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Table S1 Chemical composition and nutrient levels of the diet (air-dry basis)

Items Percent (%)
Ingredient
Corn 15.40
Wheat Bran 4.80
Soybean meal 12.00
Rapeseed meal 5.00
Salt 0.80
Dicalcium phosphate 0.80
Premix @) 1.20
Corn silage 32.86
Alfalfa hay 27.14
Nutrient levels @

Metabolic energy (MJ/Kg) 8.74
Crude protein 15.31
Ether extract 2.32

Neutral detergent fiber 39.93
Acid detergent fiber 25.77
Calcium 0.53
Phosphorus 0.35

(1) The premix provides the following per kg of diets: VA 100,000 IU; VD3 40,000 1U; VE 300 IU; Mn (as
manganese sulfate) 600 mg; Zn (as zinc sulfate) 1000 mg; Cu (as copper sulfate) 200 mg; Fe (as ferrous
sulfate) 1100 mg.

(2) All of the data are analyzed values except for metabolic energy.
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Fig. S1 The shared taxon among the GIT segments. (a) Venn diagram showing the phylum shared among ten

GIT segments. (b) Venn diagram showing the class shared among ten GIT segments. (c) Venn diagram

showing the order shared among ten GIT segments. (d) Venn diagram showing the family shared among ten

GIT segments. (e) Venn diagram showing the genus shared among ten GIT segments. (f) Venn diagram

showing the species shared among ten GIT segments.
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Fig. S2 a-diversity indexes and unweighted UniFrac index of three GIT clusters, Stomach (rumen,

reticulum, omasum, abomasum); Foregut (duodenum, jejunum, ileum); Hindgut (cecum, colon, rectum). (a)

The Shannon index of three GIT clusters. (b) The Simpson index of three GIT clusters. (c) The Chaol

index of three GIT clusters. (d) The ACE index of three GIT clusters. () The unweighted UniFrac index of

three GIT clusters.
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Figure. S3 The LEfSe analysis histogram of ten GIT segments. The ordinate is the taxa with significant
differences between groups, and the abscissa is a bar graph displaying the LDA logarithmic score value of

each taxon. The longer the length, the more significant the difference of the taxon.
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Figure. S4 The LEfSe analysis histogram of three GIT clusters, Stomach (rumen, reticulum, omasum,
abomasum); Foregut (duodenum, jejunum, ileum); Hindgut (cecum, colon, rectum). The ordinate is the
taxa with significant differences between groups, and the abscissa is a bar graph displaying the LDA
logarithmic score value of each taxon. The longer the length, the more significant the difference of the

taxon.
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Figure. S5 Potential causes of milk fat inconsistency caused by differences in rumen Kiritimatiellaeota
between dairy goats and dairy cows.



