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Editor: L. Leibovici
To the Editor,

We thank the authors for their interest and comments regarding
our publication [1]. Given the vast amount of literature published
on the topic of coinfections and secondary infections with coro-
navirus disease 2019, as well as the heterogeneity in publication
quality, methodological approach, and data reporting strategies, it
was necessary to make some assumptions regarding whether
studies met the inclusion criteria. We agree there are certainly
limitations that may affect the precision of our estimate and have
highlighted some of these concerns in our discussion. Nevertheless,
each of the 171 studies was reviewed by a minimum of two authors
to determine if the inclusion criteria were met. However, the in-
clusion of some studies may still be debatable.
DOI of original article: https://doi.org/10.1016/j.cmi.2022.01.012.
* Corresponding author. Bradley J. Langford, Public Health Ontario, Toronto,

Ontario, Canada.
E-mail address: brad.langford@gmail.com (B.J. Langford).
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Although serological testing was an exclusion criterion,
certain studies did not specify the microbiological method of
testing [2] and did not explicitly indicate that serological
testing was used (e.g. studies may have used PCR or serology to
detect Mycoplasma spp.); hence, these studies were included.
We also made the decision to include studies of patients with
ventilator-associated pneumonia (without further microbiolog-
ical detail) because the vast majority of cases are caused by
bacteria [3,4].

Our meta-analysis and regression specifically focused on
concomitant infection caused by bacteria, so all studies counted
towards an estimate of bacterial coinfection or bacterial secondary
infection. Please note that the final two columns in Table S1 indicate
bacterial coinfection and bacterial secondary infection.We hope this
helps clarify.

Our exclusion of letters to the editor was meant to remove any
commentary or narrative-type correspondence. However, we did
include research letters that provided sufficient data to meet the
inclusion criteria [5,6].

Given some of these limitations mentioned, we have updated
the inclusion criteria in our living review so that our next update
will be more stringent with respect to study inclusion (e.g.
requiring an explicit statement of microbiological testing approach,
exclusion of any type of letter/correspondence) [7]. The full search
strategy for our most recent rapid review is now included in the
supplementary material.
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Appendix A. Supplementary data

Supplementary data to this article can be found online at
https://doi.org/10.1016/j.cmi.2022.01.020.
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