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Supplementary Fig. S1.  Rarefaction curves for microbiome analysis of pepper rhizosphere 

soil samples. Control, BG11 medium; HS2, the supernatant of Chlorella sp. HS2; ABC001, the 

supernatant of Chlorella sp. ABC001. 

 

 

 

 

 

 

 

 

 

 

 

 



 

 

 

Supplementary Fig. S2. Relative abundance of Gram-positive and Gram-negative bacterial 

groups in rhizosphere soil of Chlorella supernatant treated pepper. Gram+, Gram-positive 

bacterial groups; Gram−, Gram-negative bacterial groups; Unknown, unclassified groups. 

 

 

 

 

 

 

 

 



 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

Supplementary Fig. S3. LefSe analysis of the HS2 supernatant-treated pepper rhizosphere 

microbiota. The most discriminating OTUs showing significant difference in HS2 supernatant 

treatment (green bar) and control sample (red bar). Red letters indicate the signature OTUs that 

were commonly enriched or decreased by both HS2 and ABC001 supernatant treatments. 

Control, BG11 medium; HS2, the supernatant of Chlorella sp. HS2 

  



 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

Supplementary Fig. S4. LefSe analysis of the ABC001 supernatant-treated pepper 

rhizosphere microbiota. The most discriminating OTUs showing significant difference in 

ABC001 supernatant treatment (green bar) and control sample (red bar). Red letters indicate the 

signature OTUs that were commonly enriched or decreased by both HS2 and ABC001 

supernatant treatments. Control, BG11 medium; ABC001, the supernatant of Chlorella sp. 

ABC001. 

 

 

 


