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Kai-Wen Ho,d Yeng-Tseng Wang*h and Tian-Lu Cheng*abcg

Correction for ‘Development of a structure-based computational simulation to optimize the blocking

efficacy of pro-antibodies’ by Bo-Cheng Huang et al., Chem. Sci., 2021, DOI: 10.1039/D1SC01748A.
The authors regret that a funding source was omitted from the original article. The following funding information should have
been acknowledged: Ministry of Science and Technology, Taiwan (MOST 109-2627-M-037-001) and Kaohsiung Medical University,
Taiwan (KMU-DK(B)11000-4).

The Royal Society of Chemistry apologises for these errors and any consequent inconvenience to authors and readers.
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