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Abstract: Adhesion is crucial for the infective lifestyles of bacterial pathogens. Adhesion to non-living
surfaces, other microbial cells, and components of the biofilm extracellular matrix are crucial for
biofilm formation and integrity, plus adherence to host factors constitutes a first step leading to an
infection. Adhesion is, therefore, at the core of pathogens’ ability to contaminate, transmit, establish
residency within a host, and cause an infection. Several mycobacterial species cause diseases in
humans and animals with diverse clinical manifestations. Mycobacterium tuberculosis, which enters
through the respiratory tract, first adheres to alveolar macrophages and epithelial cells leading
up to transmigration across the alveolar epithelium and containment within granulomas. Later,
when dissemination occurs, the bacilli need to adhere to extracellular matrix components to infect
extrapulmonary sites. Mycobacteria causing zoonotic infections and emerging nontuberculous
mycobacterial pathogens follow divergent routes of infection that probably require adapted adhesion
mechanisms. New evidence also points to the occurrence of mycobacterial biofilms during infection,
emphasizing a need to better understand the adhesive factors required for their formation. Herein,
we review the literature on tuberculous and nontuberculous mycobacterial adhesion to living and
non-living surfaces, to themselves, to host cells, and to components of the extracellular matrix.

Keywords: mycobacterium; host-pathogen interaction; adhesion; bacterial envelope; adhesin; tuberculosis

1. Introduction

Adhesion is central to microbial proliferation [1]. It drives formation of biofilms,
in which individual microbial cells have greater access to nutrients and protection from
environmental stresses [2,3]; it is a prerequisite for the colonization of environmental
niches [4], and, for pathogens, adhesion to host tissues and cells constitutes one of the first
steps in the establishment of an infection [5,6].

The mechanism of bacterial adhesion to a substrate may involve non-specific macro-
scopic surface properties, such as surface free energy, charge, or hydrophobicity [7], or, as is
often the case in pathogens, specialized surface-localized molecules, called adhesins, may
act as effectors of adhesion through interactions with specific host molecules [5]. These
adhesins often participate in more elaborate processes than the mere act of binding to a
specific substrate or ligand. For example, the adhesin function of type IV pili (T4P) is critical
for their role in motility [8]. In staphylococcal septicemia, a set of adhesins employing
variations of the “dock, lock, and latch” binding mechanism form exceptionally stable,
stress-enhanced bonds, allowing the bacteria to remain adhered to blood vessel walls under
high flow rates [9]. The adhesion mechanisms expressed and employed by a particular
bacterial species, therefore, appear to be tailored to particular mechanobiological as well as
broader physiological needs [10].

Although Mycobacterium tuberculosis, the best studied mycobacterial pathogen, expresses
a repertoire of adhesins, most of these do not appear to function like the bona fide adhesin
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virulence factors seen in other pathogenic bacteria that offer a means of adherence under
high mechanical stresses. Central to the pathogenicity of mycobacterial pathogens, such as
M. tuberculosis and Mycobacterium leprae, is their ability to invade and proliferate inside host
cells, so the emphasis is on targeted host cell entry. However, this may not necessarily be the
case for all mycobacteria, in particular an emerging class of nontuberculous mycobacteria
(NTM). Here, we review the mechanisms employed by both tuberculous mycobacteria
and NTM to adhere to abiotic surfaces, themselves, or their host cells and tissues; their
broader implications in biofilm formation and immune evasion; and recent insight into
their biomechanical function.

2. Where and When Is Adhesion Important in Mycobacterial Pathogenesis?
2.1. Tuberculosis and Leprosy

An overview of mycobacterial adhesion in the clinical context is given in Figure 1.
The lifecycle of M. tuberculosis starts with the inhalation of small aerosol droplets that
were propelled into the air through the cough of a person with active tuberculosis (Tb).
Due to their small size, some of these droplets pass the upper respiratory tract and carry
tubercle bacilli straight to the alveolar spaces of the lung. These bacteria, thus, get to bypass
the competition of the commensal microbial flora and primed microbicidal immunity of
the upper respiratory tract [11]. In the alveoli, they are phagocytosed by their preferred
host macrophage cells, a process that initiates a complex inflammatory cascade that drives
formation of a multicellular structure, called a granuloma, wherein bacilli are contained in
a latent infectious phase [12]. Up until here, the adhesion factors used by the tubercle bacilli
would seem to mainly consist of surface-exposed lipids and glycoconjugates that bind to a
range of receptors expressed on the macrophage surface [13,14]. However, it was discov-
ered that Mycobacterium bovis BCG requires the heparin-binding haemagglutinin adhesin
(HBHA), which it shares with M. tuberculosis and which binds to heparin sulfate-containing
receptors on the surface of epithelial cells, for extrapulmonary dissemination in a mouse in-
fection model [15]. This finding suggested that the adhesin may be used by tubercle bacilli
to cross the alveolar epithelium, although this is also likely accomplished via diapedesis in
the transmigration of infected alveolar macrophages [16]. In certain individuals, especially
young children and those with a suppressed immune system, intense intracellular bacillary
multiplication during the initial phase of infection or lesion of granulomas, upon reactiva-
tion of a long latent infection, leads to lymphatic or hematogenous metastasis [17]. During
this metastatic spread to distant sites in the body (nervous system, bones, genitourinary
system, skin), the tubercle bacilli probably require adherence to host extracellular matrix
components to overcome colonization-hindering mechanical shear forces [18].

Although M. leprae is an obligate intracellular pathogen affecting mostly peripheral
zones of the body, one of its primary routes of infection is the nose [19], and its ortholog
of HBHA has also been implicated in its ability to attach to airway epithelial cells [20].
In addition, the ability of this mycobacterial pathogen to invade the peripheral nervous
system has been attributed, at least in part, to the interaction between a yet unidentified
adhesin and the G domain of the laminin-α2 chain (LN-α2G) [21]. This would facilitate
attachment of M. leprae to Schwann cells via a ternary interaction, where LN-α2G forms a
bridge between the bacterial adhesin and β4 integrin on the Schwann cell.

2.2. Zoonotic and Opportunistic Infections and Emerging Mycobacterial Pathogens

M. tuberculosis and M. leprae have historically been the most important mycobacterial
pathogens, and their intracellular lifestyle may be seen as a paradigm of mycobacterial
pathogenicity. Yet, several less important mycobacteria, causing mainly animal disease,
and emerging pathogenic nontuberculous mycobacteria (NTM) appear to follow infective
lifestyles that deviate from that of tuberculous and leprous bacilli, and, wherein, the mech-
anisms of adhesion are probably different [22,23]. Mycobacterium bovis, the causative agent
of bovine tuberculosis, which can also cause zoonoses, can, in addition to an infection
resembling pulmonary tuberculosis, cause gastrointestinal infections in humans after con-
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sumption of contaminated unpasteurized dairy products [24]. In the NTM Mycobacterium
avium subsp. paratuberculosis, which causes gastrointestinal infections in ruminants known
as Johne’s disease and which has been theorized to be associated with human inflamma-
tory bowel diseases such as Crohn’s disease [25], a fibronectin-binding adhesin has been
implicated in its ability to bind and penetrate intestinal mucosal epithelium [26,27]. This
was found to involve high-density integrin-displaying and, therefore, fibronectin-binding
M cells [28]. The role of adhesion in NTM physiopathology, often associated with environ-
mental sources of contamination and distinct extracellular phases, is underexplored, and
should be given more attention. These include the skin pathogens Mycobacterium ulcerans
and Mycobacterium marinum, although for the former the role played by adhesins during
cutaneous infection is disputed [29], as well as for a number of NTM that are associated
with surgical procedure–related infections, including Mycobacterium chelonae, Mycobacterium
fortuitum, and members of the Mycobacterium abscessus complex (MAC) [30]. The nosoco-
mial nature of these infections involves adhesion in the contamination of fomites, including
surgical equipment, and subsequent transmission onto host tissues [31–33]. It is worth
noting that MAC also causes human transmissible pulmonary infections for which cystic
fibrosis sufferers show a heightened vulnerability [22,34,35].

Figure 1. Where and when mycobacterial adhesion occurs during infection. Pulmonary infections
involve initial adhesion to alveolar macrophages (AM) or epithelial cells (AEC). After transmigra-
tion across the alveolar epithelium bacilli adhere to monocytic cells or dendritic cells (DC). The
immune response can contain bacteria in granulomas, where it was very recently demonstrated that
M. tuberculosis biofilms occur. Upon disintegration of granulomas, bacteria may adhere to extracel-
lular matrix (ECM) components. During hematogenous dissemination, tubercle bacilli may bind
plasma fibronectin and, ultimately, to ECM proteins to invade new tissues. Some nontuberculous
mycobacteria (NTM) adhere to gut epithelium to cause gastrointestinal infections. NTM that cause
nosocomial infections adhere to fomites or surgical equipment. Mycobacteria also self-adhere to form
cords, which is a form of immune evasion employed by some NTM. EndoC, endothelial cells.

2.3. Adhesive Interactions in Mycobacterial Biofilms

The capacity of various environmental mycobacteria (including species that can cause
human infections) to form robust biofilms in sources such as domestic water distribu-
tions systems [36–38] and medical equipment [39,40] has been known for several decades.
Evidence also exists of the occurrence of mycobacterial biofilms in vivo during the course of
infection for some NTM species [41–45]. However, the direct involvement of M. tuberculosis
biofilms during the course of tuberculosis was largely considered to be non-existent until
very recently. Reports of such biofilms in animal models of infection, including nonhu-
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man primates, as well as in histological lung sections from human tuberculosis patients,
implicate the formation of these structures in pathogenesis [46,47]. These biofilms were
further demonstrated to contribute in the resistance of resident tubercle bacilli to both
antitubercular treatments and the human immune response [47]. Understanding how these
mycobacterial biofilms are formed in vivo may pave the way to the discovery of new and
better therapeutic strategies to treat mycobacterial infections. We point out that adhesion
plays at least three key roles in biofilm formation: In the first instance, adhesion of plank-
tonic bacteria to a substratum serves as the point of nucleation and, thus, as the very first
step in biofilm development. Secondly, intercellular adhesion is very likely required during
early growth of the biofilm. Third, the biofilm extracellular matrix, which holds individual
cells together and which constitutes the major biomass component in mature biofilms,
relies on adhesive interactions to provide mechanical stability to the mature biofilm [48].

In routine axenic broth cultures, mycobacteria generally grow as pellicle biofilms, types
of biofilms that form at the air-liquid interface and that are distinct from classical biofilms,
which are surface-attached. Most of what is known for M. tuberculosis biofilms is based on
data for the pellicular form (Figure 2). Principal components of the mycobacterial pellicle
biofilm extracellular matrix are extracellular DNA [49–51] and free mycolic acids [52,53].
In addition, a range of lipids including short chain mycolic acids, monomeromycolyl dia-
cylglycerol, mycolate ester wax, glycopeptidolipids (GPLs), phthiocerol dimycoserosates
(PDIM), phenolic glycolipids (PGL), and keto mycolic acids have been directly implicated
in the ability of mycobacteria to form pellicle biofilms [53–58]. Although some of these
lipids were also reported to be constituents of the biofilm extracellular matrix, it has been
proposed that their major participation in biofilm formation is more likely to be in direct
interbacterial adhesion and involves their hydrophobicity (at least in the case of the less am-
phiphilic ones) [59]. While exopolysaccharides are abundant in the extracellular matrices of
many microbes [60–64], evidence of these complex carbohydrates in mycobacterial biofilms
have been lacking. Very recently, a rapidly inducible surface-attached in vitro biofilm model
was devised for M. tuberculosis [47,65]. Interestingly, it was discovered that the principal
components of these biofilms were exopolysaccharides (Figure 2), among which cellulose
was identified [65]. The presence of cellulose in the biofilm extracellular matrix was also
reported for M. avium, Mycobacterium fortuitum, and M. smegmatis [65,66]. The detection
of mannose and galactose in the composition of M. ulcerans [43] and M. smegmatis [67]
biofilm extracellular matrices, respectively, in addition to glucose, may hint towards the
presence of yet unidentified exopolysaccharides. Importantly, cellulose was also detected
in mycobacterial biofilms occurring during infection [65], pointing to a role for biofilm ex-
tracellular matrix exopolysaccharides in pathophysiology. It needs to be addressed how the
exopolysaccharide components of mycobacterial biofilms contribute to structural integrity
of the latter. Another important question to be addressed is what are the mycobacterial
surface components that bind to these exopolysaccharides. A number of recent reports of
bacterial lectins binding biofilm extracellular matrix exopolysaccharides [68–74] intimate
that such lectins may also be present in mycobacteria.
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Figure 2. The composition of the biofilm extracellular matrix is different in pellicle biofilms and
surface-attached biofilms. While the former is rich in free mycolic acids and monomeromycolyl
diacylglycerol (MMDAG), the latter is lipid-poor and contains large amounts of exopolysaccharides.
Both types contain extracellular DNA (eDNA) and proteins.

3. Non-Specific Adhesion: The Hydrophobic Mycobacterial Surface

Recent reports have highlighted the role of surface hydrophobicity in mycobacterial
pathogenicity, more specifically how M. tuberculosis’s evolution from a non-pathogenic
environmental ancestor to an obligate and highly successful human pathogen positively
correlates with surface hydrophobicity [75–78]. According to the model given by the
authors of these studies, the evolutionary loss of relatively hydrophilic lipids such as
lipooligosaccharides (LOSs) and acquisition of highly hydrophobic lipids such as PDIMs,
pentaacyl trehaloses (PATs), and sulfoglycolipids (SGLs) in modern M. tuberculosis strains
improved their aerosolization and, hence, their transmission [75,77].

A clue for another way in which a very hydrophobic cell surface may contribute to
mycobacterial virulence is brought by the rapidly growing NTM M. abscessus, for which
concern is mounting over the human transmissible infections that it is causing, which
are particularly difficult to manage in cystic fibrosis sufferers [34,35,79,80]. M. abscessus
normally produces a class of polar lipids, called GPLs, that accounts for a comparatively
hydrophilic surface. In mutants lacking a component of the GPL biosynthetic and transport
machinery, the cell surface is as hydrophobic as that of M. tuberculosis, most likely because
of the surface exposure of hydrophobic lipids such as trehalose mycolates and trehalose
polyphleates [81–83]. These lipids have been implicated in the ability of mycobacteria
to form cords, which is strongly associated with mycobacterial virulence [84–86]. For
M. abscessus, the transition from being GPL+ to being GPL− has been reported to occur
during the course of infection and is associated with more severe disease [87,88]. Studies
using zebrafish embryos as an infection model have attributed the increased virulence of
GPL− M. abscessus strains to their ability to form cords and the inability of macrophages to
engulf these cords [89,90]. A biophysical explanation for cording lies in the dehydrating
capacity of the hydrophobic cell surfaces that removes the vicinal water film [91]. This
results in a greatly increased density of direct contacts between closely apposed cell surfaces
and, hence, strong interbacterial adhesion. The adhesive effect of hydrophobic surfaces
even counts for contacts with relatively hydrophilic surfaces and the role of bacterial surface
hydrophobicity in adhesion to host tissues as well as in phagocytic ingestion has been
known for a long time [92,93]. We point out, based on our own laboratory experience,
that even abundant mycobacteria-producing polar lipids such as LOSs and GPLs are,
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nevertheless, considerably more hydrophobic than other Gram-positive and Negative
species, such as Staphylococcus aureus, Pseudomonas aeruginosa, and Escherichia coli. Even
non-mycobacterial mycolic-acid-containing species, such as Corynebacterium and Gordona,
exhibit considerable surface hydrophobicity [94]; in all fairness, hydrophobic mycobacteria,
such as M. tuberculosis and GPL− M. abscessus, are to be considered extremely hydrophobic.

Hydrophobicity, therefore, plays a critical role in inter-mycobacterial adhesion, which
in turn is a requirement for cord formation, a form of immune evasion in some pathogenic
species. The hydrophobic cell envelope also probably contributes to the contacts that are
instated between mycobacterium and macrophage during phagocytic engulfment by likely
facilitating specific interactions between cell receptors and their cognate bacterial-surface
ligands. In the next section we will dive deeper into the mycobacterial factors that underlie
adhesion to specific host factors (also summarized in Table 1).

Table 1. Major known mycobacterial adhesive molecules and their host factor targets.

Molecule Class (Examples) Host Factor(s) Key References

Lipids/glycoconjugates:

mannose-capped
lipoarabinomannan (ManLAM)

Pattern recognition
receptors/C-type lectins (Mannose

receptor, DC-SIGN, Dectin-2)
[95–98]

α-glucan DC-SIGN [99]
Adhesins:

heparin-binding haemagglutinin
adhesin (HBHA) heparan sulfate [15,100–102]

fibronectin attachment protein (Fap) fibronectin [103–105]
antigen 85 (Ag85) complex fibronectin [106,107]

Lectin adhesins:
β-prism II fold lectin Unknown [108,109]

13 kDa ricin-like lectin (sMTL-13) Unknown [110]
Appendages:

M. tuberculosis pilus (Mtp) lamanin [111]

4. Controlling Host Cell Adhesion: Molecules That Bind to Cells and Tissues
4.1. Interactions with Immune Cell Receptors: Ligands and Surface Distribution

The recognition of mycobacterial lipids and glycoconjugates by immune cell receptors
has been the subject of several recent reviews and book chapters [13,14,112–117], so to
avoid being repetitive we will only provide a brief summary of some key players in these
interactions and discuss salient points relating to pathogen-cell adhesion.

A great variety of mycobacterial surface components (some of which are also plasma
membrane localized) interact with receptors expressed on host cells. These include mycolic-
acid-containing glycolipids such as trehalose dimycolate (TDM), glucose monomycolate
(GMM), and glycerol monomycolate (GroMM); the lipoglycans phosphatidyl-myo-inositol
mannosides (PIMs), lipomannan (LM) and lipoarabinomannan (LAM); and di- and tri-
acyl-trehalose (DAT, TAT), SGLs, PGLs, GPLs [13,14], capsular glucans (most abundant
in M. tuberculosis), and lipoproteins (most abundant in some NTM) [118,119]. The major
pattern recognition receptors (PRRs) that have been identified so far to recognize these
mycobacterial microbial-associated molecular patterns (MAMPs) are toll-like receptors (for
example, TLR2 binds lipoglycans and lipoproteins), C-type lectin receptors (for example,
Mincle binds TDM, GMM, GroMM, DAT, and TAT, while Dectin-2, Mannose receptor, and
DC-SIGN bind lipoglycans), and scavenger receptors (for example, MARCO binds TDM).
Binding of these MAMPs to their PRRs plays a central role in both the host’s immune
response to infection and the ability of mycobacterial pathogens to evade and modulate
immunity. In M. tuberculosis, PDIMs mask its TLR2-binding MAMPs, hence avoiding
recruitment of microbicidal macrophages, while it exposes PGL (in some isolates of the
hypervirulent W-Beijing family [120]). This stimulates chemokine-dependent recruitment
of permissive macrophages that it binds to and infects in the alveoli [11,121]. Similarly, in
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the NTM M. abscessus GPLs mask underlying MAMPs preventing their proinflammatory
interaction with TLR2 [122,123], although in M. avium certain serovar-specific GPLs them-
selves are proinflammatory [124]. In addition to masking TLR2 agonists, it was recently
discovered that M. tuberculosis negatively modulates TLR2-dependent NF-κB activation and
succeeding cytokine or costimulatory molecule production using SGLs as competitive TLR2
antagonists [125]. Both PDIMs and SGLs are considered virulence factors of M. tuberculosis,
and together they impede TLR2 functioning such that non-permissive phagocytic cells are
not recruited towards cites of infection.

In the context of adhesion, a distinction needs to be made between PRR-MAMP
interactions that likely support an adhesive contact between bacterium and host cell and
those that are less likely to do so. For example, interaction of the TLR2/TLR1 or TLR2/TLR6
heterodimeric complexes with their MAMP ligands involves direct recognition of the
MAMP lipidic chains, which in the case of TLR1 and TLR2 dock within channels found
inside the PRRs (reviewed here [116,126]). This implies that these MAMPs need to be
extracted from the outer cell envelope layers to bind these PRRs and hence it is hard to
conceive how they would remain anchored to the bacterial cell during the interaction.
Indeed, in the case of lipopolysaccharide (LPS), an LPS-binding protein (LBP) and the
scavenger receptor CD14 play consecutive roles in extracting LPS from the Gram-negative
bacterial outer membrane and transferring it to the TLR4/MD-2 complex [127]. CD14, in
conjunction with CD36, carries out a similar function in the transfer of diacylglycerol ligands
onto TLR2/TLR6 or TLR2/TLR1 heterodimers [128]. This role has also been attributed
to CD14 in the presentation of mycobacterial lipoglycans to TLR2/TLR1 [129,130]. We
argue that such interactions, while important for PRR-signalling, cytokine responses,
and macrophage recruitment, are probably not involved in establishing a direct contact
between pathogen and phagocytic cell and ultimately do not play a mechanical role during
engulfment. On the other hand, C-type lectin PRRs such as Mannose receptor, Dectin-2,
and DC-SIGN bind to head groups of their associated MAMPs and do not require their
extraction. This means that the latter molecules can remain anchored to the cell envelope
while interacting with their cognate PRRs and can thus offer a means of adherence between
pathogen and host cell during phagocytic engulfment. Indeed, binding data between whole
mycobacteria and these receptors (soluble-recombinant, membrane-expressed in cell lines,
or physiological cells) have been obtained (see for example [95,96,131–135]).

Regarding the PRR-PAMP interactions that likely do underlie direct contacts be-
tween pathogen and host cell as well as likely play a mechanical role during phago-
cytic engulfment, variations in the structures of mycobacterial MAMPs are important
and probably contribute to inter-mycobacterial differences in adhesion to host cells. A
prime example is LAM, for which the mannose-capped form (ManLAM) present in
pathogenic tuberculous mycobacteria is recognised by the C-type lectins Mannose Re-
ceptor [97], Dectin-2 [95,96] and DC-SIGN [98]. Inositol phosphate- (M. smegmatis and
M. fortuitum) and arabinose-terminated LAM (M. chelonae) from NTM are not ligands of
these receptors [95,96,98,99,131,136]. The number of specific mycobacterial MAMPs recog-
nized by these C-type lectin can vary considerably. It was recently shown using a variety of
purified and synthetic mannoconjugates, as well as M. tuberculosis isogenic mutant strains,
that ManLAM is the sole mycobacterial ligand of Dectin-2. ManLAM recognition requires
dimannoside caps and involves multivalent interactions in line with earlier crystallographic
observations indicating two monosaccharide binding sites in Dectin-2′s carbohydrate bind-
ing domain that allow interaction with dimannosides [96]. In contrast, DC-SIGN binds
several ligands in addition to ManLAM, including capsular α-glucan [99], which is abun-
dant in tuberculous mycobacteria but not in NTM, and mannosylated (lipo)glycoproteins
from M. tuberculosis [131]. Despite a selective recognition of M. tuberculosis complex
strains, DC-SIGN, surprisingly, also binds LM [131] and hexamannosylated PIM [136],
both of which are ubiquitously present in mycobacteria. In addition, certain NTM ex-
pressing ManLAM poorly bound to DC-SIGN-expressing HeLa cells in comparison to
M. tuberculosis complex species, while ManLAM purified from these NTM efficiently in-
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hibited M. tuberculosis binding to cellular DC-SIGN [131]. These observations indicate that
localization of the various DC-SIGN ligands on the surfaces of mycobacteria may be a
determinant in their interaction with DC-SIGN expressing cells, including dendritic cells.
It raises the question whether the surface distribution of mycobacterial lipids and glycocon-
jugates play a role in their recognition by host cells. Interestingly, recent high-resolution
atomic force microscopy (AFM) studies revealed that the presence of GPLs account for
defined hydrophilic nanodomains on the surfaces of M. abscessus cells [81,137]. It is, thus,
possible that lateral partitioning of surface components into nanodomains is a factor in
their recognition by host cell receptors (Figure 3).

Figure 3. How mycobacteria control adhesion. Sequestration of lipids into nanodomains on the cell
surface, as observed for glycopeptidolipids (GPLs) in Mycobacterium abscessus [81,137], may control
hydrophobic interactions with foreign surfaces. In the same line, the surface exposure of specific
microbial-associated molecular patterns (MAMPs) control interactions with pattern recognition
receptors (PRRs). Here a distinction needs to be made between MAMP-PRR interactions that facilitate
adhesion and those that play other roles. For example, TLR1/TLR2 interact with the hydrophobic
acyl chains of their MAMP ligands, requiring their extraction out of the mycobacterial surface layers
by accessory molecules such as CD14. Hence, the lack of an anchorage point on the bacterial surface
disqualifies these interactions from playing a direct part in adhesion. On the other hand, PRR’s
such as certain C-type lectins, including the mannose receptor, DC-SIGN and Dectin-2 bind the
saccharide head groups of mycobacterial MAMPs whose hydrophobic acyl chains remain anchored
within outer envelope layers. Such interactions play a direct role in mycobacterium-host cell binding
and subsequent internalization of the bacteria. Specialized surface proteins called adhesins bind
to specific host factors. Clustering of adhesins, such as heparin-binding haemagglutinin adhesin
(HBHA), increases avidity of their interactions with heparin sulfate proteoglycans (HSPG), enhancing
adhesion to epithelial cells. Adhesins, such as the fibronectin attachment protein (Fap) and members
from the antigen 85 complex, drive adhesion of extracellular matrix components. We hypothesize
that yet-unknown-carbohydrate-binding (lectin) adhesins bind to exopolysaccharide components of
the biofilm extracellular matrix and/or to host glycans.
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4.2. Multifunctional Mycobacterial Adhesins

We alluded earlier to the role that HBHA plays in the early stages of infection, where
adhesion of M. tuberculosis to alveolar epithelial cells is mediated by binding of the adhesin
to heparan sulfate proteoglycans (HSPGs) [15,100–102]. After export by a leader peptide-
independent mechanism, it remains unclear whether or how HBHA is anchored to the
mycobacterial cell envelope, although it may involve binding of an N-terminal sequence
to the transmembrane proteins Rv0613c or MmpL14 [138]. Binding to HSPGs occurs via
electrostatic intermolecular bridges between C-terminal lysine residues in HBHA and the
sulfate groups of heparin sulfate [139]. AFM molecular recognition experiments revealed
that HBHA clustered in nanodomains on top of M. bovis BCG cells in contrast to a homoge-
nous distribution of the HSPG receptors on lung epithelial cells [140]. Clustering of HBHA
on the mycobacterial cells may serve to strengthen adhesion to epithelial cells by promoting
the formation of multiple parallel bonds (Figure 3), a common behaviour for other bacterial
and fungal adhesins [141]. Another adhesive role was proposed for HBHA in mycobacterial
agglutination involving homophilic interactions between two N-terminal coiled coils [142].
As is the case for most mycobacterial adhesins identified so far, HBHA plays additional
roles to that of an adhesin: it has a cytosolic function in the formation of intracytoplasmic
lipid inclusions [143]; it also has been implicated in the reorganization of actin filaments
within epithelial cells [144] involving direct binding to actin [145]; and it induces apoptosis
in macrophages involving the endoplasmic reticulum [146] and mitochondria [147].

Several mycobacterial proteins have been identified that bind host extracellular matrix
proteins, such as fibronectin, collagen, and laminin. Of these, the best studied are two
classes of fibronectin-binding adhesins. The fibronectin attachment protein (FAP, also
known as the alanine and proline-rich secreted glycoprotein Apa or antigen MPT-32), binds
fibronectin using a 12-amino acid minimal binding sequence that was originally mapped in
the M. avium ortholog (G269NRQRWFVVWLG280, the underlined sequence is essential for
fibronectin binding), which is widely conserved among mycobacterial species [103–105].
Although the specific fibronectin sequence that FAP binds to is unknown, inhibition of
binding by heparin indicates that it must be located within one of its C-terminal heparin-
binding domains (III12–14) [105]. FAP has been implicated in adhesion to host tissues
in multiple mycobacterial species: the M. leprae ortholog of FAP was implicated in its
capacity to invade both epithelial cells and Schwann cells [104], that of M. bovis BCG was
found to be necessary for its attachment to the bladder wall and for M. bovis BCG-induced
antitumor activity [148–150], M. avium’s ortholog was implicated in bacterial adhesion to
fibrous human respiratory mucosa [151], FAP of M. avium subsp. paratuberculosis mediated
adhesion to intestinal epithelial and M cells [26–28,152], and the M. tuberculosis ortholog
was implicated along with antigen 85B (Ag85B) in bacterial adhesion to human respiratory
mucosa [153], although M. tuberculosis respiratory mucosa infection was found to be
independent of fibronectin attachment [154]. Concerning additional roles, it was found that
the M. avium subsp. paratuberculosis FAP ortholog activates dendritic cells [155], probably
using a fibronectin-independent mechanism involving binding to DC-SIGN, since the
M. tuberculosis ortholog is a ligand of this receptor [131].

The second family of well-characterised mycobacterial fibronectin-binding proteins
is the antigen 85 (Ag85) complex. In addition to their fibronectin-binding activity, these
proteins play a crucial role in the synthesis of the mycomembrane through their essen-
tial mycolyltransferase activity [156,157], except for a paralog originally identified in
M. tuberculosis, which lacks this activity [157,158]. Due to the essential role that members of
the Ag85 complex play in cell envelope synthesis, they are universally conserved among my-
cobacteria and essential for survival, and, therefore, efforts have been made to exploit them
for the development of new antimicrobials specifically targeting mycobacteria [159–164].
The fibronectin-binding sequences that are highly conserved among mycobacterial species
were identified in M. tuberculosis and M. avium subsp. paratuberculosis Ag85A, Ag85B, and
Ag85C (F101EWYNQSGISV111, F98EWYYQSGLSV108, and F102EEFYQSGLSV112, respectively
for the latter species) along with the sequence that they bind in fibronectin, which mapped
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to repeat domain module III14 (T14PNSLLVSWQPPR26) [106,107]. Although FAP may also
bind near this location, it is unlikely that the specific binding sequence is shared based
on the apolarity and positive charges of residues in FAP’s minimal fibronectin-binding
sequence in contrast with the abundance of polar and negatively charged residues in that of
Ag85. Although early studies demonstrated a high specificity towards binding fibronectin
among extracellular matrix proteins, it was found that M. tuberculosis Ag85 also binds
human tropoelastin, by means of a unique binding mechanism [165].

Several additional mycobacterial adhesins have been identified that bind host extracel-
lular matrix proteins [166–170]. To name a few briefly, these include Rv1759c (a PE_PGRS
that binds fibronectin) [171], malate synthase (a glyoxalate shunt enzyme that is secreted by
an unknown mechanism and that binds laminin as well as fibronectin) [172], and GAPDH
(a glycolytic enzyme that binds plasminogen and plasmin with relatively high affinity
hence offering a means to degrade extracellular matrix components) [173].

4.3. Appendages and Lectins

The M. tuberculosis genome contains genes for two types of pili. The first type, for
which only a single gene (encoding the pilin subunit) has been identified, is known as
the M. tuberculosis pilus (Mtp) and presents morphological and biochemical characteris-
tics reminiscent of curli amyloids [111,174]. The second type is encoded by a reduced
set of tight adherence (Tad) pilus genes (5 out of the 14 Aggregatibacter actinomycetem-
comitans Tad pilus genes, in which the genetics of this class of type IV pili was first char-
acterized) [175]. Mtp have been observed in a small number of studies by method of
transmission electron microscopy or AFM [111,175–178]. Mtp binds laminin [111] and has
been implicated in the ability of M. tuberculosis to invade epithelial and macrophage cell
lines in culture [179,180], but inactivation of mtp in two M. tuberculosis strains resulted
in no change in the outcome of infection in C3HeB/FeJ mice that form necrotic, hypoxic
lesions in which adherence to extracellular matrix proteins could play a role in mycobac-
terial colonization [175]. Nevertheless, recent studies have implicated Mtp deficiency in
metabolic alterations in M. tuberculosis [181], macrophages [182], and epithelial cells [183].
Unlike Mtp, the mycobacterial Tad pilus has only been observed microscopically in one
study and in its heterologously-expressed and purified crystalline form [174], but like for
mtp inactivation, deletion of M. tuberculosis tad genes had no effect on virulence [175]. A
surprising aspect of both Mtp and Rv3654c (encoding the Tad pilin) is the apparent absence
of functional orthologs among NTM, which for Mtp along with its antigenicity has led to it
being explored as a biomarker in a diagnostic test for M. tuberculosis complex species [184].

Another set of mycobacterial surface proteins that may play a role in cellular adhe-
sion via their carbohydrate-binding activities are lectins. Recent functional and structural
studies have highlighted the plasticity and adaptivity of glycan-mediated host–pathogen
interactions [185]. The host glycome encompasses an enormous complexity in intracellular
and extracellular monosaccharides, oligosaccharides, and polysaccharides and their glyco-
conjugate derivatives (glycolipids and glycoproteins). It plays a key role in cell and tissue
recognition and physiology, but also forms a frequent interaction site for colonization by
bacterial pathogens such as Pseudomonas aeruginosa [186], Escherichia coli [187], Helicobacter
pylori [188], and Salmonella enterica [189], to name a few. Although they were subject
of a recent review [190], very little remains known about mycobacterial lectin genetics,
biochemistry, or involvement in pathogenesis. The M. tuberculosis genome encodes only
11 putative lectins [191] and of these only 2 have been characterised biochemically, one be-
ing HBHA (that we discussed earlier), whose binding to sulfated glycoconjugates depends
on electrostatic interactions between charged lysine residues and the sulfate groups, rather
than a characteristic carbohydrate recognition domain [192], and the secreted 13 kDa ricin-
like lectin (sMTL-13). The latter shows antigenic activity in Tb patients [110]. Early studies
identified a 14 kDa lectin apparently conserved between M. smegmatis, M. tuberculosis,
M. leprae, M. kansasii, and M. avium, with hemagglutinating activity and a role in adhesion to
mouse peritoneal macrophages, both activities that could be inhibited by mannan [193,194].
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The polypeptide sequence of this lectin and the gene encoding it have not been identified.
Regarding NTM, crystal structures of the β-prism II fold lectin domain of M. smegmatis
MSMEG_3662 in apo form as well as in complex with mannose and methyl-α-mannose
were solved [108,109]. While this lectin has no apparent orthologs in M. tuberculosis, an
ortholog (with 87% identity) is present in M. abscessus, thus making future investigations of
its role in pathogen-host interaction worthwhile.

5. Mycobacterial Adhesion under Mechanical Stress

The search string “(((((((mycobacterium) OR (mycobacteria)) OR (mycobacterial))
OR (bacterium)) OR (bacterial)) OR (bacteria)) AND (adhesion)) AND (shear)” delivers
in excess of 795 hits on https://pubmed.ncbi.nlm.nih.gov/, (accessed on 20 December
2021) and of these only two concern a mycobacterial species [195,196]. Is this because of
a lack of interest, or simply because mechanical shear stress is not a significant obstacle
encountered by these pathogens during infection? A common feature in practically all
known mycobacterial surface molecules that play a direct role in adhesion is that they
are non-covalently (and apparently often loosely) associated with the mycobacterial sur-
face. In Gram-positive taxa, including Bacillus, Clostridia, Enterococcus, Lactobacillaceae,
Listeria, Staphylococcus, Streptococcaceae, and even in Actinobacteria, such as the genera
Corynebacterium and Streptomyces, a sortase enzyme covalently ligates secreted proteins
baring a conserved recognition sequence, including adhesins, to the pentaglycine cross
bridges in peptidoglycan, firmly anchoring these proteins to the cell. Based on a pblast
(https://www.genome.jp/tools/blast/, accessed on 20 December 2021) of S. aureus SrtA
against all mycobacterial genomes in the KEGG database, these genera do not seem to
possess any sortase genes. To our knowledge, no sortase activity has ever been reported
for any mycobacterial species. Peptidoglycan-anchored adhesin-host factor complexes
can withstand considerable shear forces, with extreme examples uncovered recently in
staphylococci that resist tensile forces under which covalent bonds can rupture (in excess
of 2000 pN for a single molecular complex under physiologically relevant rates of force
application) [197–200]. The small number of force spectroscopy studies that have been
done on mycobacterial adhesins interacting with their ligands revealed much weaker
mechanical stabilities. For example, single molecular complexes of HBHA and heparin sul-
fate or actin, when pulled apart under velocities that resemble blood flow rates, ruptured
at approximately 50 pN and 60 pN, respectively [139,145]. Similarly, single molecular
complexes of M. bovis BCG adhesins and fibronectin ruptured under tensile forces of
~50 pN [201]. The relative tensile weakness of these interactions may be a result of the
non-covalent anchorage of the adhesins to the cell envelope, which has resulted in different
evolutionary mechanisms to maximize adhesion. Fluid shear was indeed found to enhance
M. tuberculosis adhesion on fibronectin or surfactant protein A-coated surfaces [195], and a
recent force spectroscopy study found that the mechanical stability of the complex formed
by M. abscessus Ag85 and fibronectin correlates unconventionally with the rate at which
force is applied (loading rate) (Figure 4) [196]. As a consequence, unusually strong bonds
(~150 pN) were observed under high loading rates. Interestingly, this contrasts HBHA,
whose interaction with heparin sulfate follows conventional forced unbinding kinetics
(force scales linearly with the logarithm of force loading rate) [139]. These observations do
indicate that at least some mycobacterial adhesins are adapted to bind their ligands under
non-equilibrium dynamic shear conditions.

https://pubmed.ncbi.nlm.nih.gov/
https://www.genome.jp/tools/blast/
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Figure 4. Mechanical stress enhances Antigen 85 (Ag85) binding to fibronectin, a possible mechanism
to enhance adhesion in dynamic environments such as the circulatory system or in the gastrointesti-
nal tract. On the other hand, HBHA binding HSPG receptors on alveolar epithelial cells follows
conventional forced unbinding kinetics. In this case, adhesion is enhanced through HBHA clustering
allowing multiple parallel interactions with HSPG.

6. Conclusions and Future Perspectives

The ability of mycobacteria to adhere to surfaces in the clinical environment, to host
cells or to extracellular matrix components lining mucosal epithelia is an important issue to
address in controlling infections with these pathogens. Despite this, very little effort has
been made to develop specific inhibitors of mycobacterial adhesion. In this regard, peptide
sequences that mimic the binding sites in adhesins or their ligands may hold promise.
For example, synthetic peptides of the minimal binding sequences in the fibronectin-
Ag85 interaction could efficiently block adhesion of M. avium subsp. paratuberculosis and
M. abscessus cells to fibronectin surfaces [106,196]. More recently, a short peptide sequence
from the novel M. tuberculosis hyaluronic acid-binding adhesin Rv3194c, could inhibit
M. tuberculosis binding to an epithelial cell line [202]. Another promising avenue that may
be explored is that of synthetic ligands of PRRs involved in phagocytic engulfment of
mycobacteria as inhibitors of mycobacterial adhesion [96,203–205]. However, although
these strategies targeting specific interactions should be evaluated for their antiadhesive
potential in mycobacterial infection models, a problem that might be encountered is that
of redundancy brought by the large diversity of mycobacterial molecules that bind host
factors. In that regard, we point out that most (if not all) mycobacterial surface molecules
that bind to host factors appear to be loosely attached to the mycobacterial envelope. Their
presence on the surface of mycobacteria is likely strongly dependent on the integrity of
the mycomembrane. We speculate that compounds interfering in the assembly of the
mycomembrane would strongly impact on the interactions between surface molecules
and their cognate receptors (in the case of MAMPs) or ligands (in the case of adhesins).
We recently reported that inhibition of mycolic acid transport in M. abscessus led to rapid
and dramatic decreases in surface hydrophobicity, suggesting considerable alterations of
surface chemical properties caused by the treatment.

Although a variety of mycobacterial adhesive molecules, including MAMPs and
adhesins, have been identified and their interactions with host factors characterised, several
questions have not been addressed. These include: (i) How are these molecules attached to
the mycobacterial surface and how strong are these attachments. (ii) The distribution of
lipids and glycoconjugates in the different layers of the mycobacterial cell envelope has
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been extensively studied (see, for example [206]). However, very little remains known on
the lateral distribution of these molecules on the surface where they may participate in
adhesive interactions. How does their lateral distribution change as a function of growth
or environmental fluctuations or stressors? (iii) What are the major players in adhesion
in M. tuberculosis (a question that remains under investigated), as well as in emerging
NTM pathogens such as MAC species? (iv) How are surface adhesive properties regulated
and in response to which stimuli? (v) What are the out-of-equilibrium (mechanically
stressed) binding dynamics of interactions between mycobacterial adhesive molecules
and their cognate binding partners? Future studies should be devoted to addressing
these outstanding questions. Such studies will largely benefit from recent advances in
super-resolution microscopy and AFM force spectroscopy techniques, whose combined
capabilities have led to massive advancements in our understanding of pathogen (bacterial
and viral) adhesion in recent years [207–209].
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91. Kanduč, M.; Netz, R.R. From Hydration Repulsion to Dry Adhesion between Asymmetric Hydrophilic and Hydrophobic Surfaces.
Proc. Natl. Acad. Sci. USA 2015, 112, 12338–12343. [CrossRef]

http://doi.org/10.1128/mBio.00130-21
http://doi.org/10.1128/mBio.01376-18
http://doi.org/10.1038/s41522-021-00257-w
http://doi.org/10.1128/JB.00216-20
http://www.ncbi.nlm.nih.gov/pubmed/32661078
http://doi.org/10.1074/jbc.M112.411769
http://www.ncbi.nlm.nih.gov/pubmed/23235153
http://doi.org/10.1007/s00203-007-0343-5
http://www.ncbi.nlm.nih.gov/pubmed/18094958
http://doi.org/10.1038/s41467-019-10201-4
http://doi.org/10.1038/s41598-017-01501-0
http://doi.org/10.1016/j.tube.2015.02.009
http://doi.org/10.1099/acmi.ac2020.po0248
http://doi.org/10.3390/d9040046
http://doi.org/10.1126/science.abb8699
http://doi.org/10.1126/science.abi5695
http://doi.org/10.1039/C9NH00736A
http://doi.org/10.1021/nl071476k
http://www.ncbi.nlm.nih.gov/pubmed/17850167
http://doi.org/10.3389/fcimb.2018.00069
http://www.ncbi.nlm.nih.gov/pubmed/29594066
http://doi.org/10.3389/fmicb.2017.01402
http://doi.org/10.1164/art.1953.67.5.629
http://www.ncbi.nlm.nih.gov/pubmed/13040690
http://doi.org/10.1128/AAC.02509-16
http://doi.org/10.1128/JCM.01478-08
http://www.ncbi.nlm.nih.gov/pubmed/19020061
http://doi.org/10.1128/IAI.00835-06
http://www.ncbi.nlm.nih.gov/pubmed/17145951
http://doi.org/10.1073/pnas.1321390111
http://doi.org/10.1073/pnas.1605477113
http://www.ncbi.nlm.nih.gov/pubmed/27385830
http://doi.org/10.1073/pnas.1504919112


Microorganisms 2022, 10, 454 17 of 21

92. Doyle, R.J. Contribution of the Hydrophobic Effect to Microbial Infection. Microbes Infect. 2000, 2, 391–400. [CrossRef]
93. Absolom, D.R. The Role of Bacterial Hydrophobicity in Infection: Bacterial Adhesion and Phagocytic Ingestion. Can. J. Microbiol.

1988, 34, 287–298. [CrossRef] [PubMed]
94. Bendinger, B.; Rijnaarts, H.H.; Altendorf, K.; Zehnder, A.J. Physicochemical Cell Surface and Adhesive Properties of Coryneform

Bacteria Related to the Presence and Chain Length of Mycolic Acids. Appl. Environ. Microbiol. 1993, 59, 3973–3977. [CrossRef]
[PubMed]

95. Yonekawa, A.; Saijo, S.; Hoshino, Y.; Miyake, Y.; Ishikawa, E.; Suzukawa, M.; Inoue, H.; Tanaka, M.; Yoneyama, M.;
Oh-Hora, M.; et al. Dectin-2 Is a Direct Receptor for Mannose-Capped Lipoarabinomannan of Mycobacteria. Immunity 2014,
41, 402–413. [CrossRef]

96. Decout, A.; Silva-Gomes, S.; Drocourt, D.; Blattes, E.; Rivière, M.; Prandi, J.; Larrouy-Maumus, G.; Caminade, A.-M.; Hamasur, B.;
Källenius, G.; et al. Deciphering the Molecular Basis of Mycobacteria and Lipoglycan Recognition by the C-Type Lectin Dectin-2.
Sci. Rep. 2018, 8, 16840. [CrossRef] [PubMed]

97. Schlesinger, L.S.; Hull, S.R.; Kaufman, T.M. Binding of the Terminal Mannosyl Units of Lipoarabinomannan from a Virulent
Strain of Mycobacterium tuberculosis to Human Macrophages. J. Immunol. 1994, 152, 4070–4079.

98. Maeda, N.; Nigou, J.; Herrmann, J.-L.; Jackson, M.; Amara, A.; Lagrange, P.H.; Puzo, G.; Gicquel, B.; Neyrolles, O. The Cell
Surface Receptor DC-SIGN Discriminates between Mycobacterium Species through Selective Recognition of the Mannose Caps on
Lipoarabinomannan. J. Biol. Chem. 2003, 278, 5513–5516. [CrossRef]

99. Geurtsen, J.; Chedammi, S.; Mesters, J.; Cot, M.; Driessen, N.; Sambou, T.; Kakutani, R.; Ummels, R.; Maaskant, J.; Takata, H.;
et al. Identification of Mycobacterial Alpha-Glucan as a Novel Ligand for DC-SIGN: Involvement of Mycobacterial Capsular
Polysaccharides in Host Immune Modulation. J. Immunol. 2009, 183, 5221–5231. [CrossRef]

100. Delogu, G.; Brennan, M.J. Functional Domains Present in the Mycobacterial Hemagglutinin, HBHA. J. Bacteriol. 1999,
181, 7464–7469. [CrossRef]

101. Pethe, K.; Aumercier, M.; Fort, E.; Gatot, C.; Locht, C.; Menozzi, F.D. Characterization of the Heparin-Binding Site of the
Mycobacterial Heparin-Binding Hemagglutinin Adhesin. J. Biol. Chem. 2000, 275, 14273–14280. [CrossRef] [PubMed]

102. Menozzi, F.D.; Rouse, J.H.; Alavi, M.; Laude-Sharp, M.; Muller, J.; Bischoff, R.; Brennan, M.J.; Locht, C. Identification of a
Heparin-Binding Hemagglutinin Present in Mycobacteria. J. Exp. Med. 1996, 184, 993–1001. [CrossRef] [PubMed]

103. Schorey, J.S.; Holsti, M.A.; Ratliff, T.L.; Allen, P.M.; Brown, E.J. Characterization of the Fibronectin-Attachment Protein of
Mycobacterium avium Reveals a Fibronectin-Binding Motif Conserved among Mycobacteria. Mol. Microbiol. 1996, 21, 321–329.
[CrossRef] [PubMed]

104. Schorey, J.S.; Li, Q.; McCourt, D.W.; Bong-Mastek, M.; Clark-Curtiss, J.E.; Ratliff, T.L.; Brown, E.J. A Mycobacterium leprae Gene
Encoding a Fibronectin Binding Protein Is Used for Efficient Invasion of Epithelial Cells and Schwann Cells. Infect. Immun. 1995,
63, 2652–2657. [CrossRef]

105. Zhao, W.; Schorey, J.S.; Groger, R.; Allen, P.M.; Brown, E.J.; Ratliff, T.L. Characterization of the Fibronectin Binding Motif for a
Unique Mycobacterial Fibronectin Attachment Protein, FAP. J. Biol. Chem. 1999, 274, 4521–4526. [CrossRef]

106. Kuo, C.-J.; Bell, H.; Hsieh, C.-L.; Ptak, C.P.; Chang, Y.-F. Novel Mycobacteria Antigen 85 Complex Binding Motif on Fibronectin.
J. Biol. Chem. 2012, 287, 1892–1902. [CrossRef]

107. Naito, M.; Ohara, N.; Matsumoto, S.; Yamada, T. The Novel Fibronectin-Binding Motif and Key Residues of Mycobacteria. J. Biol.
Chem. 1998, 273, 2905–2909. [CrossRef]

108. Patra, D.; Mishra, P.; Surolia, A.; Vijayan, M. Structure, Interactions and Evolutionary Implications of a Domain-Swapped Lectin
Dimer from Mycobacterium smegmatis. Glycobiology 2014, 24, 956–965. [CrossRef]

109. Patra, D.; Srikalaivani, R.; Misra, A.; Singh, D.D.; Selvaraj, M.; Vijayan, M. Cloning, Expression, Purification, Crystallization and
Preliminary X-ray Studies of a Secreted Lectin (Rv1419) from Mycobacterium tuberculosis. Acta Crystallogr. Sect. F Struct. Biol. Cryst.
Commun. 2010, 66, 1662–1665. [CrossRef]

110. Nogueira, L.; Cardoso, F.C.; Mattos, A.M.; Bordignon, J.; Figueiredo, C.P.; Dahlstrom, P.; Frota, C.C.; Duarte dos Santos, C.N.;
Chalhoub, M.; Cavada, B.S.; et al. Mycobacterium tuberculosis Rv1419 Encodes a Secreted 13 KDa Lectin with Immunological
Reactivity during Human Tuberculosis. Eur. J. Immunol. 2010, 40, 744–753. [CrossRef]

111. Alteri, C.J.; Xicohténcatl-Cortes, J.; Hess, S.; Caballero-Olín, G.; Girón, J.A.; Friedman, R.L. Mycobacterium tuberculosis Produces
Pili during Human Infection. Proc. Natl. Acad. Sci. USA 2007, 104, 5145–5150. [CrossRef] [PubMed]

112. Dubé, J.-Y.; Fava, V.M.; Schurr, E.; Behr, M.A. Underwhelming or Misunderstood? Genetic Variability of Pattern Recognition
Receptors in Immune Responses and Resistance to Mycobacterium tuberculosis. Front. Immunol. 2021, 12, 714808. [CrossRef]
[PubMed]

113. Yamasaki, S.; Akira, S. C-Type Lectins in Immune Homeostasis; Current Topics in Microbiology and Immunology; Springer: Cham,
Switzerland, 2020; ISBN 978-3-030-62237-4.

114. Turner, J.; Torrelles, J.B. Mannose-Capped Lipoarabinomannan in Mycobacterium tuberculosis Pathogenesis. Pathog. Dis. 2018,
76, fty026. [CrossRef] [PubMed]

115. Brown, G.D.; Willment, J.A.; Whitehead, L. C-Type Lectins in Immunity and Homeostasis. Nat. Rev. Immunol. 2018, 18, 374–389.
[CrossRef]

116. Ray, A.; Cot, M.; Puzo, G.; Gilleron, M.; Nigou, J. Bacterial Cell Wall Macroamphiphiles: Pathogen-/Microbe-Associated Molecular
Patterns Detected by Mammalian Innate Immune System. Biochimie 2013, 95, 33–42. [CrossRef]

http://doi.org/10.1016/S1286-4579(00)00328-2
http://doi.org/10.1139/m88-054
http://www.ncbi.nlm.nih.gov/pubmed/3046722
http://doi.org/10.1128/aem.59.11.3973-3977.1993
http://www.ncbi.nlm.nih.gov/pubmed/16349100
http://doi.org/10.1016/j.immuni.2014.08.005
http://doi.org/10.1038/s41598-018-35393-5
http://www.ncbi.nlm.nih.gov/pubmed/30443026
http://doi.org/10.1074/jbc.C200586200
http://doi.org/10.4049/jimmunol.0900768
http://doi.org/10.1128/JB.181.24.7464-7469.1999
http://doi.org/10.1074/jbc.275.19.14273
http://www.ncbi.nlm.nih.gov/pubmed/10799506
http://doi.org/10.1084/jem.184.3.993
http://www.ncbi.nlm.nih.gov/pubmed/9064359
http://doi.org/10.1046/j.1365-2958.1996.6381353.x
http://www.ncbi.nlm.nih.gov/pubmed/8858587
http://doi.org/10.1128/iai.63.7.2652-2657.1995
http://doi.org/10.1074/jbc.274.8.4521
http://doi.org/10.1074/jbc.M111.298687
http://doi.org/10.1074/jbc.273.5.2905
http://doi.org/10.1093/glycob/cwu059
http://doi.org/10.1107/S1744309110042892
http://doi.org/10.1002/eji.200939747
http://doi.org/10.1073/pnas.0602304104
http://www.ncbi.nlm.nih.gov/pubmed/17360408
http://doi.org/10.3389/fimmu.2021.714808
http://www.ncbi.nlm.nih.gov/pubmed/34276708
http://doi.org/10.1093/femspd/fty026
http://www.ncbi.nlm.nih.gov/pubmed/29722821
http://doi.org/10.1038/s41577-018-0004-8
http://doi.org/10.1016/j.biochi.2012.06.007


Microorganisms 2022, 10, 454 18 of 21

117. Vergne, I.; Gilleron, M.; Nigou, J. Manipulation of the Endocytic Pathway and Phagocyte Functions by Mycobacterium tuberculosis
Lipoarabinomannan. Front. Cell. Infect. Microbiol. 2014, 4, 187. [CrossRef]

118. Daffé, M.; Marrakchi, H. Unraveling the Structure of the Mycobacterial Envelope. Microbiol. Spectr. 2019, 7. [CrossRef]
119. Kalscheuer, R.; Palacios, A.; Anso, I.; Cifuente, J.; Anguita, J.; Jacobs, W.R.; Guerin, M.E.; Prados-Rosales, R. The Mycobacterium

tuberculosis Capsule: A Cell Structure with Key Implications in Pathogenesis. Biochem. J. 2019, 476, 1995–2016. [CrossRef]
120. Reed, M.B.; Domenech, P.; Manca, C.; Su, H.; Barczak, A.K.; Kreiswirth, B.N.; Kaplan, G.; Barry, C.E. A Glycolipid of Hypervirulent

Tuberculosis Strains That Inhibits the Innate Immune Response. Nature 2004, 431, 84–87. [CrossRef]
121. Cambier, C.J.; Takaki, K.K.; Larson, R.P.; Hernandez, R.E.; Tobin, D.M.; Urdahl, K.B.; Cosma, C.L.; Ramakrishnan, L. Mycobacteria

Manipulate Macrophage Recruitment through Coordinated Use of Membrane Lipids. Nature 2014, 505, 218–222. [CrossRef]
122. Rhoades, E.R.; Archambault, A.S.; Greendyke, R.; Hsu, F.-F.; Streeter, C.; Byrd, T.F. Mycobacterium abscessus Glycopeptidolipids

Mask Underlying Cell Wall Phosphatidyl-Myo-Inositol Mannosides Blocking Induction of Human Macrophage TNF-α by
Preventing Interaction with TLR2. J. Immunol. 2009, 183, 1997–2007. [CrossRef]

123. Roux, A.-L.; Ray, A.; Pawlik, A.; Medjahed, H.; Etienne, G.; Rottman, M.; Catherinot, E.; Coppée, J.-Y.; Chaoui, K.;
Monsarrat, B.; et al. Overexpression of Proinflammatory TLR-2-Signalling Lipoproteins in Hypervirulent Mycobacterial Variants.
Cell. Microbiol. 2011, 13, 692–704. [CrossRef] [PubMed]

124. Sweet, L.; Schorey, J.S. Glycopeptidolipids from Mycobacterium avium Promote Macrophage Activation in a TLR2- and MyD88-
Dependent Manner. J. Leukoc. Biol. 2006, 80, 415–423. [CrossRef]

125. Blanc, L.; Gilleron, M.; Prandi, J.; Song, O.-R.; Jang, M.-S.; Gicquel, B.; Drocourt, D.; Neyrolles, O.; Brodin, P.; Tiraby, G.; et al.
Mycobacterium tuberculosis Inhibits Human Innate Immune Responses via the Production of TLR2 Antagonist Glycolipids. Proc.
Natl. Acad. Sci. USA 2017, 114, 11205–11210. [CrossRef] [PubMed]

126. Kang, J.Y.; Lee, J.-O. Structural Biology of the Toll-Like Receptor Family. Annu. Rev. Biochem. 2011, 80, 917–941. [CrossRef]
[PubMed]

127. Gioannini, T.L.; Weiss, J.P. Regulation of Interactions of Gram-Negative Bacterial Endotoxins with Mammalian Cells. Immunol.
Res. 2007, 39, 249–260. [CrossRef]

128. Jimenez-Dalmaroni, M.J.; Xiao, N.; Corper, A.L.; Verdino, P.; Ainge, G.D.; Larsen, D.S.; Painter, G.F.; Rudd, P.M.; Dwek, R.A.;
Hoebe, K.; et al. Soluble CD36 Ectodomain Binds Negatively Charged Diacylglycerol Ligands and Acts as a Co-Receptor for
TLR2. PLoS ONE 2009, 4, e7411. [CrossRef]

129. Elass, E.; Aubry, L.; Masson, M.; Denys, A.; Guérardel, Y.; Maes, E.; Legrand, D.; Mazurier, J.; Kremer, L. Mycobacterial
Lipomannan Induces Matrix Metalloproteinase-9 Expression in Human Macrophagic Cells through a Toll-like Receptor 1
(TLR1)/TLR2- and CD14-Dependent Mechanism. Infect. Immun. 2005, 73, 7064–7068. [CrossRef]

130. Nigou, J.; Vasselon, T.; Ray, A.; Constant, P.; Gilleron, M.; Besra, G.S.; Sutcliffe, I.; Tiraby, G.; Puzo, G. Mannan Chain Length
Controls Lipoglycans Signaling via and Binding to TLR2. J. Immunol. 2008, 180, 6696–6702. [CrossRef]

131. Pitarque, S.; Herrmann, J.-L.; Duteyrat, J.-L.; Jackson, M.; Stewart, G.R.; Lecointe, F.; Payre, B.; Schwartz, O.; Young, D.B.;
Marchal, G.; et al. Deciphering the Molecular Bases of Mycobacterium tuberculosis Binding to the Lectin DC-SIGN Reveals an
Underestimated Complexity. Biochem. J. 2005, 392, 615–624. [CrossRef]

132. Krishna, S.; Ray, A.; Dubey, S.K.; Larrouy-Maumus, G.; Chalut, C.; Castanier, R.; Noguera, A.; Gilleron, M.; Puzo, G.;
Vercellone, A.; et al. Lipoglycans Contribute to Innate Immune Detection of Mycobacteria. PLoS ONE 2011, 6, e28476. [CrossRef]
[PubMed]

133. Azad, A.K.; Torrelles, J.B.; Schlesinger, L.S. Mutation in the DC-SIGN Cytoplasmic Triacidic Cluster Motif Markedly Attenuates
Receptor Activity for Phagocytosis and Endocytosis of Mannose-Containing Ligands by Human Myeloid Cells. J. Leukoc. Biol.
2008, 84, 1594–1603. [CrossRef] [PubMed]

134. Tailleux, L.; Schwartz, O.; Herrmann, J.-L.; Pivert, E.; Jackson, M.; Amara, A.; Legres, L.; Dreher, D.; Nicod, L.P.;
Gluckman, J.C.; et al. DC-SIGN Is the Major Mycobacterium tuberculosis Receptor on Human Dendritic Cells. J. Exp. Med.
2003, 197, 121–127. [CrossRef]

135. Kang, B.K.; Schlesinger, L.S. Characterization of Mannose Receptor-Dependent Phagocytosis Mediated by Mycobacterium
tuberculosis Lipoarabinomannan. Infect. Immun. 1998, 66, 2769–2777. [CrossRef]

136. Driessen, N.N.; Ummels, R.; Maaskant, J.J.; Gurcha, S.S.; Besra, G.S.; Ainge, G.D.; Larsen, D.S.; Painter, G.F.;
Vandenbroucke-Grauls, C.M.J.E.; Geurtsen, J.; et al. Role of Phosphatidylinositol Mannosides in the Interaction between
Mycobacteria and DC-SIGN. Infect. Immun. 2009, 77, 4538. [CrossRef]

137. Daher, W.; Leclercq, L.-D.; Viljoen, A.; Karam, J.; Dufrêne, Y.F.; Guérardel, Y.; Kremer, L. O-Methylation of the Glycopeptidolipid
Acyl Chain Defines Surface Hydrophobicity of Mycobacterium abscessus and Macrophage Invasion. ACS Infect. Dis. 2020,
6, 2756–2770. [CrossRef]

138. Veyron-Churlet, R.; Dupres, V.; Saliou, J.-M.; Lafont, F.; Raze, D.; Locht, C. Rv0613c/MSMEG_1285 Interacts with HBHA and
Mediates Its Proper Cell-Surface Exposure in Mycobacteria. Int. J. Mol. Sci. 2018, 19, 1673. [CrossRef] [PubMed]

139. Dupres, V.; Menozzi, F.D.; Locht, C.; Clare, B.H.; Abbott, N.L.; Cuenot, S.; Bompard, C.; Raze, D.; Dufrêne, Y.F. Nanoscale
Mapping and Functional Analysis of Individual Adhesins on Living Bacteria. Nat. Methods 2005, 2, 515–520. [CrossRef]

140. Dupres, V.; Verbelen, C.; Raze, D.; Lafont, F.; Dufrêne, Y.F. Force Spectroscopy of the Interaction between Mycobacterial Adhesins
and Heparan Sulphate Proteoglycan Receptors. Chemphyschem 2009, 10, 1672–1675. [CrossRef]

http://doi.org/10.3389/fcimb.2014.00187
http://doi.org/10.1128/microbiolspec.GPP3-0027-2018
http://doi.org/10.1042/BCJ20190324
http://doi.org/10.1038/nature02837
http://doi.org/10.1038/nature12799
http://doi.org/10.4049/jimmunol.0802181
http://doi.org/10.1111/j.1462-5822.2010.01565.x
http://www.ncbi.nlm.nih.gov/pubmed/21143571
http://doi.org/10.1189/jlb.1205702
http://doi.org/10.1073/pnas.1707840114
http://www.ncbi.nlm.nih.gov/pubmed/28973928
http://doi.org/10.1146/annurev-biochem-052909-141507
http://www.ncbi.nlm.nih.gov/pubmed/21548780
http://doi.org/10.1007/s12026-007-0069-0
http://doi.org/10.1371/journal.pone.0007411
http://doi.org/10.1128/IAI.73.10.7064-7068.2005
http://doi.org/10.4049/jimmunol.180.10.6696
http://doi.org/10.1042/BJ20050709
http://doi.org/10.1371/journal.pone.0028476
http://www.ncbi.nlm.nih.gov/pubmed/22164297
http://doi.org/10.1189/jlb.0308192
http://www.ncbi.nlm.nih.gov/pubmed/18772280
http://doi.org/10.1084/jem.20021468
http://doi.org/10.1128/IAI.66.6.2769-2777.1998
http://doi.org/10.1128/IAI.01256-08
http://doi.org/10.1021/acsinfecdis.0c00490
http://doi.org/10.3390/ijms19061673
http://www.ncbi.nlm.nih.gov/pubmed/29874861
http://doi.org/10.1038/nmeth769
http://doi.org/10.1002/cphc.200900208


Microorganisms 2022, 10, 454 19 of 21

141. Viljoen, A.; Mignolet, J.; Viela, F.; Mathelié-Guinlet, M.; Dufrêne, Y.F. How Microbes Use Force To Control Adhesion. J. Bacteriol.
2020, 202, e00125-20. [CrossRef]

142. Verbelen, C.; Raze, D.; Dewitte, F.; Locht, C.; Dufrêne, Y.F. Single-Molecule Force Spectroscopy of Mycobacterial Adhesin-Adhesin
Interactions. J. Bacteriol. 2007, 189, 8801–8806. [CrossRef] [PubMed]

143. Raze, D.; Verwaerde, C.; Deloison, G.; Werkmeister, E.; Coupin, B.; Loyens, M.; Brodin, P.; Rouanet, C.; Locht, C. Heparin-Binding
Hemagglutinin Adhesin (HBHA) Is Involved in Intracytosolic Lipid Inclusions Formation in Mycobacteria. Front. Microbiol. 2018,
9, 2258. [CrossRef]

144. Menozzi, F.D.; Reddy, V.M.; Cayet, D.; Raze, D.; Debrie, A.-S.; Dehouck, M.-P.; Cecchelli, R.; Locht, C. Mycobacterium tuberculosis
Heparin-Binding Haemagglutinin Adhesin (HBHA) Triggers Receptor-Mediated Transcytosis without Altering the Integrity of
Tight Junctions. Microbes Infect. 2006, 8, 1–9. [CrossRef]

145. Verbelen, C.; Dupres, V.; Raze, D.; Bompard, C.; Locht, C.; Dufrêne, Y.F. Interaction of the Mycobacterial Heparin-Binding
Hemagglutinin with Actin, as Evidenced by Single-Molecule Force Spectroscopy. J. Bacteriol. 2008, 190, 7614–7620. [CrossRef]

146. Choi, J.-A.; Lim, Y.-J.; Cho, S.-N.; Lee, J.-H.; Jeong, J.A.; Kim, E.J.; Park, J.B.; Kim, S.H.; Park, H.S.; Kim, H.-J.; et al. Mycobacterial
HBHA Induces Endoplasmic Reticulum Stress-Mediated Apoptosis through the Generation of Reactive Oxygen Species and
Cytosolic Ca2+ in Murine Macrophage RAW 264.7 Cells. Cell Death Dis. 2013, 4, e957. [CrossRef]

147. Sohn, H.; Kim, J.-S.; Shin, S.J.; Kim, K.; Won, C.-J.; Kim, W.S.; Min, K.-N.; Choi, H.-G.; Lee, J.C.; Park, J.-K.; et al. Targeting of
Mycobacterium tuberculosis Heparin-Binding Hemagglutinin to Mitochondria in Macrophages. PLOS Pathog. 2011, 7, e1002435.
[CrossRef] [PubMed]

148. Zhao, W.; Schorey, J.S.; Bong-Mastek, M.; Ritchey, J.; Brown, E.J.; Ratliff, T.L. Role of a Bacillus Calmette-Guérin Fibronectin
Attachment Protein in BCG-Induced Antitumor Activity. Int. J. Cancer 2000, 86, 83–88. [CrossRef]

149. Sinn, H.W.; Elzey, B.D.; Jensen, R.J.; Zhao, X.; Zhao, W.; Ratliff, T.L. The Fibronectin Attachment Protein of Bacillus Calmette-
Guerin (BCG) Mediates Antitumor Activity. Cancer Immunol. Immunother. 2008, 57, 573–579. [CrossRef]

150. Coon, B.G.; Crist, S.; González-Bonet, A.M.; Kim, H.-K.; Sowa, J.; Thompson, D.H.; Ratliff, T.L.; Aguilar, R.C. Fibronectin
Attachment Protein from Bacillus Calmette-Guerin as Targeting Agent for Bladder Tumor Cells. Int. J. Cancer 2012, 131, 591–600.
[CrossRef]

151. Middleton, A.M.; Chadwick, M.V.; Nicholson, A.G.; Dewar, A.; Groger, R.K.; Brown, E.J.; Wilson, R. The Role of Mycobacterium
avium Complex Fibronectin Attachment Protein in Adherence to the Human Respiratory Mucosa. Mol. Microbiol. 2000,
38, 381–391. [CrossRef]

152. Schleig, P.M.; Buergelt, C.D.; Davis, J.K.; Williams, E.; Monif, G.R.G.; Davidson, M.K. Attachment of Mycobacterium avium
Subspecies Paratuberculosis to Bovine Intestinal Organ Cultures: Method Development and Strain Differences. Vet. Microbiol.
2005, 108, 271–279. [CrossRef]

153. Middleton, A.M.; Chadwick, M.V.; Nicholson, A.G.; Dewar, A.; Groger, R.K.; Brown, E.J.; Ratliff, T.L.; Wilson, R. Interaction of
Mycobacterium tuberculosis with Human Respiratory Mucosa. Tuberculosis 2002, 82, 69–78. [CrossRef] [PubMed]

154. Middleton, A.M.; Chadwick, M.V.; Nicholson, A.G.; Dewar, A.; Groger, R.K.; Brown, E.J.; Ratliff, T.L.; Wilson, R. Inhibition of
Adherence of Mycobacterium avium Complex and Mycobacterium tuberculosis to Fibronectin on the Respiratory Mucosa. Respir.
Med. 2004, 98, 1203–1206. [CrossRef] [PubMed]

155. Lee, J.S.; Shin, S.J.; Collins, M.T.; Jung, I.D.; Jeong, Y.-I.; Lee, C.-M.; Shin, Y.K.; Kim, D.; Park, Y.-M. Mycobacterium avium subsp.
Paratuberculosis Fibronectin Attachment Protein Activates Dendritic Cells and Induces a Th1 Polarization. Infect. Immun. 2009,
77, 2979–2988. [CrossRef] [PubMed]

156. Belisle, J.T.; Vissa, V.D.; Sievert, T.; Takayama, K.; Brennan, P.J.; Besra, G.S. Role of the Major Antigen of Mycobacterium Tuberculosis
in Cell Wall Biogenesis. Science 1997, 276, 1420–1422. [CrossRef] [PubMed]

157. Kremer, L.; Maughan, W.N.; Wilson, R.A.; Dover, L.G.; Besra, G.S. The M. tuberculosis Antigen 85 Complex and Mycolyltransferase
Activity. Lett. Appl. Microbiol. 2002, 34, 233–237. [CrossRef]

158. Wilson, R.A.; Maughan, W.N.; Kremer, L.; Besra, G.S.; Fütterer, K. The Structure of Mycobacterium tuberculosis MPT51 (FbpC1)
Defines a New Family of Non-Catalytic Alpha/Beta Hydrolases. J. Mol. Biol. 2004, 335, 519–530. [CrossRef]

159. Favrot, L.; Grzegorzewicz, A.E.; Lajiness, D.H.; Marvin, R.K.; Boucau, J.; Isailovic, D.; Jackson, M.; Ronning, D.R. Mechanism of
Inhibition of Mycobacterium tuberculosis Antigen 85 by Ebselen. Nat. Commun. 2013, 4, 2748. [CrossRef] [PubMed]

160. Favrot, L.; Lajiness, D.H.; Ronning, D.R. Inactivation of the Mycobacterium tuberculosis Antigen 85 Complex by Covalent, Allosteric
Inhibitors. J. Biol. Chem. 2014, 289, 25031–25040. [CrossRef]

161. Viljoen, A.; Richard, M.; Nguyen, P.C.; Fourquet, P.; Camoin, L.; Paudal, R.R.; Gnawali, G.R.; Spilling, C.D.; Cavalier, J.-F.;
Canaan, S.; et al. Cyclipostins and Cyclophostin Analogs Inhibit the Antigen 85C from Mycobacterium tuberculosis Both In Vitro
and In Vivo. J. Biol. Chem. 2018, 293, 2755–2769. [CrossRef]

162. Nguyen, P.C.; Delorme, V.; Bénarouche, A.; Martin, B.P.; Paudel, R.; Gnawali, G.R.; Madani, A.; Puppo, R.; Landry, V.;
Kremer, L.; et al. Cyclipostins and Cyclophostin Analogs as Promising Compounds in the Fight against Tuberculosis. Sci.
Rep. 2017, 7, 11751. [CrossRef] [PubMed]

163. Nguyen, P.C.; Madani, A.; Santucci, P.; Martin, B.P.; Paudel, R.R.; Delattre, S.; Herrmann, J.-L.; Spilling, C.D.; Kremer, L.;
Canaan, S.; et al. Cyclophostin and Cyclipostins Analogues, New Promising Molecules to Treat Mycobacterial-Related Diseases.
Int. J. Antimicrob. Agents 2018, 51, 651–654. [CrossRef]

http://doi.org/10.1128/JB.00125-20
http://doi.org/10.1128/JB.01299-07
http://www.ncbi.nlm.nih.gov/pubmed/17933894
http://doi.org/10.3389/fmicb.2018.02258
http://doi.org/10.1016/j.micinf.2005.03.023
http://doi.org/10.1128/JB.00974-08
http://doi.org/10.1038/cddis.2013.489
http://doi.org/10.1371/journal.ppat.1002435
http://www.ncbi.nlm.nih.gov/pubmed/22174691
http://doi.org/10.1002/(SICI)1097-0215(20000401)86:1&lt;83::AID-IJC13&gt;3.0.CO;2-R
http://doi.org/10.1007/s00262-007-0397-x
http://doi.org/10.1002/ijc.26413
http://doi.org/10.1046/j.1365-2958.2000.02137.x
http://doi.org/10.1016/j.vetmic.2005.04.022
http://doi.org/10.1054/tube.2002.0324
http://www.ncbi.nlm.nih.gov/pubmed/12356457
http://doi.org/10.1016/j.rmed.2004.04.013
http://www.ncbi.nlm.nih.gov/pubmed/15588041
http://doi.org/10.1128/IAI.01411-08
http://www.ncbi.nlm.nih.gov/pubmed/19398539
http://doi.org/10.1126/science.276.5317.1420
http://www.ncbi.nlm.nih.gov/pubmed/9162010
http://doi.org/10.1046/j.1472-765x.2002.01091.x
http://doi.org/10.1016/j.jmb.2003.11.001
http://doi.org/10.1038/ncomms3748
http://www.ncbi.nlm.nih.gov/pubmed/24193546
http://doi.org/10.1074/jbc.M114.582445
http://doi.org/10.1074/jbc.RA117.000760
http://doi.org/10.1038/s41598-017-11843-4
http://www.ncbi.nlm.nih.gov/pubmed/28924204
http://doi.org/10.1016/j.ijantimicag.2017.12.001


Microorganisms 2022, 10, 454 20 of 21

164. Madani, A.; Ridenour, J.N.; Martin, B.P.; Paudel, R.R.; Abdul Basir, A.; Le Moigne, V.; Herrmann, J.-L.; Audebert, S.; Camoin, L.;
Kremer, L.; et al. Cyclipostins and Cyclophostin Analogues as Multitarget Inhibitors That Impair Growth of Mycobacterium
abscessus. ACS Infect. Dis. 2019, 5, 1597–1608. [CrossRef] [PubMed]

165. Kuo, C.-J.; Ptak, C.P.; Hsieh, C.-L.; Akey, B.L.; Chang, Y.-F. Elastin, a Novel Extracellular Matrix Protein Adhering to Mycobacterial
Antigen 85 Complex. J. Biol. Chem. 2013, 288, 3886–3896. [CrossRef] [PubMed]

166. Kumar, S.; Puniya, B.L.; Parween, S.; Nahar, P.; Ramachandran, S. Identification of Novel Adhesins of M. tuberculosis H37Rv Using
Integrated Approach of Multiple Computational Algorithms and Experimental Analysis. PLoS ONE 2013, 8, e69790. [CrossRef]

167. Govender, V.S.; Ramsugit, S.; Pillay, M. Mycobacterium tuberculosis Adhesins: Potential Biomarkers as Anti-Tuberculosis Therapeu-
tic and Diagnostic Targets. Microbiology 2014, 160, 1821–1831. [CrossRef]

168. Vinod, V.; Vijayrajratnam, S.; Vasudevan, A.K.; Biswas, R. The Cell Surface Adhesins of Mycobacterium tuberculosis. Microbiol. Res.
2020, 232, 126392. [CrossRef]

169. Ramsugit, S.; Pillay, M. Identification of Mycobacterium tuberculosis Adherence-Mediating Components: A Review of Key Methods
to Confirm Adhesin Function. Iran. J. Basic Med. Sci. 2016, 19, 579–584.

170. Squeglia, F.; Ruggiero, A.; De Simone, A.; Berisio, R. A Structural Overview of Mycobacterial Adhesins: Key Biomarkers for
Diagnostics and Therapeutics. Protein Sci. 2018, 27, 369–380. [CrossRef]

171. Espitia, C.; Laclette, J.P.; Mondragón-Palomino, M.; Amador, A.; Campuzano, J.; Martens, A.; Singh, M.; Cicero, R.; Zhang, Y.;
Moreno, C. The PE-PGRS Glycine-Rich Proteins of Mycobacterium tuberculosis: A New Family of Fibronectin-Binding Proteins?
Microbiology 1999, 145, 3487–3495. [CrossRef]

172. Kinhikar, A.G.; Vargas, D.; Li, H.; Mahaffey, S.B.; Hinds, L.; Belisle, J.T.; Laal, S. Mycobacterium tuberculosis Malate Synthase Is a
Laminin-Binding Adhesin. Mol. Microbiol. 2006, 60, 999–1013. [CrossRef] [PubMed]

173. Gani, Z.; Boradia, V.M.; Kumar, A.; Patidar, A.; Talukdar, S.; Choudhary, E.; Singh, R.; Agarwal, N.; Raje, M.; Iyengar Raje, C.
Mycobacterium tuberculosis Glyceraldehyde-3-Phosphate Dehydrogenase Plays a Dual Role—As an Adhesin and as a Receptor for
Plasmin(Ogen). Cell. Microbiol. 2021, 23, e13311. [CrossRef] [PubMed]

174. Alteri, C. Novel Pili of Mycobacterium Tuberculosis; The University of Arizona: Tucson, AZ, USA, 2005.
175. Mann, K.M.; Pride, A.C.; Flentie, K.; Kimmey, J.M.; Weiss, L.A.; Stallings, C.L. Analysis of the Contribution of MTP and the

Predicted Flp Pilus Genes to Mycobacterium tuberculosis Pathogenesis. Microbiology 2016, 162, 1784–1796. [CrossRef] [PubMed]
176. Ramsugit, S.; Guma, S.; Pillay, B.; Jain, P.; Larsen, M.H.; Danaviah, S.; Pillay, M. Pili Contribute to Biofilm Formation in Vitro in

Mycobacterium tuberculosis. Antonie Leeuwenhoek 2013, 104, 725–735. [CrossRef]
177. Velayati, A.A.; Farnia, P.; Masjedi, M.R. Pili in Totally Drug Resistant Mycobacterium Tuberculosis (TDR-TB). Int. J. Mycobacteriol.

2012, 1, 57–58. [CrossRef]
178. Hosseini, H.; Fooladi, A.A.I.; Arjomandzadegan, M.; Emami, N.; Bornasi, H. Genetics Study and Transmission Electron Microscopy

of Pili in Susceptible and Resistant Clinical Isolates of Mycobacterium tuberculosis. Asian Pac. J. Trop. Med. 2014, 7S1, S199–S203.
[CrossRef]

179. Ramsugit, S.; Pillay, B.; Pillay, M. Evaluation of the Role of Mycobacterium tuberculosis Pili (MTP) as an Adhesin, Invasin, and
Cytokine Inducer of Epithelial Cells. Braz. J. Infect. Dis. 2016, 20, 160–165. [CrossRef]

180. Ramsugit, S.; Pillay, M. Mycobacterium tuberculosis Pili Promote Adhesion to and Invasion of THP-1 Macrophages. Jpn. J. Infect.
Dis. 2014, 67, 476–478. [CrossRef]

181. Ashokcoomar, S.; Reedoy, K.S.; Senzani, S.; Loots, D.T.; Beukes, D.; van Reenen, M.; Pillay, B.; Pillay, M. Mycobacterium tuberculosis
Curli Pili (MTP) Deficiency Is Associated with Alterations in Cell Wall Biogenesis, Fatty Acid Metabolism and Amino Acid
Synthesis. Metabolomics 2020, 16, 97. [CrossRef]

182. Ashokcoomar, S.; Loots, D.T.; Beukes, D.; van Reenen, M.; Pillay, B.; Pillay, M. M. tuberculosis Curli Pili (MTP) Is Associated with
Alterations in Carbon, Fatty Acid and Amino Acid Metabolism in a THP-1 Macrophage Infection Model. Microb. Pathog. 2021,
154, 104806. [CrossRef]

183. Reedoy, K.S.; Loots, D.T.; Beukes, D.; van Reenen, M.; Pillay, B.; Pillay, M. Mycobacterium tuberculosis Curli Pili (MTP) Is Associated
with Significant Host Metabolic Pathways in an A549 Epithelial Cell Infection Model and Contributes to the Pathogenicity of
Mycobacterium tuberculosis. Metabolomics 2020, 16, 116. [CrossRef]

184. Naidoo, N.; Ramsugit, S.; Pillay, M. Mycobacterium tuberculosis Pili (MTP), a Putative Biomarker for a Tuberculosis Diagnostic Test.
Tuberculosis 2014, 94, 338–345. [CrossRef] [PubMed]

185. Moonens, K.; Remaut, H. Evolution and Structural Dynamics of Bacterial Glycan Binding Adhesins. Curr. Opin. Struct. Biol. 2017,
44, 48–58. [CrossRef] [PubMed]

186. Tielker, D.; Hacker, S.; Loris, R.; Strathmann, M.; Wingender, J.; Wilhelm, S.; Rosenau, F.; Jaeger, K.-E. Pseudomonas aeruginosa
Lectin LecB Is Located in the Outer Membrane and Is Involved in Biofilm Formation. Microbiology 2005, 151, 1313–1323. [CrossRef]

187. Wurpel, D.J.; Beatson, S.A.; Totsika, M.; Petty, N.K.; Schembri, M.A. Chaperone-Usher Fimbriae of Escherichia Coli. PLoS ONE
2013, 8, e52835. [CrossRef]

188. Ilver, D.; Arnqvist, A.; Ögren, J.; Frick, I.-M.; Kersulyte, D.; Incecik, E.T.; Berg, D.E.; Covacci, A.; Engstrand, L.; Borén, T.
Helicobacter Pylori Adhesin Binding Fucosylated Histo-Blood Group Antigens Revealed by Retagging. Science 1998, 279, 373–377.
[CrossRef] [PubMed]

189. Yue, M.; Han, X.; De Masi, L.; Zhu, C.; Ma, X.; Zhang, J.; Wu, R.; Schmieder, R.; Kaushik, R.S.; Fraser, G.P.; et al. Allelic Variation
Contributes to Bacterial Host Specificity. Nat. Commun. 2015, 6, 8754. [CrossRef]

http://doi.org/10.1021/acsinfecdis.9b00172
http://www.ncbi.nlm.nih.gov/pubmed/31299146
http://doi.org/10.1074/jbc.M112.415679
http://www.ncbi.nlm.nih.gov/pubmed/23250738
http://doi.org/10.1371/journal.pone.0069790
http://doi.org/10.1099/mic.0.082206-0
http://doi.org/10.1016/j.micres.2019.126392
http://doi.org/10.1002/pro.3346
http://doi.org/10.1099/00221287-145-12-3487
http://doi.org/10.1111/j.1365-2958.2006.05151.x
http://www.ncbi.nlm.nih.gov/pubmed/16677310
http://doi.org/10.1111/cmi.13311
http://www.ncbi.nlm.nih.gov/pubmed/33486886
http://doi.org/10.1099/mic.0.000368
http://www.ncbi.nlm.nih.gov/pubmed/27586540
http://doi.org/10.1007/s10482-013-9981-6
http://doi.org/10.1016/j.ijmyco.2012.04.002
http://doi.org/10.1016/S1995-7645(14)60232-7
http://doi.org/10.1016/j.bjid.2015.11.002
http://doi.org/10.7883/yoken.67.476
http://doi.org/10.1007/s11306-020-01720-z
http://doi.org/10.1016/j.micpath.2021.104806
http://doi.org/10.1007/s11306-020-01736-5
http://doi.org/10.1016/j.tube.2014.03.004
http://www.ncbi.nlm.nih.gov/pubmed/24721207
http://doi.org/10.1016/j.sbi.2016.12.003
http://www.ncbi.nlm.nih.gov/pubmed/28043017
http://doi.org/10.1099/mic.0.27701-0
http://doi.org/10.1371/journal.pone.0052835
http://doi.org/10.1126/science.279.5349.373
http://www.ncbi.nlm.nih.gov/pubmed/9430586
http://doi.org/10.1038/ncomms9754


Microorganisms 2022, 10, 454 21 of 21

190. Kolbe, K.; Veleti, S.K.; Reiling, N.; Lindhorst, T.K. Lectins of Mycobacterium tuberculosis—Rarely Studied Proteins. Beilstein J. Org.
Chem. 2019, 15, 1–15. [CrossRef]

191. Singh, D.D.; Chandran, D.; Jeyakani, J.; Chandra, N. Scanning the Genome of Mycobacterium tuberculosis to Identify Potential
Lectins. Protein Pept. Lett. 2007, 14, 683–691. [CrossRef]

192. Sarrazin, S.; Lamanna, W.C.; Esko, J.D. Heparan Sulfate Proteoglycans. Cold Spring Harb. Perspect. Biol. 2011, 3, a004952.
[CrossRef]

193. Kundu, M.; Basu, J.; Chakrabarti, P. Purification and Characterization of an Extracellular Lectin from Mycobacterium smegmatis.
FEBS Lett. 1989, 256, 207–210. [CrossRef]

194. Goswami, S.; Sarkar, S.; Basu, J.; Kundu, M.; Chakrabarti, P. Mycotin: A Lectin Involved in the Adherence of Mycobacteria to
Macrophages. FEBS Lett. 1994, 355, 183–186. [CrossRef]

195. Hall-Stoodley, L.; Watts, G.; Crowther, J.E.; Balagopal, A.; Torrelles, J.B.; Robison-Cox, J.; Bargatze, R.F.; Harmsen, A.G.;
Crouch, E.C.; Schlesinger, L.S. Mycobacterium tuberculosis Binding to Human Surfactant Proteins A and D, Fibronectin, and Small
Airway Epithelial Cells under Shear Conditions. Infect. Immun. 2006, 74, 3587–3596. [CrossRef]

196. Viljoen, A.; Alsteens, D.; Dufrêne, Y. Mechanical Forces between Mycobacterial Antigen 85 Complex and Fibronectin. Cells 2020,
9, 716. [CrossRef] [PubMed]

197. Chantraine, C.; Mathelié-Guinlet, M.; Pietrocola, G.; Speziale, P.; Dufrêne, Y.F. AFM Identifies a Protein Complex Involved in
Pathogen Adhesion Which Ruptures at Three Nanonewtons. Nano Lett. 2021, 21, 7595–7601. [CrossRef]

198. Herman, P.; El-Kirat-Chatel, S.; Beaussart, A.; Geoghegan, J.A.; Foster, T.J.; Dufrêne, Y.F. The Binding Force of the Staphylococcal
Adhesin SdrG Is Remarkably Strong. Mol. Microbiol. 2014, 93, 356–368. [CrossRef] [PubMed]

199. Milles, L.F.; Schulten, K.; Gaub, H.E.; Bernardi, R.C. Molecular Mechanism of Extreme Mechanostability in a Pathogen Adhesin.
Science 2018, 359, 1527–1533. [CrossRef]

200. Milles, L.F.; Unterauer, E.M.; Nicolaus, T.; Gaub, H.E. Calcium Stabilizes the Strongest Protein Fold. Nat. Commun. 2018, 9, 1–10.
[CrossRef]

201. Verbelen, C.; Dufrêne, Y.F. Direct Measurement of Mycobacterium-Fibronectin Interactions. Integr. Biol. 2009, 1, 296–300.
[CrossRef]

202. Zhao, D.; Lin, D.; Xu, C. A Protein Fragment of Rv3194c Located on Mycobacterial Cell Surface Efficiently Prevents Adhesion of
Recombinant Mycobacterium smegmatis, and Promises a New Anti-Adhesive Drug. Microb. Pathog. 2020, 149, 104498. [CrossRef]

203. Dubé, J.-Y.; McIntosh, F.; Zarruk, J.G.; David, S.; Nigou, J.; Behr, M.A. Synthetic Mycobacterial Molecular Patterns Partially
Complete Freund’s Adjuvant. Sci. Rep. 2020, 10, 5874. [CrossRef] [PubMed]

204. Decout, A.; Silva-Gomes, S.; Drocourt, D.; Barbe, S.; André, I.; Cueto, F.J.; Lioux, T.; Sancho, D.; Pérouzel, E.; Vercellone, A.; et al.
Rational Design of Adjuvants Targeting the C-Type Lectin Mincle. Proc. Natl. Acad. Sci. USA 2017, 114, 2675–2680. [CrossRef]
[PubMed]

205. Blattes, E.; Vercellone, A.; Eutamène, H.; Turrin, C.-O.; Théodorou, V.; Majoral, J.-P.; Caminade, A.-M.; Prandi, J.; Nigou, J.;
Puzo, G. Mannodendrimers Prevent Acute Lung Inflammation by Inhibiting Neutrophil Recruitment. Proc. Natl. Acad. Sci. USA
2013, 110, 8795–8800. [CrossRef] [PubMed]

206. Chiaradia, L.; Lefebvre, C.; Parra, J.; Marcoux, J.; Burlet-Schiltz, O.; Etienne, G.; Tropis, M.; Daffé, M. Dissecting the Mycobacterial
Cell Envelope and Defining the Composition of the Native Mycomembrane. Sci. Rep. 2017, 7, 12807. [CrossRef]

207. Dufrêne, Y.F. Microbial Nanoscopy: Breakthroughs, Challenges, and Opportunities. ACS Nano 2017, 11, 19–22. [CrossRef]
208. Xiao, J.; Dufrêne, Y.F. Optical and Force Nanoscopy in Microbiology. Nat. Microbiol. 2016, 1, 16186. [CrossRef]
209. Viljoen, A.; Mathelié-Guinlet, M.; Ray, A.; Strohmeyer, N.; Oh, Y.J.; Hinterdorfer, P.; Müller, D.J.; Alsteens, D.; Dufrêne, Y.F. Force

Spectroscopy of Single Cells Using Atomic Force Microscopy. Nat. Rev. Methods Primers 2021, 1, 1–24. [CrossRef]

http://doi.org/10.3762/bjoc.15.1
http://doi.org/10.2174/092986607781483813
http://doi.org/10.1101/cshperspect.a004952
http://doi.org/10.1016/0014-5793(89)81749-1
http://doi.org/10.1016/0014-5793(94)01203-2
http://doi.org/10.1128/IAI.01644-05
http://doi.org/10.3390/cells9030716
http://www.ncbi.nlm.nih.gov/pubmed/32183296
http://doi.org/10.1021/acs.nanolett.1c02105
http://doi.org/10.1111/mmi.12663
http://www.ncbi.nlm.nih.gov/pubmed/24898289
http://doi.org/10.1126/science.aar2094
http://doi.org/10.1038/s41467-018-07145-6
http://doi.org/10.1039/b901396b
http://doi.org/10.1016/j.micpath.2020.104498
http://doi.org/10.1038/s41598-020-62543-5
http://www.ncbi.nlm.nih.gov/pubmed/32246076
http://doi.org/10.1073/pnas.1612421114
http://www.ncbi.nlm.nih.gov/pubmed/28223515
http://doi.org/10.1073/pnas.1221708110
http://www.ncbi.nlm.nih.gov/pubmed/23671078
http://doi.org/10.1038/s41598-017-12718-4
http://doi.org/10.1021/acsnano.6b08459
http://doi.org/10.1038/nmicrobiol.2016.186
http://doi.org/10.1038/s43586-021-00062-x

	Introduction 
	Where and When Is Adhesion Important in Mycobacterial Pathogenesis? 
	Tuberculosis and Leprosy 
	Zoonotic and Opportunistic Infections and Emerging Mycobacterial Pathogens 
	Adhesive Interactions in Mycobacterial Biofilms 

	Non-Specific Adhesion: The Hydrophobic Mycobacterial Surface 
	Controlling Host Cell Adhesion: Molecules That Bind to Cells and Tissues 
	Interactions with Immune Cell Receptors: Ligands and Surface Distribution 
	Multifunctional Mycobacterial Adhesins 
	Appendages and Lectins 

	Mycobacterial Adhesion under Mechanical Stress 
	Conclusions and Future Perspectives 
	References

