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Abstract

Background: Methicillin-resistant Staphylococcus aureus (MRSA) in animals is a rare finding in Sweden. In horses,
MRSA was first detected in a screening survey in 2007. In 2008, six clinical cases occurred in an equine hospital,
indicating an outbreak.

Method: All MRSA isolates detected, 11 spa-type t011 and one t064 (n = 12), in infected horses (n = 10) and
screening of horses (n = 2) in Sweden from December 2007 to March 2010 were retrospectively analysed with
pulsed-field gel electrophoresis (PFGE) using Cfr9I and ApaI restriction enzymes, to study relationship between the
isolates. Medical records of infected horses and outbreak investigation notes were scrutinised to monitor the
clinical outcome and other aspects of the outbreak.

Results: Eight of the 10 infected horses were linked to one equine hospital and two to another hospital in the same
region. The six horses infected with MRSA in 2008 underwent surgery during the period 22 May-7 July in one of the
hospitals. Four more infections linked to the two hospitals were notified between 2009 and March 2010.
Nine of the 11 spa-type t011 isolates had identical Cfr9I and ApaI PFGE pattern. All six infected horses from 2008
presented with this MRSA. Two t011 isolates differed in one and two bands, respectively, in PFGE.
Nine horses suffered from surgical site infections (SSI). No antimicrobials were used following the MRSA diagnosis
and the infections cleared. The time from surgery to MRSA diagnosis differed greatly between the horses (range
15-52 days).

Conclusions: Association in time and space of six horses infected with an identical MRSA strain of spa-type t011
confirmed an outbreak. Two isolates found in 2009 and 2010 in the outbreak hospital were closely related to the
outbreak strain, indicating one circulating strain. Both spa-type t011 and t064 have been reported in horses in
Europe prior to these findings. The observation that the infections cleared although antimicrobials were not used is
encouraging for future prudent use of antimicrobials. The time from surgery to bacteriological diagnosis was not
acceptable in most cases, as contagious spread was a risk. Sampling when symptoms of infection are noticed and
accurate analysis are thus important.
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Background
Staphylococcus (S.) aureus is a potentially pathogenic
bacterium causing pyogenic infections in both man and
animals. Nosocomial and community-acquired infections
with therapeutic limitations due to methicillin-resistant
S. aureus (MRSA) have become a worldwide problem in

humans [1-5]. However, according to the European
Antimicrobial Resistance Surveillance Network annual
report for 2010, a significant decrease in human MRSA
rates has occurred in seven European countries in
recent years, which might be the result of successful
preventive measures [6].
An increasing number of different animal species

colonised or infected with MRSA has also been reported
during recent decades [7-15]. The first report of MRSA
in horses was in brood mares with endometritis in
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Japan [8,9], but surgical site infections (SSI) and trau-
matic wound infections are more frequently reported
[10,12,14,15]. MRSA associated with livestock, of multi
locus sequence type (MLST) ST398, has emerged in
Europe [15-19]. People with professions involving con-
tact with animals carrying MRSA ST398 are reported to
be colonised with this type to a higher extent than the
average population [2,15,20-23]. Within the cluster of
ST398 one spa-type, t011, is predominant in pigs in
Europe and has also been found e.g. in rats on pig
farms and in cattle [19,24-27]. Spa-type t011 has also
been detected in horses and in equine hospital environ-
ments [15,17,18,28,29]. Human infections with this spa-
type have been reported in Europe [30-32]. MRSA of
spa-type t064, belonging to ST8, has also been described
in horses in Europe, although not as frequently as spa-
type t011 [12,15].
Pulsed-field gel electrophoresis (PFGE) has long been

the ‘gold standard’ for fingerprinting MRSA using SmaI
endonuclease, but ST398 is not typeable by the standar-
dised method [33]. Other enzymes, such as Cfr91, ApaI
and SacII, have proven useful for cutting DNA in ST398
strains [24,34-37].
MRSA and other methicillin-resistant, coagulase-positive

staphylococci detected in animals are notifiable since 1 Jan-
uary 2008, according to Swedish legislation (SJVFS
2007:90). MRSA is rare in animals in Sweden according to:
i) official notification data from the Swedish Board of Agri-
culture (SJV); ii) ongoing annual monitoring of antimicro-
bial-resistant bacteria since 2000 in the Swedish Veterinary
Antimicrobial Resistance Monitoring (SVARM) pro-
gramme; and iii) targeted screening surveys of pigs and
horses within the country [38-40]. However, in 2010 (some
months after this study was completed) for the first time a
Swedish pig herd, one of 191 tested in a national screening
programme, was confirmed as MRSA-positive. The isolate
belonged to ST398, spa-type t011 [39]. MRSA has so far
not been detected in cattle in Sweden [39]. The first docu-
mented MRSA isolate of equine origin in Sweden was from
a screening survey in 2007, when one of 300 healthy horses
presented with ST398, spa-type t011, in a nasal sample [38].
The aim of this study was to employ PFGE to further

analyse all available MRSA isolates from horses in Sweden,
obtained between 2007 and 2010, in order to establish
whether a nosocomial outbreak had occurred and whether
sporadic cases could be connected to this suspected out-
break. An additional aim was to describe the clinical condi-
tions of the suspected outbreak and the outcome for the
horses.

Methods
Design of the study
Retrospective analyses were used to investigate the
genetic relatedness between 12 MRSA isolates detected

between December 2007 and March 2010 in horses in
Sweden, in order to establish whether a nosocomial out-
break had occurred. The outcome for the horses and
other factors of importance were studied by gathering
data from the medical records of infected horses, hospi-
tal notes on surgeries and outbreak investigation
documents.

Isolates
The 12 isolates analysed with PFGE were provided by the
Department of Animal Health and Antimicrobial Strate-
gies at the Swedish National Veterinary Institute (SVA),
which collects isolates of antimicrobial-resistant bacteria
and carries out typing and antimicrobial susceptibility
testing. The isolates represented all MRSA detected in
horses in Sweden in the study period and originated from
clinical sampling of wound infections (n = 10) using
swabs for routine bacteriological sampling or from nasal
screening (n = 2), as listed below and in Table 1.

- Eight isolates were linked to one equine hospital
(Hospital 1), six infected during the summer of 2008
(Horse I, II, III, IV, V and VI) and two sporadic
infections, in 2009 (Horse VIII) and 2010 (Horse IX).
- Two isolates were linked to another hospital in the
same region (Hospital 2), and originated from two
sporadically infected horses, in 2009 (Horse VII) and
2010 (Horse IX).
- Two isolates came from non-infected horses with
positive nasal cultures; one in an anonymous screen-
ing survey in 2007, where one of 300 horses tested
positive [38]; and one from screening of horses that
had been in contact with the infected horses in
2008, where one of 14 horses tested positive.

Culture, susceptibility testing, confirmation of methicillin
resistance and genotyping of the isolates prior to PFGE
The isolates had been analysed at SVA and the Swedish
Institute for Communicable Disease Control (SMI) as
described below before being submitted to this retro-
spective study.
One sample was cultured in an equine hospital’s own

laboratory and the isolate was sent to SVA for MRSA
confirmation and further typing (Table 1). For this iso-
late, the culture method is not known. The remaining
samples were cultured at SVA. Clinical swabs were routi-
nely streaked onto a 5% bovine blood and Bromcresole
Purple Lactose agar plate (both SVA), incubated for 24 to
48 hours at 37°C and checked after 24 and 48 hours for
bacterial growth. When MRSA was suspected by the
sampling clinician, the swab was also streaked onto Brilli-
ance MRSA agar (Oxoid, Basingstoke, UK) and plates
were incubated at 37°C for 24 to 48 h.
The two nasal swabs from screening (Table 1) were

selectively cultivated for MRSA according to Busscher
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et al. [41], with the exception that cefoxitin (1 mg/L)
was used instead of ceftizoxime. Suspected colonies
from the cultivation having typical morphology, such as
haemolysin production on blood agar or blue colonies
on Brilliance MRSA agar, were recultivated and further
phenotyped with biochemical testing (Gram staining,
catalase, coagulase and maltose fermentation). Bio-
chemically verified S. aureus was further tested as
described below. The isolate cultured in the hospital
laboratory was also tested in this way.
In addition to demonstrating resistance to betalactams,

all isolates provided had proved resistant to ciprofloxacin,
gentamicin, kanamycin, tetracycline and trimethoprim and
susceptible to erythromycin, clindamycin and fusidic acid
in previous antimicrobial susceptibility testing of the iso-
lates. This was performed by broth microdilution accord-
ing to standards of the Clinical and Laboratory Standards
Institute guidelines, document M100-S17 [42], using
microdilution panels (VetMIC™, SVA, Uppsala, Sweden).
S. aureus CCUG 15915 was used as quality control. Resis-
tance was defined using epidemiological cut-off values
according to the European Committee on Antimicrobial
Susceptibility Testing [43].
All isolates were confirmed as MRSA by polymerase

chain reaction (PCR) analyses for the mecA gene and the
S. aureus species-specific nuc gene according to Smyth et
al. [44]. Eleven of the 12 isolates were of spa-type t011
(tandem repeats 8-16-2-25-34-22-25) and one of spa-type
t064 (tandem repeats 11-19-12-05-17-34-24-34-22-25).

Spa-typing was performed according to Harmsen et al.
[45] by SMI or SVA. Two spa-type t011 isolates analysed
with MLST according to Enright et al. [46] were identified
as ST398 and the t064 as ST8. MLST of these isolates was
carried out by SMI to confirm expected sequence type
identity, as the spa-types were known.

Horses
Data on the date and type of surgery, antimicrobial treat-
ment, surgical hospital, length of time from the date of
surgery to MRSA detection, progress and clinical out-
come were collected from medical records on the horses.
Post-surgery notes and outbreak investigation notes from
Hospital 1 provided information relating to the outbreak.

Pulsed-field gel elctrophoresis
Macro-restriction analysis of the isolates was performed
at SVA. As the restriction enzyme typically used for
PFGE of MRSA, SmaI, is blocked by methylation of spe-
cific recognition sites in ST398 strains [37], the enzymes
Cfr9I, a neoschizomer of SmaI, and ApaI were chosen
instead [24,34-36] and used according to the HAR-
MONY protocol [33]. Chromosomal DNA of S. aureus
NCTC 8325 was used as the reference size marker for
normalisation of PFGE gels. Banding patterns were com-
pared visually and the level of similarity between pat-
terns used for defining pulsotypes was a minimum of
one band difference, according to guidelines devised by
Tenover et al. [47].

Table 1 Methicillin-resistant Staphylococcus aureus in horses in Sweden, December 2007 to March 2010.

Year Date of
surgery

Type of surgery Inf1) Pulsotype2) Hospital (MRSA
case)

Outcome/comments

2007 NA 3) NA, nasal screening NA A NA First known MRSA case in horses in Sweden [38]

2008 May 22 Tenoscopy SSI A 1 (Horse I) Euthanized 2 June

May 26 Ovariectomy SSI A 1 (II) Healed, sampled twice, neg on 1st occasion, pos on
2nd

Jun 2 Ovariectomy SSI A 1 (III) Healed

Jul 2 Ovariectomy SSI A 1 (IV) Healed

Jul 4 Umbilical hernia SSI A 1 (V) Healed, found in phone tracing

Jul 7 Colic SSI A 1 (VI) Healed, sampled twice, neg on 1st occasion, pos on
2nd

NA NA, nasal screening NA A NA NA, contact tracing

2009 Aug 25 Extensor tendon
rupture

SSI A2 2 (VII) Healed

Aug 4) NA, inf. pressure
wound

TW A 1 (VIII) Healed

2010 Feb 4 Tenectomy SSI A1 1 (IX) Healed

Feb 27 Colic SSI B 2 (X) Healed, culture by hospital lab, ST8, spa-type t064

Isolates were of ST 398, spa-type t011, unless otherwise stated.

1) Type of infection; surgical site infection (SSI), traumatic wound (TW).

2) PFGE pulsotype, ApaI and Cfr91 restriction enzyme, see Figure 1 for details.

3) NA = not applicable or not known.

4) Foal, admission in June 2009 for neonatal care. In August a second visit, surgery due to a broken injection needle in a muscle which healed. Third visit, a
pressure sore in a front leg due to bandage in which MRSA was detected in Sept 2009.
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Results
Horses and outbreak data
Where the horses lived was known for 11 of the 12 horses
and their home stables were located in a region approxi-
mately between 20 and 200 km from the Swedish capital,
Stockholm (Figure 1). The screening in 2007 was anon-
ymous and thus no data were available for this horse. Date
and type of surgery, type of infection, surgical hospital and
outcome for the infected horses are shown in Table 1. No
medical records were available for the two non-infected
horses that tested positive in the screening studies.
The first MRSA case (Table 1 Horse I) in the outbreak

related to Hospital 1 underwent surgery on 22 May and
was diagnosed as infected in June 2008. During the sum-
mer of 2008 five more horses became infected (Table 1
Horses II, III, IV, V and VI). In tracing for a possible
source, it was noted that the three horses that underwent
surgery between 22 May and 2 June (Horses I, II and III)
had indirect contacts within the hospital. Horse I was
readmitted to the hospital four days after surgery because
of swelling in the surgery area and the operated tendon
sheath was flushed both before and after horse II under-
went surgery in the same theatre. During the last flushing
of Horse I, on 2 June, a bacteriological sampling was per-
formed and the horse was then euthanized due to guarded
prognosis. On 2 June Horse III also underwent surgery
(laparoscopy) in another surgical theatre, but with instru-
ments used previously for the tenoscopy on Horse I.
Instruments had been routinely cleaned and disinfected or
autoclaved between patients. Thus in summary, Horses I
and II had indirect contact through the operating theatre
and Horses I and III through surgical instruments. Horses
I, II and III were all born in Sweden and had no history of
being abroad, but contacts with other horses within Swe-
den and their origin and cross-connections could not be
tracked down when searching for possible transmission
outside the hospital. The next cluster of three infected
horses (Table 1 Horses IV, V and VI) had surgery within a
five-day period, 2-7 July, about a month later.
After the outbreak in summer 2008, four more horses

infected with MRSA were notified in Sweden by March
2010; two in Hospital 1 and two linked to Hospital 2
(Table 1).
According to medical records, infections were superficial

in eight of the 10 infected horses. The infection in the ten-
don sheath of Horse I was recorded as severe, but as this
horse was euthanized the outcome of the infection could
not be evaluated. The wound infection of the horse with
the ruptured extensor tendon (Horse VII) had visible bone
but intact periosteum and was also judged as rather severe.
Medical treatment before MRSA diagnosis was not
recorded for all horses, but when MRSA was diagnosed no
antimicrobials were administered to the nine infected

horses still alive (Horse I already euthanized). According
to the medical records, the infections cleared and wounds
healed in all the horses evaluated.
The entire time span from the day of surgery to labora-

tory confirmation of MRSA differed widely between
the horses, ranging from 15 to 52 days (median 26 days).
Five of the 10 infected horses were sampled in the hospi-
tal, one still hospitalised after surgery (Horse VI) and four
when readmitted because of infected non-healing wounds
(Horses I, VIII, IX and X). The remaining five were
sampled at home and of those was one traced by tele-
phone (Horse V) as described below (Table 1). Of the six
outbreak horses two were sampled twice as their infections
did not clear and MRSA was not detected on the first but
on the second sampling occasion (Horses II and VI). The
remaining infected horses tested positive for MRSA on the
first sampling occasion. The history of antimicrobial treat-
ment before sampling could not be determined for all
horses, but at least one horse (IX) was treated with penicil-
lin for a week, without effect, before sampling. One of the
horses (Horse V) in the outbreak was found in a telephone
tracing of owners of horses that underwent surgery within
the outbreak period, 22 May-7 July, when searching for
potentially infected horses connected to Hospital 1. Of 45
listed owners 37 were reached, four reported clinical signs
of infection in their horses, three horses were sampled and
one tested positive. The time from bacteriological sam-
pling of horses with infections to laboratory confirmation
of MRSA ranged between three and 10 days (median 7
days). The time taken for analysis was influenced by vari-
able quality of samples, laboratory closure on weekends
and parcel delivery time.
There were no known direct connections between

Hospitals 1 and 2.

Genotyping
The PFGE pulsotypes are shown in Figure 2 and Table
1. Identical Cfr9I and ApaI band patterns were seen for
nine of the 12 isolates, here named pulsotype A.
According to the definition by Tenover et al. [47], those
isolates were genetically indistinguishable and repre-
sented the same strain. One isolate, named pulsotype
A1, lacked one band in the ApaI gel compared with pul-
sotype A, but was identical to pulsotype A in the Cfr9I
gel. One isolate, named pulsotype A2, linked to Hospital
2 and found in 2009, about a year after the outbreak,
showed A1 pattern in ApaI gel but also had an extra
band in the Cfr9I gel. Pulsotypes A1 and A2 can be con-
sidered very closely related to the pulsotype A according
to Tenover et al. [47], and any differences should be
considered as normal genetic change over time. The
third divergent isolate was of spa-type t064, showing a
totally different gel pattern with both enzymes.
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Discussion
This study confirmed the first nosocomial outbreak of
MRSA in a Swedish equine hospital. This was also the
first MRSA infections notified in horses in Sweden,

although one nasal carrier of spa-type t011 had been
found in a screening survey of horses about six month
earlier, in December 2007 [38]. As the screening was
anonymous, it could not be determined whether there

Figure 1 Red dot indicate approximate location of MRSA-infected horses in Sweden, June 2008 to March 2010.
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were connections between that finding and the subse-
quent outbreak. The outbreak strain belonged to the
MRSA variant ST398, spa-type t011 [38,39]. This variant
has been associated with livestock in Europe [12,19] and
with horses [15,17,18,28,29], but had only been found in
horses and a few humans [48] in Sweden.
The ST398, spa-type t011, isolates from Swedish horses

were indistinguishable or very closely related according
to PFGE, which corroborated the close relationship
between them. The use of two restriction enzymes
offered good discrimination between the isolates and
revealed minor genetic change over time, from pulsotype
A into pulsotype A1 in Hospital 1 (2010, Horse IX) and
pulsotype A2 in Hospital 2 (2009, Horse VII). The pulso-
types A1 and A2 were isolated more than a year after

pulsotype A and genetic events in a strain leading to
changes in restriction site are not surprising, according
to Tenover et al. [47] and indicated one circulating strain
in the region.
It was not possible to find a plausible source of the out-

break since the index case could not be defined, as the
first three horses infected had indirect cross-contacts
within the hospital. Moreover, horses were not screened
for MRSA on arrival at the equine hospital, probably
because MRSA had not yet been identified as a risk in
Sweden. Horses regularly travel to competitions and for
breeding and change owners over regional and national
borders. The MRSA in this study could well have origi-
nated from connections to livestock or horses in countries
with a higher MRSA prevalence than Sweden. As MRSA

Figure 2 PFGE pattern of representative MRSA isolates, spa-type t011 and t064. Restrictions enzyme ApaI and Cfr9I. ApaI: Lane 1 -
demonstrate the outbreak strain named pulsotype A. Lane 2 - pulsotype A1 and A2 isolates lacking one band. Cfr9I: Lane 5 - pulsotype A and
lanes 7 + 8 - pulsotype A1, identical in Cfr9I gel. Lane 6 - pulsotype A2, one extra band. Lanes 11 and 12 show difference between spa-type
t011 (pulsotype A) and spa-type t064 (pulsotype B). C = control: S. aureus NCTC 8325 L = lambda ladder: Size range of 50-1,000 kb (PFG Marker,
New England Biolabs Inc.) http://www.neb.com/nebecomm/products/productN0340.asp.
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had not been found in livestock in Sweden at that time, it
seemed less likely that Swedish livestock would be the
source [39,40]. The infection might even have derived
from human carriers, such as people handling the horses,
as professionals working with animals that carry MRSA
ST398 have been reported to be colonised with this type
[2,15,20-23]. The infected horse found during telephone
tracing of the owners of horses that had undergone sur-
gery during the outbreak period in Hospital 1 might have
been overlooked otherwise, as the owner expressed no
worry about secretions from the wound. This indicates a
need for post-operative monitoring of horses in order to
track down surgical complications, but also to communi-
cate general information about signs of resistant bacteria
to veterinary staff, horse owners and other people working
with horses. The findings also point out a possible bias in
estimated numbers of hospital-acquired infections based
upon infections diagnosed solely within the hospital or
clinic.
A different spa-type, t064, was introduced to Sweden

almost two years after the outbreak in Hospital 2 (Table 1
Horse X). This spa-type has been reported in horses in
other countries [12,15,49,50]. In Hospital 2 another horse
(Table 1 Horse VIII) suffered from MRSA pulsotype A2,
which was a minor genetic change of pulsotype A from
the Hospital 1 outbreak. The two cases in Hospital 2
occurred approximately six months apart and was appar-
ently not an outbreak, but the incident initiated a need for
revision of the infection control procedures within the
hospital. Such revision and improvement had already
started at Hospital 1.
The majority of the MRSA infections identified in this

study were SSI, confirming previous reports, although
other infections do occur [8-10,12,14,15,17,28,51].
The zoonotic potential of MRSA means that infected

and carrier horses could pose a risk to hospital staff and
horse owners. Seven human cases of spa-type t011 were
notified between 2006 and 2010 in Sweden [48], and the
findings of spa-type t011 in people could be the result of
animal to human transmission. It would be interesting to
compare Swedish spa-type t011 MRSA isolates from peo-
ple and horses by PFGE. In a Finnish study, isolates of
spa-type t011 from people without horse contact showed
a different PFGE pattern than t011 isolates from a veteri-
narian and horses in contact during a MRSA outbreak in
an equine hospital [52].
The isolates tested here were resistant to all antimicro-

bials approved for equine use in Sweden and the only
treatment options were drugs with a risk of inducing coli-
tis in horses, e.g. erythromycin [53] and one for local use,
fusidic acid. Spontaneous clearing of the infections with-
out antimicrobial treatment was an encouraging observa-
tion, as there was no approved drug available in the
studied cases and antimicrobial resistance is expanding

and antimicrobials are considered a limited resource
[54,55]. Wound care without antimicrobial treatment is a
topic that needs to be further explored within veterinary
practices, as well as in research.
The great variation in time from surgery to MRSA

detection (15-52 days) was not acceptable, as delayed
detection might influence the numbers of horses infected
in an outbreak, as well as posing a hazard to staff. Some of
the delay could be explained by negative cultures on the
first sampling occasion and at least one unaware owner,
the telephoned-traced case. Other reasons for delay were
empirical antimicrobial treatment before sampling (Horse
X) and delayed sampling (Horse I). Lack of awareness or
neglect by veterinarians and others are hypothetical rea-
sons for delays. The findings showed that infections
should be taken seriously and would benefit from qualified
sampling before antimicrobial use, although negative cul-
ture is a risk, as demonstrated in two of the cases in this
study. The time between bacteriological sampling and
laboratory confirmation of MRSA was also long in some
cases. Culture for MRSA is a balance between speed of
result, sensitivity, specificity and cost. A suitable sampling
technique is vital for faster culture. Pre-washing of the top
layer of an infected wound with sterile saline, water or
likewise to remove decomposition flora might help to
decrease the delay that arises from analysing mixed flora,
especially if MRSA selective agar plates are not used and
the growth of decomposition flora requires recultivation.
However, there could also be delays because of lack of
awareness or dismissal of MRSA by laboratories, since
MRSA had not been detected previously in Sweden. Accu-
rate diagnosis is important for all concerned; patient,
owner, veterinary staff, etc. Verification of MRSA isolates
by PCR is essential, since a false diagnosis of MRSA is as
devastating as a true positive. Faster methods would be
preferable to obtain a quick yes or no answer, but culture
will still be required to get isolates for antimicrobial sus-
ceptibility testing and genetic and epidemiology studies.
Real-time PCR as used for humans has been evaluated for
detecting MRSA in horses, but proved unsatisfactory [56].
The MRSA outbreak raised an alarm for equine veteri-

narians and hospital staff in Sweden and increased their
awareness about the need for improved infection control
for their own safety and that of the horses. In addition,
during the outbreak, the topic was reported and dis-
cussed frequently and thoroughly in the media, making
the general public aware of the presence of MRSA bac-
teria in the equine population.

Conclusions
MRSA was shown to be present in the Swedish equine
population, although it appeared only regionally. The
restriction enzymes Cfr9I and ApaI worked well for
MRSA ST398 and demonstrated close genetic relatedness
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between most isolates from the horses tested, represent-
ing one strain. This and the correlation in time and space
between the cases verified the occurrence of an outbreak.
Later sporadic infections with the same strain indicated
one circulating strain, but the primary source of the out-
break was never identified.
The outbreak highlights the importance of implement-

ing preventive measures, such as sampling of infections,
improved infection control with strict hygiene routines
and antimicrobial strategies, to limit the spread of
MRSA in animal hospitals. An encouraging observation
was that infections cleared although no antimicrobial
treatment was given. Wound care without antimicrobials
would benefit from further research, as antimicrobials
have become a limited resource within both human and
veterinary medicine.

Acknowledgements
The authors thank the Equine Clinic, University Animal Hospital, University of
Agricultural Sciences, Uppsala, and Regionhästsjukhuset, Strömsholm,
Sweden for their willingness to share information.
This project was supported by the Swedish-Norwegian Foundation for
Equine Research

Author details
1Faculty of Veterinary Medicine and Animal Husbandry, Swedish University of
Agricultural Sciences, 750 07 Uppsala, Sweden. 2Department of Bacteriology,
SVA, 751 89 Uppsala, Sweden. 3Department of Animal Health and
Antimicrobial Strategies, SVA, 750 89 Uppsala, Sweden. 4Equine Clinics,
University Animal Hospital, University of Agricultural Sciences, 750 07
Uppsala, Sweden.

Authors’ contributions
KB initiated and designed the study together with UGA. KB interpreted the
results and drew conclusions in discussion with the other authors. AL and
AA set up the PFGE analyses and helped with the writing of that part. CJ
was the contact at the hospital and provided information and records on
the horses. All authors have read and approved the final manuscript.

Competing interests
The authors declare that they have no competing interests.

Received: 15 August 2011 Accepted: 8 February 2012
Published: 8 February 2012

References
1. Hsueh PR, Teng LJ, Chen WH, Pan HJ, Chen ML, Chang SC, Luh KT, Lin FY:

Increasing prevalence of methicillin-resistant Staphylococcus aureus
causing nosocomial infections at a university hospital in Taiwan from
1986 to 2001. Antimicrob Agents Chemother 2004, 48:1361-1364.

2. Otter JA, French GL: Molecular epidemiology of community-associated
meticillin-resistant Staphylococcus aureus in Europe. Lancet Infect Dis
2010, 10:227-239.

3. Deleo FR, Otto M, Kreiswirth BN, Chambers HF: Community-associated
meticillin-resistant Staphylococcus aureus. Lancet 2010, 375:1557-1568.

4. Cimolai N: Methicillin-resistant Staphylococcus aureus in Canada: a
historical perspective and lessons learned. Can J Microbiol 2010,
56:89-120.

5. Kock R, Becker K, Cookson B, van Gemert-Pijnen JE, Harbarth S, Kluytmans J,
Mielke M, Peters G, Skov RL, Struelens MJ, et al: Methicillin-resistant
Staphylococcus aureus (MRSA): burden of disease and control challenges
in Europe. Euro surveillance: bulletin europeen sur les maladies transmissibles
= European communicable disease bulletin 2010, 15:19688.

6. Heuer OMA-P, Gunell M, Economopoulou A, Blomquist AP, Brown D,
Walton C, Patel N, Monnet D: European Centre for Disease Prevention

and Control. Antimicrobial resistance surveillance in Europe 2010.
Annual Report of the European Antimicrobial Resistance Surveillance
Network (EARS-Net). Annual Report of the European Antimicrobial Resistance
Surveillance Network (EARS-Net) (O H ed. pp. 30-31. Stockholm 2011 European
Centre for Disease Prevention; 2010, 30-31.

7. Devriese LA, Hommez J: Epidemiology of methicillin-resistant
Staphylococcus aureus in dairy herds. Res Vet Sci 1975, 19:23-27.

8. Anzai TKMKT, Sugita S, Shimizu A, Higuchi T: Isolation of Methicillin-
resistant Staphylococcus aureus (MRSA) from Mares with Metritis and its
Zooepidemiology. J Equine Sci 1996, 7:7-11.

9. Shimizu A, Kawano J, Yamamoto C, Kakutani O, Anzai T, Kamada M:
Genetic analysis of equine methicillin-resistant Staphylococcus aureus by
pulsed-field gel electrophoresis. J Vet Med Sci 1997, 59:935-937.

10. Anderson ME, Lefebvre SL, Rankin SC, Aceto H, Morley PS, Caron JP,
Welsh RD, Holbrook TC, Moore B, Taylor DR, Weese JS: Retrospective
multicentre study of methicillin-resistant Staphylococcus aureus
infections in 115 horses. Equine Vet J 2009, 41:401-405.

11. Abbott Y, Leggett B, Rossney AS, Leonard FC, Markey BK: Isolation rates of
meticillin-resistant Staphylococcus aureus in dogs, cats and horses in
Ireland. Vet Rec 2010, 166:451-455.

12. Cuny C, Friedrich A, Kozytska S, Layer F, Nubel U, Ohlsen K, Strommenger B,
Walther B, Wieler L, Witte W: Emergence of methicillin-resistant
Staphylococcus aureus (MRSA) in different animal species. Int J Med
Microbiol 2009, 300:109-117.

13. Vanderhaeghen W, Hermans K, Haesebrouck F, Butaye P: Methicillin-
resistant Staphylococcus aureus (MRSA) in food production animals.
Epidemiol Infect 2010, 138:606-625.

14. Weese JS, Rousseau J, Willey BM, Archambault M, McGeer A, Low DE:
Methicillin-resistant Staphylococcus aureus in horses at a veterinary
teaching hospital: frequency, characterization, and association with
clinical disease. Journal of veterinary internal medicine/American College of
Veterinary Internal Medicine 2006, 20:182-186.

15. van Duijkeren E, Moleman M, Sloet van Oldruitenborgh-Oosterbaan MM,
Multem J, Troelstra A, Fluit AC, van Wamel WJ, Houwers DJ, de Neeling AJ,
Wagenaar JA: Methicillin-resistant Staphylococcus aureus in horses and
horse personnel: an investigation of several outbreaks. Veterinary
Microbiology 2010, 141:96-102.

16. Armand-Lefevre L, Ruimy R, Andremont A: Clonal comparison of
Staphylococcus aureus isolates from healthy pig farmers, human controls,
and pigs. Emerg Infect Dis 2005, 11:711-714.

17. Hermans K, Lipinska U, Denis O, Deplano A, Struelens MJ, Nemati M,
Pasmans F, Butaye P, Martens A, Deprez P, Haesebrouck F: MRSA clone
ST398-SCCmec IV as a cause of infection in an equine clinic. Vlaams
Diergeneeskundig Tijdschrift 2008, 77:429-432.

18. Van den Eede A, Martens A, Lipinska U, Struelens M, Deplano A, Denis O,
Haesebrouck F, Gasthuys F, Hermans K: High occurrence of methicillin-
resistant Staphylococcus aureus ST398 in equine nasal samples. Vet
Microbiol 2009, 133:138-144.

19. Fessler A, Scott C, Kadlec K, Ehricht R, Monecke S, Schwarz S:
Characterization of methicillin-resistant Staphylococcus aureus ST398
from cases of bovine mastitis. J Antimicrob Chemother 2010, 65:619-625.

20. Moodley A, Nightingale EC, Stegger M, Nielsen SS, Skov RL, Guardabassi L:
High risk for nasal carriage of methicillin-resistant Staphylococcus aureus
among Danish veterinary practitioners. Scand J Work Environ Health 2008,
34:151-157.

21. Cuny C, Nathaus R, Layer F, Strommenger B, Altmann D, Witte W: Nasal
colonization of humans with methicillin-resistant Staphylococcus aureus
(MRSA) CC398 with and without exposure to pigs. PLoS One 2009, 4:
e6800.

22. Smith TC, Male MJ, Harper AL, Kroeger JS, Tinkler GP, Moritz ED,
Capuano AW, Herwaldt LA, Diekema DJ: Methicillin-resistant
Staphylococcus aureus (MRSA) strain ST398 is present in midwestern U.S.
swine and swine workers. PLoS One 2009, 4:e4258.

23. Golding GR, Bryden L, Levett PN, McDonald RR, Wong A, Wylie J,
Graham MR, Tyler S, Van Domselaar G, Simor AE, et al: Livestock-associated
methicillin-resistant Staphylococcus aureus sequence type 398 in
humans, Canada. Emerg Infect Dis 2010, 16:587-594.

24. Bosch T, de Neeling AJ, Schouls LM, van der Zwaluw KW, Kluytmans JA,
Grundmann H, Huijsdens XW: PFGE diversity within the methicillin-
resistant Staphylococcus aureus clonal lineage ST398. BMC Microbiol 2010,
10:40.

Bergström et al. Acta Veterinaria Scandinavica 2012, 54:11
http://www.actavetscand.com/content/54/1/11

Page 8 of 9

http://www.ncbi.nlm.nih.gov/pubmed/15047544?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/15047544?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/15047544?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/20334846?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/20334846?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/20206987?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/20206987?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/20237572?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/20237572?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/125447?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/125447?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/9362045?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/9362045?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/19562904?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/19562904?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/19562904?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/20382932?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/20382932?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/20382932?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/20005777?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/20005777?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/20122300?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/20122300?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/16496939?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/16496939?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/16496939?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/19740613?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/19740613?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/15890125?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/15890125?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/15890125?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/18701224?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/18701224?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/20164198?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/20164198?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/18470441?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/18470441?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/19710922?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/19710922?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/19710922?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/19145257?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/19145257?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/19145257?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/20350371?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/20350371?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/20350371?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/20144202?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/20144202?dopt=Abstract


25. de Neeling AJ, van den Broek MJM, Spalburg EC, van Santen-Verheuvel MG,
Dam-Deisz WDC, Boshuizen HC, van de Giessen AW, van Duijkeren E,
Huijsdens XW: High prevalence of methicillin resistant Staphylococcus
aureus in pigs. Veterinary Microbiology 2007, 122:366-372.

26. van de Giessen AW, van Santen-Verheuvel MG, Hengeveld PD, Bosch T,
Broens EM, Reusken CB: Occurrence of methicillin-resistant Staphylococcus
aureus in rats living on pig farms. Prev Vet Med 2009, 91:270-273.

27. Kock R, Harlizius J, Bressan N, Laerberg R, Wieler LH, Witte W,
Deurenberg RH, Voss A, Becker K, Friedrich AW: Prevalence and molecular
characteristics of methicillin-resistant Staphylococcus aureus (MRSA)
among pigs on German farms and import of livestock-related MRSA into
hospitals. Eur J Clin Microbiol Infect Dis 2009, 28:1375-1382.

28. Cuny C, Strommenger B, Witte W, Stanek C: Clusters of infections in
horses with MRSA ST1, ST254, and ST398 in a veterinary hospital. Microb
Drug Resist 2008, 14:307-310.

29. Rantala M, Thompson K, Myllyniemi AL, Pitkälä A, Seppanen J, Kanerva M,
Vuopio-Varkila J, Vainio A, Lyytikäinen O: Methicillin-resistant
Staphylococcus aureus in horses and horse personnel at the Finish
veterianry teaching hospital, 2006-2008. 18th European Congress of Clinical
Microbiology and Infectious Diseases, ESCMID Barcelona, Spain; 2008, P1453.

30. Krziwanek K, Metz-Gercek S, Mittermayer H: Methicillin-Resistant
Staphylococcus aureus ST398 from human patients, upper Austria.
Emerging infectious diseases 2009, 15:766-769.

31. Witte W, Strommenger B, Stanek C, Cuny C: Methicillin-resistant
Staphylococcus aureus ST398 in humans and animals, Central Europe.
Emerg Infect Dis 2007, 13:255-258.

32. Grisold AJ, Zarfel G, Hoenigl M, Krziwanek K, Feierl G, Masoud L, Leitner E,
Wagner-Eibel U, Badura A, Marth E: Occurrence and genotyping using
automated repetitive-sequence-based PCR of methicillin-resistant
Staphylococcus aureus ST398 in Southeast Austria. Diagnostic microbiology
and infectious disease 2010, 66:217-221.

33. Murchan S, Kaufmann ME, Deplano A, de Ryck R, Struelens M, Zinn CE,
Fussing V, Salmenlinna S, Vuopio-Varkila J, El Solh N, et al: Harmonization
of pulsed-field gel electrophoresis protocols for epidemiological typing
of strains of methicillin-resistant Staphylococcus aureus: a single
approach developed by consensus in 10 European laboratories and its
application for tracing the spread of related strains. J Clin Microbiol 2003,
41:1574-1585.

34. Rasschaert G, Vanderhaeghen W, Dewaele I, Janez N, Huijsdens X, Butaye P,
Heyndrickx M: Comparison of fingerprinting methods for typing
methicillin-resistant Staphylococcus aureus sequence type 398. J Clin
Microbiol 2009, 47:3313-3322.

35. Argudin MA, Rodicio MR, Guerra B: The emerging methicillin-resistant
Staphylococcus aureus ST398 clone can easily be typed using the Cfr9I
SmaI-neoschizomer. Lett Appl Microbiol 2009, 50:127-130.

36. Kadlec K, Ehricht R, Monecke S, Steinacker U, Kaspar H, Mankertz J,
Schwarz S: Diversity of antimicrobial resistance pheno- and genotypes of
methicillin-resistant Staphylococcus aureus ST398 from diseased swine. J
Antimicrob Chemother 2009, 64:1156-1164.

37. Bens CC, Voss A, Klaassen CH: Presence of a novel DNA methylation
enzyme in methicillin-resistant Staphylococcus aureus isolates associated
with pig farming leads to uninterpretable results in standard pulsed-
field gel electrophoresis analysis. Journal of clinical microbiology 2006,
44:1875-1876.

38. SVARM: Swedish Veterinary Antimicrobial Resistance Monitoring.Edited
by: Bengtsson B, Greko C, Groenlund-Andersson U. Swedish Veterinary
Antimicrobial Resistance Monitoring: The National Veterinary Institute (SVA),
Uppsala, Sweden; 2007:.

39. SVARM: Swedish Veterinary Antimicrobial Resistance Monitoring. In
Swedish Veterinary Antimicrobial Resistance Monitoring. Edited by: Bengtsson
B, Ericsson-Unnerstad H, Greko C, Groenlund-Andersson U, Landén A.
Swedish Veterinary Antimicrobial Resistance Monitoring,: The National
Veterinary Institute (SVA), Uppsala, Sweden; 2010:.

40. Anonymous: Analysis of the baseline survey on the prevalence of
methicillin-resistant Staphylococcus aureus (MRSA) in holdings with
breeding pigs, in the EU, 2008 - Part B: factors associated with MRSA
contamination of holdings. EFSA Journal 2010, 8(6):1-67.

41. Busscher JF, van Duijkeren E, Sloet van Oldruitenborgh-Oosterbaan MM:
The prevalence of methicillin-resistant staphylococci in healthy horses in
the Netherlands. Veterinary Microbiology 2006, 113:131-136.

42. Institute CaLS: Performance Standards for Antimicrobial Susceptibility
Testing; Seventh Informational Supplement. 2007, 27: [http://www.
microbiolab-bg.com/CLSI.pdf].

43. The European Committee on Antimicrobial Susceptibility Testing. [http://
www.eucast.org/].

44. Smyth RW, Kahlmeter G, Olsson Liljequist B, Hoffman B: Methods for
identifying methicillin resistance in Staphylococcus aureus. J Hosp Infect
2001, 48:103-107.

45. Harmsen D, Claus H, Witte W, Rothganger J, Turnwald D, Vogel U: Typing
of methicillin-resistant Staphylococcus aureus in a university hospital
setting by using novel software for spa repeat determination and
database management. J Clin Microbiol 2003, 41:5442-5448.

46. Enright MC, Day NP, Davies CE, Peacock SJ, Spratt BG: Multilocus sequence
typing for characterization of methicillin-resistant and methicillin-
susceptible clones of Staphylococcus aureus. J Clin Microbiol 2000,
38:1008-1015.

47. Tenover FC, Arbeit RD, Goering RV, Mickelsen PA, Murray BE, Persing DH,
Swaminathan B: Interpreting chromosomal DNA restriction patterns
produced by pulsed-field gel electrophoresis: criteria for bacterial strain
typing. Journal of clinical microbiology 1995, 33:2233-2239.

48. SWEDRES: A report on Swedish Antibiotic Utilisasation and Resistance in
Human Medicine.Edited by: Hellman J NCaO-LB. Solna, Sweden: Swedish
Institute fo Communicable Disease Control; 2010:.

49. Weese JS, van Duijkeren E: Methicillin-resistant Staphylococcus aureus and
Staphylococcus pseudintermedius in veterinary medicine. Veterinary
Microbiology 2010, 140:418-429.

50. Walther B, Monecke S, Ruscher C, Friedrich AW, Ehricht R, Slickers P, Soba A,
Wleklinski CG, Wieler LH, Lubke-Becker A: Comparative molecular analysis
substantiates zoonotic potential of equine methicillin-resistant
Staphylococcus aureus. J Clin Microbiol 2009, 47:704-710.

51. Maddox TW, Scantlebury CE, Clegg PD, Dawson S, Pinchebeck GL,
Williams NJ: A review of the characteristics and treatment of the
methicillin-resistant Staphylococcus aureus (MRSA) in the horse and a
case series of MRSA infections in four horses. Equine Vet Eduaction 2010,
22:91-102.

52. Salmenlinna S, Lyytikainen O, Vainio A, Myllyniemi AL, Raulo S, Kanerva M,
Rantala M, Thomson K, Seppanen J, Vuopio J: Human cases of methicillin-
resistant Staphylococcus aureus CC398, Finland. Emerg Infect Dis 2010,
16:1626-1629.

53. Baverud V, Franklin A, Gunnarsson A, Gustafsson A, Hellander-Edman A:
Clostridium difficile associated with acute colitis in mares when their
foals are treated with erythromycin and rifampicin for Rhodococcus
equi pneumonia. Equine veterinary journal 1998, 30:482-488.

54. Del Rosso JQ: Wound care in the dermatology office: where are we in
2011? Journal of the American Academy of Dermatology 2011, 64:S1-7.

55. Hogberg LD, Heddini A, Cars O: The global need for effective antibiotics:
challenges and recent advances. Trends in pharmacological sciences 2010,
31:509-515.

56. Anderson ME, Weese JS: Evaluation of a real-time polymerase chain
reaction assay for rapid identification of methicillin-resistant
Staphylococcus aureus directly from nasal swabs in horses. Veterinary
Microbiology 2007, 122:185-189.

doi:10.1186/1751-0147-54-11
Cite this article as: Bergström et al.: The first nosocomial outbreak of
methicillin-resistant Staphylococcus aureus in horses in Sweden. Acta
Veterinaria Scandinavica 2012 54:11.

Bergström et al. Acta Veterinaria Scandinavica 2012, 54:11
http://www.actavetscand.com/content/54/1/11

Page 9 of 9

http://www.ncbi.nlm.nih.gov/pubmed/17367960?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/17367960?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/19523703?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/19523703?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/19701815?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/19701815?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/19701815?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/19701815?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/19025385?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/19025385?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/19402964?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/19402964?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/17479888?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/17479888?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/19828273?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/19828273?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/19828273?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/12682148?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/12682148?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/12682148?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/12682148?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/12682148?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/19710273?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/19710273?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/19808235?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/19808235?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/16672428?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/16672428?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/16672428?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/16672428?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/16303264?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/16303264?dopt=Abstract
http://www.microbiolab-bg.com/CLSI.pdf
http://www.microbiolab-bg.com/CLSI.pdf
http://www.eucast.org/
http://www.eucast.org/
http://www.ncbi.nlm.nih.gov/pubmed/11428876?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/11428876?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/14662923?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/14662923?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/14662923?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/14662923?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/10698988?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/10698988?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/10698988?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/7494007?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/7494007?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/7494007?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/19246166?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/19246166?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/19109463?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/19109463?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/19109463?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/20875297?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/20875297?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/9844966?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/9844966?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/9844966?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/21247666?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/21247666?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/20843562?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/20843562?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/17284351?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/17284351?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/17284351?dopt=Abstract

	Abstract
	Background
	Method
	Results
	Conclusions

	Background
	Methods
	Design of the study
	Isolates
	Culture, susceptibility testing, confirmation of methicillin resistance and genotyping of the isolates prior to PFGE

	Horses
	Pulsed-field gel elctrophoresis

	Results
	Horses and outbreak data
	Genotyping

	Discussion
	Conclusions
	Acknowledgements
	Author details
	Authors' contributions
	Competing interests
	References


<<
  /ASCII85EncodePages false
  /AllowTransparency false
  /AutoPositionEPSFiles true
  /AutoRotatePages /None
  /Binding /Left
  /CalGrayProfile (Gray Gamma 2.2)
  /CalRGBProfile (sRGB IEC61966-2.1)
  /CalCMYKProfile (U.S. Web Coated \050SWOP\051 v2)
  /sRGBProfile (sRGB IEC61966-2.1)
  /CannotEmbedFontPolicy /Error
  /CompatibilityLevel 1.3
  /CompressObjects /Off
  /CompressPages true
  /ConvertImagesToIndexed true
  /PassThroughJPEGImages true
  /CreateJobTicket false
  /DefaultRenderingIntent /Default
  /DetectBlends true
  /DetectCurves 0.1000
  /ColorConversionStrategy /LeaveColorUnchanged
  /DoThumbnails true
  /EmbedAllFonts true
  /EmbedOpenType false
  /ParseICCProfilesInComments true
  /EmbedJobOptions true
  /DSCReportingLevel 0
  /EmitDSCWarnings false
  /EndPage -1
  /ImageMemory 1048576
  /LockDistillerParams false
  /MaxSubsetPct 100
  /Optimize true
  /OPM 1
  /ParseDSCComments true
  /ParseDSCCommentsForDocInfo true
  /PreserveCopyPage true
  /PreserveDICMYKValues true
  /PreserveEPSInfo true
  /PreserveFlatness true
  /PreserveHalftoneInfo false
  /PreserveOPIComments false
  /PreserveOverprintSettings true
  /StartPage 1
  /SubsetFonts true
  /TransferFunctionInfo /Apply
  /UCRandBGInfo /Preserve
  /UsePrologue false
  /ColorSettingsFile ()
  /AlwaysEmbed [ true
  ]
  /NeverEmbed [ true
  ]
  /AntiAliasColorImages false
  /CropColorImages true
  /ColorImageMinResolution 300
  /ColorImageMinResolutionPolicy /Warning
  /DownsampleColorImages true
  /ColorImageDownsampleType /Bicubic
  /ColorImageResolution 500
  /ColorImageDepth -1
  /ColorImageMinDownsampleDepth 1
  /ColorImageDownsampleThreshold 1.50000
  /EncodeColorImages true
  /ColorImageFilter /DCTEncode
  /AutoFilterColorImages true
  /ColorImageAutoFilterStrategy /JPEG
  /ColorACSImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /ColorImageDict <<
    /QFactor 0.76
    /HSamples [2 1 1 2] /VSamples [2 1 1 2]
  >>
  /JPEG2000ColorACSImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 15
  >>
  /JPEG2000ColorImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 15
  >>
  /AntiAliasGrayImages false
  /CropGrayImages true
  /GrayImageMinResolution 300
  /GrayImageMinResolutionPolicy /Warning
  /DownsampleGrayImages true
  /GrayImageDownsampleType /Bicubic
  /GrayImageResolution 500
  /GrayImageDepth -1
  /GrayImageMinDownsampleDepth 2
  /GrayImageDownsampleThreshold 1.50000
  /EncodeGrayImages true
  /GrayImageFilter /DCTEncode
  /AutoFilterGrayImages true
  /GrayImageAutoFilterStrategy /JPEG
  /GrayACSImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /GrayImageDict <<
    /QFactor 0.76
    /HSamples [2 1 1 2] /VSamples [2 1 1 2]
  >>
  /JPEG2000GrayACSImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 15
  >>
  /JPEG2000GrayImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 15
  >>
  /AntiAliasMonoImages false
  /CropMonoImages true
  /MonoImageMinResolution 1200
  /MonoImageMinResolutionPolicy /Warning
  /DownsampleMonoImages true
  /MonoImageDownsampleType /Bicubic
  /MonoImageResolution 1200
  /MonoImageDepth -1
  /MonoImageDownsampleThreshold 1.50000
  /EncodeMonoImages true
  /MonoImageFilter /CCITTFaxEncode
  /MonoImageDict <<
    /K -1
  >>
  /AllowPSXObjects false
  /CheckCompliance [
    /None
  ]
  /PDFX1aCheck false
  /PDFX3Check false
  /PDFXCompliantPDFOnly false
  /PDFXNoTrimBoxError true
  /PDFXTrimBoxToMediaBoxOffset [
    0.00000
    0.00000
    0.00000
    0.00000
  ]
  /PDFXSetBleedBoxToMediaBox true
  /PDFXBleedBoxToTrimBoxOffset [
    0.00000
    0.00000
    0.00000
    0.00000
  ]
  /PDFXOutputIntentProfile (None)
  /PDFXOutputConditionIdentifier ()
  /PDFXOutputCondition ()
  /PDFXRegistryName ()
  /PDFXTrapped /False

  /CreateJDFFile false
  /Description <<
    /CHS <FEFF4f7f75288fd94e9b8bbe5b9a521b5efa7684002000410064006f006200650020005000440046002065876863900275284e8e55464e1a65876863768467e5770b548c62535370300260a853ef4ee54f7f75280020004100630072006f0062006100740020548c002000410064006f00620065002000520065006100640065007200200035002e003000204ee553ca66f49ad87248672c676562535f00521b5efa768400200050004400460020658768633002>
    /CHT <FEFF4f7f752890194e9b8a2d7f6e5efa7acb7684002000410064006f006200650020005000440046002065874ef69069752865bc666e901a554652d965874ef6768467e5770b548c52175370300260a853ef4ee54f7f75280020004100630072006f0062006100740020548c002000410064006f00620065002000520065006100640065007200200035002e003000204ee553ca66f49ad87248672c4f86958b555f5df25efa7acb76840020005000440046002065874ef63002>
    /DAN <>
    /DEU <>
    /ESP <>
    /FRA <>
    /ITA (Utilizzare queste impostazioni per creare documenti Adobe PDF adatti per visualizzare e stampare documenti aziendali in modo affidabile. I documenti PDF creati possono essere aperti con Acrobat e Adobe Reader 5.0 e versioni successive.)
    /JPN <>
    /KOR <FEFFc7740020c124c815c7440020c0acc6a9d558c5ec0020be44c988b2c8c2a40020bb38c11cb97c0020c548c815c801c73cb85c0020bcf4ace00020c778c1c4d558b2940020b3700020ac00c7a50020c801d569d55c002000410064006f0062006500200050004400460020bb38c11cb97c0020c791c131d569b2c8b2e4002e0020c774b807ac8c0020c791c131b41c00200050004400460020bb38c11cb2940020004100630072006f0062006100740020bc0f002000410064006f00620065002000520065006100640065007200200035002e00300020c774c0c1c5d0c11c0020c5f40020c2180020c788c2b5b2c8b2e4002e>
    /NLD (Gebruik deze instellingen om Adobe PDF-documenten te maken waarmee zakelijke documenten betrouwbaar kunnen worden weergegeven en afgedrukt. De gemaakte PDF-documenten kunnen worden geopend met Acrobat en Adobe Reader 5.0 en hoger.)
    /NOR <>
    /PTB <>
    /SUO <>
    /SVE <>
    /ENU (Use these settings to create Adobe PDF documents suitable for reliable viewing and printing of business documents.  Created PDF documents can be opened with Acrobat and Adobe Reader 5.0 and later.)
  >>
>> setdistillerparams
<<
  /HWResolution [2400 2400]
  /PageSize [612.000 792.000]
>> setpagedevice


