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Correspondence 

Clinical features of SARS-CoV-2 Omicron BA.2; Lessons from previous observations 
– Correspondence 

Dear Editor, 

The SARS-CoV-2 Omicron variant (B.1.1.529) was first identified on 
November 19, 2021 in Gauteng, South Africa. The Omicron variant has 
spread rapidly from Africa to Europe, Asia, Australia and America (more 
than 171 countries) in a short time. Thus, the World Health Organization 
(WHO) announced Omicron as a Variant of Concern (VOC) on 
November 26, 2021 [1]. The Omicron variant outbreak is replaced with 
the Delta variant due to its more contagious, higher secondary attacks, 
and higher vaccine breakthrough rate [2,3]. Omicron variant has several 
sub-lineages including BA.1, BA.2, BA.3, BA.4, BA.5, and BA.2.12.1. 

According to the literature, BA.2 has been detected as a dominant 
sub-lineage in countries, e.g., Denmark, the United Kingdom, India, the 
Philippines, and America [4]. BA.2 is about 1.5-fold more contagious 
than BA.1 and 4.2-fold more contagious than Delta [5]. BA.2 is more of a 
pathogen than BA.1 that causes more severe inflammation in the lungs 
[6]. In Denmark, BA.2 increases from 0.1% to 89.2% during ten weeks 
[7]. Clinical manifestations of BA.1 and BA.2 are most likely similar; 
nevertheless, there is potential for BA.2 immune evasions [8]. The 
SARS-Cov2 virus mutation rate is about two mutations per month. These 
mutations often occur on a spike and ORF1ab genes, affecting the virus’s 
transmissibility, immune evasion, and reinfection with BA.2 after BA.1 
infection [3,4]. Global health authorities have reported increasing BA.2 
cases; however, our knowledge about BA.2 is limited. Determining the 
clinical characteristics of individuals infected with BA.2 could provide a 
new avenue for better management and a productive control program. 

According to a comprehensive literature review in major electronic 
databases such as ISI Web of Science, PubMed, Scopus, and Google 
scholar, there are four observational studies regarding clinical features 
of patients infected with Omicron BA.2 sub-lineage data of 18,083 
Omicron infected cases [2,3,9,10]. The mean age of BA.2 infected cases 
was 36.5 ± 2 years. 53.1% of these patients were females. Our estimates 
showed that there were 58.1% (95%CI: 37.0–76.6) asymptomatic, 
32.9% (95%CI: 16.8–54.2) mild, 4.2% (95%CI: 1.2–14.0) moderate as 
well as 4.2% (95%CI: 2.4–7.3) experienced severe clinical manifesta-
tion. For all included cases, the fully vaccinated rate was 56.7% (95%CI: 
40.7–71.4). Furthermore, the overall rate of need to ventilation, ICU 
admission, death, reinfection was 0.8% (95%CI: 0.3–2.2), 0.6% (95%CI: 
0.4–1.0), 0.8% (95%CI: 0.4–1.8), 1.4% (95%CI: 0.1–17.2), respectively. 
Also the average hospitalization length stay was 12.0 ± 3 days. Ac-
cording to our analysis, there are no significant abnormalities in labo-
ratory findings of BA.2 infected patients. Regarding laboratory findings, 
WBC: 5.29 ± 0.07 (5.15–5.42) X 109 L, Neutrophil: 2.95 ± 0.01 
(2.69–3.22) X 109 L, Lymphocyte: 1.38 ± 0.03 (1.00–1.75) X 109 L, 
Platelet: 220.0 ± 0.16 (212.16–227.84) X 109 L, CRP: 3.15 ± 0.01 
(2.94–3.36) mg/L, D-dimer: 0.49 ± 0.05 (0.03–0.95) mg/L, ALT: 16.45 
± 0.2 (15.38–17.52) U/L, as well as, AST: 21.23 ± 0.1 (17.76–24.69) 

U/L that all being in normal references range. As a result, BA.2 infection 
does not appear to be severe, which is confirmed in our statistical esti-
mates of clinical features or laboratory findings. Next, we compared the 
clinical aspects of BA.2 and BA.1. Our findings show that there is no 
significant difference in gender distribution. (OR: 1.03; 95%CI: 
094–1.14; p-value: 0.4 for females as well as OR: 0.96 (95%CI: 
0.87–1.05; p-value: 0.5 in males), ICU admission (OR: 1.63; 95%CI: 
0.20–13.8; p-value: 0.5), need to ventilation (OR: 1.5; 95%CI: 
0.22–8.81; p-value: 0.6), reinfections (OR: 0.87; 95%CI: 0.41–1.84; 
p-value: 0.7) between B.2 and BA.1. However, mortality rate was 
significantly decreased in BA.2 than BA.1 (OR: 0.19; 95%CI: 0.08–0.44; 
p-value: 0.05); also, hospital admission rate was significantly higher in 
BA.2 compared than BA.1 (OR 1.38; 95%CI: 0.92–2.07; p-value: 0.05). 
Therefore, BA.2 is less severe than previous VOCs, especially the Delta 
variant; Nevertheless, BA.2 is more contagious than BA.1 but has no 
meaningful difference in disease severity outcomes. We also showed that 
BA.2 infected cases who received fully vaccinated tended to be asymp-
tomatic (OR: 2.14; 95%CI: 1.29–3.55; p-value: 0.03). 

Our recent statistical investigation of retrospective observational 
studies suggested that BA.2 is clinically less severe than previous waives. 
There are no significant differences between BA.2 and BA.1 concerning 
age, sex, SARS-CoV-2 reinfection, or hospitalization with severe clinical 
characteristics; however, the hospital admission rate was higher in BA.2 
while the mortality rate was less than BA.1, which represents BA.2 more 
contagious but not severe than BA.1. Our findings are consistent with 
previous documents. We have shown that BA.2 cases that have previ-
ously received full vaccination often tend to present the BA.2 infection 
in asymptomatic form. Therefore, mass vaccination could be a helpful 
strategy in stimulating a robust immune response against Omicron BA.2. 
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