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Figure S2  Inhibitory effect of hemin on SsCS reaction. Reaction mixtures containing
1.5 nM SsCS, 40 mM Tris/HCI (pH 8.5) and 0, 0.5, 1.2 and 5.7 uM hemin were incubated
for O (H) or 60 min (@) at 4°C, then 0.2 mM OAA, 0.2 mM AcCoA, and DTNB were added.



