor (BMPR2) [20]. siRNA targeting of these three receptors efficiently and signifi-

cantly knock-down their mRNA levels (S2A–S2C Fig). The increase in EC with excess centro-

somes seen with BMP2 or BMP6 was blocked by BMPR1A knockdown, but not by BMPR1B

or BMPR2 knockdown (Fig 2A and 2B). These findings suggest that BMPR1A is required for

BMP-induced centrosome over-duplication.

Type 1 and type 2 BMP receptors form hetero-tetramers upon ligand binding that permits

phosphorylation of downstream effectors called receptor-regulated SMAD (R-SMAD), includ-

ing SMAD1 and SMAD5. Phosphorylated R-SMADs bind SMAD4 to translocate into the

Fig 1. BMP2 and BMP7 induce excess centrosomes in EC. (A) Representative images of HUVEC with

normal (#1 and #2) and over-duplicated centrosomes (#3). HUVEC were stained with γ-tubulin for

centrosomes (green) and DRAQ7 for nuclei (blue). (B, C) Frequency of excess centrosomes in HUVEC after

treatment with 200 ng/ml BMP2 (B) or BMP7 (C) for 4 days. Error bars, standard deviation from mean.

Statistics: two-tailed unpaired Student’s t-test. *, p�0.05. Scale bars: 1 μm unless indicated otherwise.

doi:10.1371/journal.pone.0168334.g001
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nucleus and modulate gene expression [20]. To further understand the mechanism of BMP-

induced centrosome over-duplication, we examined the phosphorylation of SMAD1/5 by

immunofluorescence. The levels of nuclear phospho-SMAD1/5 (pSMAD1/5) were signifi-

cantly induced by BMP6 treatment in control siRNA, BMPR1B siRNA and BMPR2 siRNA-

treated HUVEC, but not in BMPR1A siRNA-treated cells (Fig 2C and 2D), which was also

confirmed by western blot (Fig 2E). These results suggest that BMPR1A is required for BMP-

induced centrosome over-duplication through downstream R-SMAD activation.

Fig 2. BMP-induced centrosome over-duplication is dependent on BMPR1A. (A, B) Frequency of

excess centrosomes in indicated siRNA-treated HUVEC cultured with vehicle or 200 ng/ml of BMP6 (A) or

BMP2 (B) for 4 days. C, non-targeting control siRNA; R1A, BMPR1A siRNA; R1B, BMPR1B siRNA; R2,

BMPR2 siRNA. (C) Representative images of HUVEC treated with indicated siRNA and vehicle or BMP6 and

stained for phospho-SMAD1/5 (pSMAD1/5, green) and nucleus (DRAQ7, blue). Cells were starved in Opti-

MEM for 4 hr, followed by 30 min treatment with vehicle or BMP6. Only the nuclear pSMAD1/5 is shown (see

Methods for details of mask). (D) Quantification of nuclear pSMAD1/5 in HUVEC treated as indicated. (E)

Western blot of phospho-SMAD1/5 (pSMAD) and total SMAD1 in HUVEC treated as indicated. Cells were

starved in Opti-MEM for 4 hr, then treated with vehicle or BMP6 for 30 min. Error bars, standard deviation from

mean. Statistics: two-tailed paired (A, B) or unpaired (D) Student’s t-test. ns, not significant; *, p�0.05; **,

p�0.01; ***, p�0.001. Scale bars: 10 μm.

doi:10.1371/journal.pone.0168334.g002
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Inflammatory mediators do not promote excess centrosomes in EC

Chronic inflammation-associated signaling, which is activated by up-regulation of cytokines,

is another characteristic of the tumor environment. IL-8 is a pro-inflammatory cytokine that

regulates angiogenesis [21]. To determine if IL-8 promotes centrosome over-duplication in

EC, we treated HUVEC with IL-8, which induced ERK phosphorylation in HMVEC (S3 Fig);

however, these levels of IL-8 did not induce excess centrosomes (Fig 3A). To test more general

effects of inflammation on centrosome over-duplication, HUVEC were treated with lipopoly-

saccharide (LPS), a potent pro-inflammatory agent that promotes secretion of a wide range of

inflammatory mediators [22]. Consistent with the results of IL-8 treatment, LPS treatment did

not induce significant increases in excess centrosomes in HUVEC (Fig 3B). These results indi-

cate that IL-8 and LPS do not induce centrosome over-duplication in EC, suggesting that

inflammatory mediators are not causative agents in generating excess centrosomes in EC.

Hypoxia induces excess centrosomes in EC

In addition to the complex milieu of cytokines and growth factors, tumor environments are

often hypoxic. To determine whether hypoxia induces excess centrosomes in EC, HUVEC

were first treated with the oxygen chelating agent desferrioxamine (DFO), which mimics hyp-

oxia in inducing HIF1α accumulation [23]. Treatment with DFO resulted in a 4-fold increase

in the frequency of excess centrosomes compared to controls (Fig 4A). To further test our

hypothesis, HUVEC were cultured in a 2–3% oxygen environment (hypoxia) for 4 days, then

fixed and stained to assess the frequency of centrosome over-duplication. Hypoxic incubation

led to translocation of HIF1α from the cytoplasm to the nuclear compartment of EC (S4A–

S4C Fig), and also induced accumulation of HIF1α (S4D Fig), indicating the activation of hyp-

oxia pathways. Incubation in 2% or 3% oxygen significantly promoted centrosome over-dupli-

cation compared to normoxic controls (Fig 4B, S4E Fig). These results indicate that a hypoxic

environment is sufficient to induce excess centrosomes in EC.

Hypoxia up-regulates the production and release of pro-angiogenic cytokines such as

VEGF-A in multiple tissues [15]. To determine whether hypoxia-induced centrosome over-

duplication in EC requires VEGF-A signaling, HUVEC were incubated in hypoxic conditions

with recombinant human soluble VEGF Receptor-1 (Flt-1)/Fc to block VEGF-A signaling. Flt-

1/Fc treatment efficiently inhibited ERK phosphorylation induced by VEGF-A (S4F Fig), but

was unable to rescue hypoxia-induced centrosome over-duplication (Fig 4C). This result

Fig 3. Inflammatory mediators do not induce excess centrosomes in EC. (A) Frequency of excess

centrosomes in HUVEC after treatment with indicated factors for 4 days. (B) HUVEC incubated with 10 ng/ml

LPS for 4 days prior to determination of excess centrosome frequency. Results are shown in fold of increase,

and each frequency was normalized to its respective control. Error bars, standard deviation from mean.

Statistics: Two-tailed unpaired Student’s t-test (A), Χ2 test (B). *, p�0.05; ns, not significant.

doi:10.1371/journal.pone.0168334.g003
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suggests that hypoxia induces excess centrosomes in EC through VEGF-A-independent

mechanisms.

Inhibition of p53 signaling induces excess centrosomes in EC

Loss or inactivation of p53 induces excess centrosomes in mouse embryonic fibroblasts [24].

Thus, we tested whether p53 attenuation leads to excess centrosomes in EC. A short-hairpin

RNA (shRNA) was used to down-regulate p53 levels in HUVEC (S5A Fig), and HUVEC

infected with p53 shRNA had an approximately 3-fold increase in the percentage of excess cen-

trosomes (Fig 5A). Previous studies demonstrated that mouse tumor stromal cells, including

mouse tumor EC, have an attenuated p53 response [25]. Therefore we asked whether down-

regulation of p53 induced excess centrosomes in mouse EC by infecting immortalized normal

mouse EC (NEC) [6] with p53 shRNA. Down-regulation of mouse p53 also induced excess

centrosomes in NEC (S5B Fig, Fig 5B). These results suggest that down-regulation of p53 con-

tributes to centrosome over-duplication in tumor EC.

Discussion

We previously showed that high levels of the pro-angiogenic growth factors VEGF-A and

bFGF promote excess centrosomes in EC [11]. However, the frequency of EC centrosome

Fig 4. Hypoxia induces excess centrosomes in EC independent of cell-autonomous VEGF-A

signaling. (A) Frequency of excess centrosomes in HUVEC after treatment with 100 μM hypoxic-mimetic

agent desferrioxamine (DFO) for 4 days. (B) Frequency of excess centrosomes in HUVEC after 4 days of

incubation in 2% oxygen. (C) Frequency of excess centrosomes in HUVEC after incubation in 20% or 2%

oxygen for 4 days and indicated treatments. Error bars, standard deviation from mean. Statistics: two-tailed

unpaired Student’s t-test. *, p�0.05; ns, not significant.

doi:10.1371/journal.pone.0168334.g004
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over-duplication, even with a combination of both VEGF-A and bFGF, was much less than

that seen in primary isolates of tumor-derived EC [6], suggesting that other aspects of the

tumor environment contribute to pathological centrosome over-duplication. Here we provide

evidence that excess centrosomes in EC occur downstream of numerous tumor-related inputs.

We found that the BMP ligands BMP2, BMP6 and BMP7 significantly induced centrosome

over-duplication, while inflammatory mediators were ineffective. Hypoxia, which is associated

with most solid tumors, induced excess centrosomes in EC through VEGF-A-independent

mechanisms. Besides environmental factors, cell-autonomous perturbation of p53 also pro-

moted excess centrosomes in EC. These findings suggest that multiple inputs contribute to the

high frequency of tumor vessel-derived EC with excess centrosomes.

Elevated levels of some BMP ligands, similar to high levels of VEGF and FGF ligands,

induce excess centrosomes in EC. Interestingly, VEGF and FGF signaling are mediated by

VEGF receptor 2 and FGF receptor, respectively, which belong to the tyrosine kinase receptor

family [26], whereas BMP signals through serine/threonine kinase receptors [27], suggesting

that diverse signaling inputs promote centrosome over-duplication in EC. Our results also

show ligand and cell type specificity of BMP in inducing excess centrosomes: BMP2, BMP6

and BMP7, but not BMP4, significantly induced excess centrosomes in HUVEC, whereas

BMP2 and BMP6 did not significantly affect centrosome numbers in several other human pri-

mary EC.

BMP ligands initiate signal transduction by binding a hetero-tetrameric receptor comprised

of two dimers of type 1 and type 2 receptors [20]. Among a group with specificity for TGFβ
and/or BMP signaling, BMPR1A, BMPR1B and BMPR2 are specific to BMP ligands [20]. Here

we show that knockdown of BMPR1A, but not BMPR1B or BMPR2, inhibits BMP-induced

SMAD1/5 phosphorylation and centrosome over-duplication. BMPR1A is critically involved

in BMP signaling, and BMPR1A knockout mice are embryonically lethal with severe heart

valve and EC defects [28–30]. However, BMPR1B knockout are viable [31]. In line with the in
vivo data, previous in vitro data showed that BMPR1A siRNA, but not BMPR1B siRNA, abro-

gates SMAD1/5 phosphorylation in human microvascular endothelial cells [32]. These results

are consistent with our findings. Interestingly, BMPR2 knockdown did not inhibit SMAD acti-

vation or block BMP ligand-induced centrosome over-duplication, indicating possible redun-

dancy of type 2 receptors in EC. This is also consistent with a previous finding that ablation of

Fig 5. Down-regulation of p53 induces excess centrosomes in EC. (A) Frequency of excess

centrosomes in HUVEC infected with human p53 shRNA. (B) Frequency of excess centrosomes in normal

mouse endothelial cells (NEC) infected with mouse p53 shRNA. Error bars, standard deviation from mean.

Statistics: two-tailed unpaired Student’s t-test. *, p�0.05.

doi:10.1371/journal.pone.0168334.g005
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BMPR2 in pulmonary artery smooth muscle cells allows signaling through ActR2A and does

not abolish BMP signaling [33].

Another prominent feature of the tumor environment is a chronic inflammatory response,

which is mediated by infiltration of immune system cells [34]. Tumor inflammation is similar

to inflammation associated with normal physiological processes such as wound healing [34].

Our results suggest that inflammatory mediators do not induce centrosome over-duplication

in EC. Thus, despite being a hallmark of the tumor environment, chronic inflammation is

likely not an input for centrosome over-duplication in tumor EC. This finding also suggests

that during physiological inflammation, EC do not develop excess centrosomes, therefore

maintaining a relatively normal phenotype and function.

Hypoxia upregulates the expression and secretion of growth factors, such as VEGF-A, in

the tumor environment [35]. Here we show that hypoxia induces excess centrosomes in EC.

However, although hypoxia-induced signaling up-regulates VEGF-A, which promotes centro-

some over-duplication [11], our data suggest that hypoxia-induced excess centrosomes in EC

are independent of EC-derived VEGF-A. This indicates that, if tumor EC undergo centrosome

over-duplication as a result of up-regulated VEGF-A signaling in the tumor environment, the

source of the ligand is likely the tumor cells or other non-endothelial stromal cells.

In addition to changes in the tumor environment, tumor EC may also acquire cell-autono-

mous perturbations that promote centrosome over-duplication. Previous studies showed that

tumor stromal cells, including tumor EC, have attenuated p53 activation in response to stress

stimulation [25], and p53 abnormalities have been linked with centrosome over-duplication.

For example, mouse embryonic fibroblasts isolated from p53 knock-out mice possess multiple

copies of functional centrosomes [24]. Here we show that reduced p53 levels induced excess

centrosomes in EC, suggesting that cell autonomous p53 changes contribute to centrosome

over-duplication in tumor EC.

Although up to 30% of primary tumor EC have excess centrosomes [6], our results indicate

that no single environmental factor or down-regulation of p53 alone achieves such a high per-

centage of excess centrosomes in EC [11]. It is possible that in vivo, several inducing factors

combine to achieve the high percentage of excess centrosomes in tumor EC. In summary, we

show that multiple environmental inputs and attenuated p53 contribute to centrosome over-

duplication in EC. This work contributes to our understanding of both normal and tumor

angiogenesis, and provides potential insights for anti-angiogenic therapy.

Supporting Information

S1 Fig. Effects of BMP ligands on human primary EC. (A) HUVEC labeled with centrin-

GFP (green) and stained with γ-tubulin (red) and pericentrin (blue). Different numbers (n) of

centrosomes shown. Nuclear position was determined via DIC and marked with yellow dashed

circles. White dashed squares indicate centrosomes shown in higher magnification to the

right. (B) Frequency of excess centrosomes in HUVEC after treatment with 200 ng/ml of

BMP4 for 4 days. (C-E) Frequency of excess centrosomes in HUAEC (C), HBMEC(D), or

HMVEC-L (E) after treatment with 200 ng/ml of BMP2 or BMP6 for 4 days. Error bars, stan-

dard deviation from mean. Statistics: two-tailed unpaired Student’s t-test. ns, not significant.

Scale bars: 10 μm unless indicated otherwise.

(TIF)

S2 Fig. Validation of BMP receptor siRNAs. (A-C) Relative mRNA levels of BMPR1A (A),

BMPR1B (B), or BMPR2 (C) in HUVEC treated with indicated siRNAs. Cells were collected

48 hr after siRNA treatment. Error bars: standard deviations from mean. Statistics: two-tailed
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unpaired. �, p�0.05; ���, p�0.001.

(TIF)

S3 Fig. Elevated IL-8 activates ERK phosphorylation. HMVEC were treated with 200 ng/ml

IL-8 or VEGF-A for indicated times, collected, and analyzed for phosphorylated ERK (pERK)

and total ERK.

(TIF)

S4 Fig. Hypoxia activates HIF1α and Flt-Fc blocks VEGF-A signaling. (A) HUVEC were

treated with/without 100 μM CoCl2 for 4 hr before fixation and incubated with/without

HIF1α primary antibody. Only nuclear HIF1α is shown (see Methods for details of mask). (B)

Fluorescence intensity of nuclear HIF1α in HUVEC treated as indicated. (C) HUVEC were

MeOH fixed immediately (lower panel) or after 30-min recovery in normoxia (top panel)

post-hypoxic incubation, then stained for HIF1α (red) and DRAQ7 (DNA, green). (D) West-

ern blot for HIF1α in HUVEC incubated in normoxia or 2% oxygen. (E) Frequency of excess

centrosomes in HUVEC after incubation in 3% O2 for 4 days. (F) HUVEC were treated with

VEGF-A (200 ng/ml) or VEGF-A plus Flt-Fc (1 ug/ml) for 20 min. Cell lysates were collected

and blotted for phosphorylated ERK (pERK) and total ERK. Error bars, standard deviation

from mean. Statistics: two-tailed unpaired Student’s t-test. �, p�0.05; ���, p�0.001. Scale bars:

20 μm.

(TIF)

S5 Fig. Validation of p53 shRNA. HUVEC (A) or mouse normal endothelial cells (NEC) (B)

were infected with viruses expressing human p53 shRNA or mouse p53 shRNA, respectively.

p53 levels were detected by western blot 4 days after viral infection.

(TIF)

S6 Fig. Original western blot images. Original full blot images corresponding to results in Fig

2E (A), S3 Fig (B), S4D Fig (C), S4F Fig (D), S5A Fig (E) and S5B Fig (F). Cropped areas for

figures are shown in red boxes. Size markers are labeled in red.

(TIF)

Acknowledgments

We thank Dr. Kimryn Rathmell and Alexandra Arreola for providing the hypoxia incubator

and desferrioxamine. We also thank Dr. Joshua Boucher for his advice on the manuscript, and

other Bautch lab members for support and suggestions.

Author Contributions

Conceptualization: ZY KM VLB.

Formal analysis: ZY.

Funding acquisition: VLB.

Investigation: ZY KM.

Methodology: ZY KM EK.

Project administration: VLB.

Resources: ZY KM EK VLB.

Supervision: VLB.

Excess Centrosomes in Endothelial Cells

PLOS ONE | DOI:10.1371/journal.pone.0168334 December 15, 2016 11 / 13

http://www.plosone.org/article/fetchSingleRepresentation.action?uri=info:doi/10.1371/journal.pone.0168334.s003
http://www.plosone.org/article/fetchSingleRepresentation.action?uri=info:doi/10.1371/journal.pone.0168334.s004
http://www.plosone.org/article/fetchSingleRepresentation.action?uri=info:doi/10.1371/journal.pone.0168334.s005
http://www.plosone.org/article/fetchSingleRepresentation.action?uri=info:doi/10.1371/journal.pone.0168334.s006


Validation: ZY.

Visualization: ZY.

Writing – original draft: ZY VLB.

Writing – review & editing: ZY KM EK VLB.

References

1. Hanahan D, Weinberg RA. Hallmarks of cancer: the next generation. Cell. 2011; 144(5):646–74. Epub

2011/03/08. doi: 10.1016/j.cell.2011.02.013 PMID: 21376230

2. Carmeliet P, Jain RK. Angiogenesis in cancer and other diseases. Nature. 2000; 407(6801):249–57.

Epub 2000/09/23. doi: 10.1038/35025220 PMID: 11001068

3. Bergers G, Hanahan D. Modes of resistance to anti-angiogenic therapy. Nature reviews Cancer. 2008;

8(8):592–603. Epub 2008/07/25. doi: 10.1038/nrc2442 PMID: 18650835

4. Akino T, Hida K, Hida Y, Tsuchiya K, Freedman D, Muraki C, et al. Cytogenetic abnormalities of tumor-

associated endothelial cells in human malignant tumors. The American journal of pathology. 2009; 175

(6):2657–67. Epub 2009/10/31. doi: 10.2353/ajpath.2009.090202 PMID: 19875502

5. Hida K, Hida Y, Amin DN, Flint AF, Panigrahy D, Morton CC, et al. Tumor-associated endothelial cells

with cytogenetic abnormalities. Cancer research. 2004; 64(22):8249–55. Epub 2004/11/19. doi: 10.

1158/0008-5472.CAN-04-1567 PMID: 15548691

6. Kushner EJ, Ferro LS, Liu JY, Durrant JR, Rogers SL, Dudley AC, et al. Excess centrosomes disrupt

endothelial cell migration via centrosome scattering. The Journal of cell biology. 2014; 206(2):257–72.

Epub 2014/07/23. doi: 10.1083/jcb.201311013 PMID: 25049273

7. Bettencourt-Dias M, Glover DM. Centrosome biogenesis and function: centrosomics brings new under-

standing. Nature reviews Molecular cell biology. 2007; 8(6):451–63. Epub 2007/05/17. doi: 10.1038/

nrm2180 PMID: 17505520

8. Holash J, Maisonpierre PC, Compton D, Boland P, Alexander CR, Zagzag D, et al. Vessel cooption,

regression, and growth in tumors mediated by angiopoietins and VEGF. Science. 1999; 284

(5422):1994–8. Epub 1999/06/18. PMID: 10373119

9. Dudley AC. Tumor endothelial cells. Cold Spring Harbor perspectives in medicine. 2012; 2(3):a006536.

Epub 2012/03/07. doi: 10.1101/cshperspect.a006536 PMID: 22393533

10. Zhang X, Nie D, Chakrabarty S. Growth factors in tumor microenvironment. Front Biosci (Landmark

Ed). 2010; 15:151–65. Epub 2009/12/29.

11. Taylor SM, Nevis KR, Park HL, Rogers GC, Rogers SL, Cook JG, et al. Angiogenic factor signaling reg-

ulates centrosome duplication in endothelial cells of developing blood vessels. Blood. 2010; 116

(16):3108–17. Epub 2010/07/29. doi: 10.1182/blood-2010-01-266197 PMID: 20664058

12. Bobinac D, Maric I, Zoricic S, Spanjol J, Dordevic G, Mustac E, et al. Expression of bone morphogenetic

proteins in human metastatic prostate and breast cancer. Croatian medical journal. 2005; 46(3):389–

96. Epub 2005/04/30. PMID: 15861517

13. David L, Feige JJ, Bailly S. Emerging role of bone morphogenetic proteins in angiogenesis. Cytokine &

growth factor reviews. 2009; 20(3):203–12. Epub 2009/06/09.

14. Vaupel P, Harrison L. Tumor hypoxia: causative factors, compensatory mechanisms, and cellular

response. The oncologist. 2004; 9 Suppl 5:4–9. Epub 2004/12/14.

15. Liu Y, Cox SR, Morita T, Kourembanas S. Hypoxia regulates vascular endothelial growth factor gene

expression in endothelial cells. Identification of a 5’ enhancer. Circulation research. 1995; 77(3):638–

43. Epub 1995/09/01. PMID: 7641334

16. Lu H, Ouyang W, Huang C. Inflammation, a key event in cancer development. Molecular cancer

research: MCR. 2006; 4(4):221–33. Epub 2006/04/11. doi: 10.1158/1541-7786.MCR-05-0261 PMID:

16603636

17. Yuan A, Chen JJ, Yao PL, Yang PC. The role of interleukin-8 in cancer cells and microenvironment

interaction. Frontiers in bioscience: a journal and virtual library. 2005; 10:853–65. Epub 2004/12/01.

18. Roberts DM, Anderson AL, Hidaka M, Swetenburg RL, Patterson C, Stanford WL, et al. A vascular

gene trap screen defines RasGRP3 as an angiogenesis-regulated gene required for the endothelial

response to phorbol esters. Molecular and cellular biology. 2004; 24(24):10515–28. Epub 2004/12/02.

doi: 10.1128/MCB.24.24.10515-10528.2004 PMID: 15572660

Excess Centrosomes in Endothelial Cells

PLOS ONE | DOI:10.1371/journal.pone.0168334 December 15, 2016 12 / 13

http://dx.doi.org/10.1016/j.cell.2011.02.013
http://www.ncbi.nlm.nih.gov/pubmed/21376230
http://dx.doi.org/10.1038/35025220
http://www.ncbi.nlm.nih.gov/pubmed/11001068
http://dx.doi.org/10.1038/nrc2442
http://www.ncbi.nlm.nih.gov/pubmed/18650835
http://dx.doi.org/10.2353/ajpath.2009.090202
http://www.ncbi.nlm.nih.gov/pubmed/19875502
http://dx.doi.org/10.1158/0008-5472.CAN-04-1567
http://dx.doi.org/10.1158/0008-5472.CAN-04-1567
http://www.ncbi.nlm.nih.gov/pubmed/15548691
http://dx.doi.org/10.1083/jcb.201311013
http://www.ncbi.nlm.nih.gov/pubmed/25049273
http://dx.doi.org/10.1038/nrm2180
http://dx.doi.org/10.1038/nrm2180
http://www.ncbi.nlm.nih.gov/pubmed/17505520
http://www.ncbi.nlm.nih.gov/pubmed/10373119
http://dx.doi.org/10.1101/cshperspect.a006536
http://www.ncbi.nlm.nih.gov/pubmed/22393533
http://dx.doi.org/10.1182/blood-2010-01-266197
http://www.ncbi.nlm.nih.gov/pubmed/20664058
http://www.ncbi.nlm.nih.gov/pubmed/15861517
http://www.ncbi.nlm.nih.gov/pubmed/7641334
http://dx.doi.org/10.1158/1541-7786.MCR-05-0261
http://www.ncbi.nlm.nih.gov/pubmed/16603636
http://dx.doi.org/10.1128/MCB.24.24.10515-10528.2004
http://www.ncbi.nlm.nih.gov/pubmed/15572660


19. Kushner EJ, Ferro LS, Yu Z, Bautch VL. Excess centrosomes perturb dynamic endothelial cell repolari-

zation during blood vessel formation. Molecular biology of the cell. 2016; 27(12):1911–20. Epub 2016/

04/22. doi: 10.1091/mbc.E15-09-0645 PMID: 27099371

20. Wang RN, Green J, Wang Z, Deng Y, Qiao M, Peabody M, et al. Bone Morphogenetic Protein (BMP)

signaling in development and human diseases. Genes & Diseases. 2014; 1(1):87–105. Epub 2014/11/

18.

21. Brat DJ, Bellail AC, Van Meir EG. The role of interleukin-8 and its receptors in gliomagenesis and

tumoral angiogenesis. Neuro-oncology. 2005; 7(2):122–33. Epub 2005/04/16. doi: 10.1215/

S1152851704001061 PMID: 15831231

22. Martich GD, Boujoukos AJ, Suffredini AF. Response of man to endotoxin. Immunobiology. 1993; 187

(3–5):403–16. Epub 1993/04/01. doi: 10.1016/S0171-2985(11)80353-0 PMID: 8330905

23. An WG, Kanekal M, Simon MC, Maltepe E, Blagosklonny MV, Neckers LM. Stabilization of wild-type

p53 by hypoxia-inducible factor 1alpha. Nature. 1998; 392(6674):405–8. Epub 1998/04/16. doi: 10.

1038/32925 PMID: 9537326

24. Fukasawa K, Choi T, Kuriyama R, Rulong S, Vande Woude GF. Abnormal centrosome amplification in

the absence of p53. Science. 1996; 271(5256):1744–7. Epub 1996/03/22. PMID: 8596939

25. Dudley AC, Shih SC, Cliffe AR, Hida K, Klagsbrun M. Attenuated p53 activation in tumour-associated

stromal cells accompanies decreased sensitivity to etoposide and vincristine. British journal of cancer.

2008; 99(1):118–25. Epub 2008/07/03. doi: 10.1038/sj.bjc.6604465 PMID: 18594537

26. Holmes K, Roberts OL, Thomas AM, Cross MJ. Vascular endothelial growth factor receptor-2: struc-

ture, function, intracellular signalling and therapeutic inhibition. Cellular signalling. 2007; 19(10):2003–

12. Epub 2007/07/31. doi: 10.1016/j.cellsig.2007.05.013 PMID: 17658244

27. Miyazono K, Maeda S, Imamura T. BMP receptor signaling: transcriptional targets, regulation of signals,

and signaling cross-talk. Cytokine & growth factor reviews. 2005; 16(3):251–63. Epub 2005/05/06.

28. Mishina Y, Suzuki A, Ueno N, Behringer RR. Bmpr encodes a type I bone morphogenetic protein recep-

tor that is essential for gastrulation during mouse embryogenesis. Genes & development. 1995; 9

(24):3027–37. Epub 1995/12/15.

29. Gaussin V, Van de Putte T, Mishina Y, Hanks MC, Zwijsen A, Huylebroeck D, et al. Endocardial cushion

and myocardial defects after cardiac myocyte-specific conditional deletion of the bone morphogenetic

protein receptor ALK3. Proceedings of the National Academy of Sciences of the United States of Amer-

ica. 2002; 99(5):2878–83. Epub 2002/02/21. doi: 10.1073/pnas.042390499 PMID: 11854453

30. Gaussin V, Morley GE, Cox L, Zwijsen A, Vance KM, Emile L, et al. Alk3/Bmpr1a receptor is required

for development of the atrioventricular canal into valves and annulus fibrosus. Circulation research.

2005; 97(3):219–26. doi: 10.1161/01.RES.0000177862.85474.63 PMID: 16037571

31. Yi SE, Daluiski A, Pederson R, Rosen V, Lyons KM. The type IBMP receptor BMPRIB is required for

chondrogenesis in the mouse limb. Development. 2000; 127(3):621–30. PMID: 10631182

32. Upton PD, Long L, Trembath RC, Morrell NW. Functional characterization of bone morphogenetic pro-

tein binding sites and Smad1/5 activation in human vascular cells. Molecular pharmacology. 2008; 73

(2):539–52. Epub 2007/11/09. doi: 10.1124/mol.107.041673 PMID: 17989347

33. Yu PB, Beppu H, Kawai N, Li E, Bloch KD. Bone morphogenetic protein (BMP) type II receptor deletion

reveals BMP ligand-specific gain of signaling in pulmonary artery smooth muscle cells. J Biol Chem.

2005; 280(26):24443–50. doi: 10.1074/jbc.M502825200 PMID: 15883158

34. Grivennikov SI, Greten FR, Karin M. Immunity, inflammation, and cancer. Cell. 2010; 140(6):883–99.

Epub 2010/03/23. doi: 10.1016/j.cell.2010.01.025 PMID: 20303878

35. Harris AL. Hypoxia—a key regulatory factor in tumour growth. Nature reviews Cancer. 2002; 2(1):38–

47. Epub 2002/03/21. doi: 10.1038/nrc704 PMID: 11902584

Excess Centrosomes in Endothelial Cells

PLOS ONE | DOI:10.1371/journal.pone.0168334 December 15, 2016 13 / 13

http://dx.doi.org/10.1091/mbc.E15-09-0645
http://www.ncbi.nlm.nih.gov/pubmed/27099371
http://dx.doi.org/10.1215/S1152851704001061
http://dx.doi.org/10.1215/S1152851704001061
http://www.ncbi.nlm.nih.gov/pubmed/15831231
http://dx.doi.org/10.1016/S0171-2985(11)80353-0
http://www.ncbi.nlm.nih.gov/pubmed/8330905
http://dx.doi.org/10.1038/32925
http://dx.doi.org/10.1038/32925
http://www.ncbi.nlm.nih.gov/pubmed/9537326
http://www.ncbi.nlm.nih.gov/pubmed/8596939
http://dx.doi.org/10.1038/sj.bjc.6604465
http://www.ncbi.nlm.nih.gov/pubmed/18594537
http://dx.doi.org/10.1016/j.cellsig.2007.05.013
http://www.ncbi.nlm.nih.gov/pubmed/17658244
http://dx.doi.org/10.1073/pnas.042390499
http://www.ncbi.nlm.nih.gov/pubmed/11854453
http://dx.doi.org/10.1161/01.RES.0000177862.85474.63
http://www.ncbi.nlm.nih.gov/pubmed/16037571
http://www.ncbi.nlm.nih.gov/pubmed/10631182
http://dx.doi.org/10.1124/mol.107.041673
http://www.ncbi.nlm.nih.gov/pubmed/17989347
http://dx.doi.org/10.1074/jbc.M502825200
http://www.ncbi.nlm.nih.gov/pubmed/15883158
http://dx.doi.org/10.1016/j.cell.2010.01.025
http://www.ncbi.nlm.nih.gov/pubmed/20303878
http://dx.doi.org/10.1038/nrc704
http://www.ncbi.nlm.nih.gov/pubmed/11902584

