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Following the publication of the original paper [1], the 
authors spotted a publisher error in “Availability of data 
and materials” section. The accession number for RS218 
needs to be changed to JWZW00000000.1. Corrected 
section is shown below.

Availability of data and materials
The whole-genome sequencing datasets generated and 
analyzed for each E. coli isolate included in the current 
study were deposited at the National Center for Biotech-
nology Information (NCBI) with the following GenBank 
accession numbers. Data will be made available upon 
manuscript publication.

Accession number
SCBcol-1 JAHTMT000000000
SCBcol-2 JAHTMU000000000
SCBcol-3 JAHUTW000000000

SCBcol-4 JAHUTX000000000
SCBcol-5 JAHUTY000000000
SCBcol-6 JAHUTZ000000000
SCB5 JAHUUA000000000
SCB12 JMQO00000000
SCB29 JAHUUB000000000
SCB34 JMKH00000000
SCB58 JAHUUC000000000
RS218 JWZW00000000.1

The original article has been corrected.
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Open Access
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