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Correction to: �J Transl Med (2017) 15:41  
https​://doi.org/10.1186/s1296​7-017-1130-y

Following publication of the original article [1], the 
authors identified an error in the affiliation list. The two 
affiliations should have been merged into one single 
affiliation:

Shanghai Public Health Clinical Center & Institutes of 
Biomedical Sciences, Key Laboratory of Medical Molecu-
lar Virology of Ministry of Education/Health, Fudan Uni-
versity, Shanghai, China.

The corrected affiliation list is reflected in this 
Correction.
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The original article can be found online at https​://doi.org/10.1186/s1296​
7-017-1130-y.
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