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Abstract

The objective of this study was to investigate the potential of using phages as a therapy
against hemorrhagic pneumonia in mink both in vitro and in vivo. Five Pseudomonas
aeruginosa (P. aeruginosa) strains were isolated from lungs of mink with suspected
hemorrhagic pneumonia and their identity was confirmed by morphological observation and
16S rDNA sequence analysis. Compared to P. aeruginosa strains isolated from mink with
hemorrhagic pneumonia in 2002, these isolates were more resistant to antibiotics selected.
A lytic phage vB_PaeP_PPA-ABTNL (PPA-ABTNL) of the Podoviridae family was isolated
from hospital sewage using a P. aeruginosa isolate as host, showing broad host range
against P. aeruginosa. A one-step growth curve analysis of PPA-ABTNL revealed eclipse
and latent periods of 20 and 35 min, respectively, with a burst size of about 110 PFU per in-
fected cell. Phage PPA-ABTNL significantly reduced the growth of P. aeruginosa isolates in
vitro. The genome of PPA-ABTNL was 43,227 bp (62.4% G+C) containing 54 open reading
frames and lacked regions encoding known virulence factors, integration-related proteins
and antibiotic resistance determinants. Genome architecture analysis showed that PPA-
ABTNL belonged to the “phiKMV-like Viruses” group. A repeated dose inhalational toxicity
study using PPA-ABTNL crude preparation was conducted in mice and no significantly
abnormal histological changes, morbidity or mortality were observed. There was no indica-
tion of any potential risk associated with using PPA-ABTNL as a therapeutic agent. The
results of a curative treatment experiment demonstrated that atomization by ultrasonic
treatment could efficiently deliver phage to the lungs of mink and a dose of 10 multiplicity of
infection was optimal for treating mink hemorrhagic pneumonia. Our work demonstrated the
potential for phage to fight P. aeruginosa involved in mink lung infections when administered
by means of ultrasonic nebulization.
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Introduction

The mink industry has been growing in production with more than 50 million mink pelts har-
vested globally in 2010 (European Fur Breeder’s Association (EFBA) Annual Report 2010).
However, the high animal density commonly associated with mink farming presents a great
opportunity for the spread of diseases [1]. In particular, hemorrhagic pneumonia, caused by
Pseudomonas aeruginosa (P. aeruginosa), has been one of the most costly infectious diseases
among farmed mink [2,3]. Hemorrhagic pneumonia in mink is characterized by an acute and
often fatal course of infection and very severe pathological changes in the lungs [4]. Mink of all
ages are affected with mortality approaching 50% in some affected farms [5].

Antibiotics such as gentamycin, polymyxin and penicillinare mainly used to treat hemor-
rhagic pneumonia in mink [6]. However, with emergence and increase of antibiotic resistant
P. aeruginosa, antimicrobial treatment is becoming less and less effective [7]. Though, multiva-
lent vaccines against mink hemorrhagic pneumonia were available, application of these
commercial vaccines was limited because of their exorbitant price and short protection period
[5]. Other therapeutic approaches are being explored, as new antibacterial compounds are
scarce [8].

Bacteriophages (phages) are viruses that specifically target and kill bacteria [9].They repre-
sent one of the most abundant biological entities in nature and have long been recognized for
their potential use as therapeutic agents [10]. P. aeruginosa-infecting phages have been shown
to be effective in the treatment of bacterial infection in dogs [11] and human [12]. However,
there are no reports on the use of phages to mitigate P. aeruginosa infection in mink. Therefore,
the aim of this study was to evaluate the effects of a lytic phage for the treatment of hemorrhag-
ic pneumonia in mink.

Materials and Methods
Ethics statement

This study was performed according to the National Guidelines for Experimental Animal Wel-
fare (Ministry of Science and Technology of China, 2006) and approved by the Institutional
Animal Care and Use Committee at Dalian University of Technology. The animals were treat-
ed humanely and all efforts were made to minimize suffering. All farmed mink experiments
were done at Dalian Mingwei Fur Farm Co. Ltd. (Dalian, China), which was founded in 1958
and accredited by Fur Professional Committee of China Leather Association. Other experi-
ments were done at Animal Biotechnology and Nutritional Laboratory in School of Life Science
and Biotechnology, Dalian University of Technology. No specific permissions were required
for this location. No endangered or protected species were involved in the study.

Animals and housing conditions

Mink were housed in open-sided sheds with roofing panels, which provided normal tempera-
ture and light conditions, while protecting against direct sunlight, wind and rain. Mink were
kept individually in wire mesh pens (LxWxH: 60x40x40 cm) with straw-bedded nest boxes.
Feed and fresh water were available ad libitum. Mice were kept in a temperature controlled ani-
mal room, with a 12 h light/dark cycle. Feed was provided ad libitum with exception of a 24 h
fasting period immediately before sacrifice. Fresh water was available ad libitum.

Isolation of P. aeruginosa

Five lung samples from dead farmed Jinzhou Black mink (a strain derived from a cross between
male American Black mink and female Denmark Black mink) that were suspected of suffering
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hemorrhagic pneumonia were kindly provided by Dalian Mingwei Fur Farm Co. Ltd. All these
samples were homogenized individually in PBS buffer and 100 pl of the liquid were added to
the Bile Lactose Broth (Guangdong Huankai Microbial Sci. &Tech., Co., Ltd, Guangzhou,
China) and incubated at 37°C with shaking at 140 rpm for 12 h. The enriched culture was
serially diluted and plated onto selective agar plates (Cetrimid Agar, Guangdong Huankai Mi-
crobial Science&Technology Co., Ltd, Guangzhou, China) in order to isolate P. aeruginosa.
After the plates were incubated at 37°C for 24 h, single colonies were picked and streaked onto
Luria-Bertani (LB) agar plates a minimum of three times in order to obtain pure bacterium.
Five colonies (PA1-1, PA5-1-1, PA5-1-2, PA5-2-1, PA5-2-2) suspected of being P. aeruginosa
were further confirmed using 16S rDNA sequence analysis.

16S rDNA sequence analysis

Genomic DNA was extracted from each isolate using the thermal cracking method. One
milliliter of P. aeruginosa culture at log phase was heated at 100°C for 10 min and centrifuged
at 3,000 g for 5 min. The supernatant containing genomic DNA was harvested and served as
template for PCR. Then 16S rDNA was amplified by PCR using the universal 16S rDNA prim-
ers 27f (AGAGTTTGATCCTGGCTCAG) and 1492r (GGTTACCTTGTTACGACTT). The
reaction conditions were 94°C for 4 min, 32 cycles of 94°C for 30 sec, 55°C for 30 sec and 72°C
for 1.5 min, followed by 72°C for 10 min. PCR products electrophoresed through 1% agarose
gels and DNA bands corresponding to 1450 bp of the16S rDNA amplicon were extracted and
sent to TaKaRa Biotechnology (Dalian) Co., LTD (No.19, Northeast Second Street, Economic
and Technological Development District, Dalian, Liaoning Province, China) for DNA sequenc-
ing. All isolated bacterial 16S rDNA sequences were submitted to the GenBank database and
compared to similar sequences by BLAST analysis. These five sequences were aligned with the
most similar sequences and the sequences of other representative bacteria using Cluster W
[13]. A phylogenetic tree of the 16S rDNA sequences was constructed with MEGA 4.0 software
using the neighboring joining [14].

Antibiotic resistance of P. aeruginosa isolates

Antibiotic susceptibility of P. aeruginosa was evaluated using the Kirby-Bauer disc diffusion
method and the results were interpreted according to criteria by Clinical and Laboratory
Standards Institute of the American Clinical Laboratory [15].Twelve antibiotics including
gentamicin (10 pg), ciprofloxacin (50 pg), ticarcillin/clavulanic acid (75/10 pg), ceftazidime
(30 pg), sulfamethoxazole/trimethoprim (23.75/1.25 pug), cefazolin (30 pg), aztreonam (30 pg),
piperacillin (100 pg), amikacin (30 pg), meropenem (10 pg), polymyxin B (300 IU) and
penicillin (10 IU) (Beijing Tiantan Drug Biotechnology Development Company, Beijing,
China) were selected. From these, nine were recommended by the above institute and three
others were selected during the process of mink-rearing in the light of instructions from
veterinary practitioners. P. aeruginosa ATCC 27853 purchased from American Type Culture
collection (10801 University Blvd, Virginia, USA) was used as the quality control strain.

P. aeruginosa infecting phages isolation

Sewage sample of approximately 500 ml was collected from the sewerage system in the
Affiliated Zhongshan Hospital of Dalian University, Dalian, China. CaCl, was added to the
sewage at the final concentration of 1 mmol/L. The sewage was centrifuged at 10,000 g for

10 min and supernatant (10 ml) were mixed with 10 ml of 2xLB and 200 pl of early log phase
P. aeruginosa (optical density at 600 nm = 0.4). The mixture was then incubated for 12 h at 37°C
with shaking at 140 rpm. The enriched culture was then centrifuged at 10,000 g for 10 min at
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4°C, and the supernatant was filtered through a 0.22 um syringe filter (EMD Millipore Co.,
Billerica, MA, USA). Spot tests were carried out to detect the presence of phage [16]. Phage was
repeatedly purified using the method of the double-layer agar plate [17], until the plaques

were homogeneous. Phages were collected by adding 5 ml of SM buffer (NaCl 5.8 g/L,
MgSO,-7H,0 2 g/L, IM Tris HCI (pH7.5) 50 ml/L and 2% gelatin 5 ml/L) to each plate and
leaving overnight at 4°C on a rotating platform, filtered by a 0.22 um Millipore filter and stored
at 4°C. P. aeruginosa strain PA5-1-1 was used as a host bacterium for isolation and propagation
of the phage.

Propagation and purification of the phage

Large-scale propagation and purification of the phage were performed as described by
Sambrook and Russel [18] with slight modifications. Briefly, early log phase cultures of P.
aeruginosa PA5-1-1 strains (ODggo = 0.4, 50 ml) were infected with phage filtrates at a multi-
plicity of infection (MOI) of 0.1. The phage infected cultures were incubated at 37°C with shak-
ing at 140 rpm for 5 h until complete lysis occurred. The lysed culture was treated with
DNasel(1 pg/ml, Roche Molecular Biochemicals, Indianapolis, IN, USA) and RNase A (1pg/
ml, Sigma-Aldrich Co., St. Louis, MO, USA ) at 37°C for 1 h. Sodium chloride was added in
the lysate to achieve final concentration of 1 M and incubated on ice for 1 h. The treated lysates
were then centrifuged at 10,000 g at 4°C for 10 min. Supernatants were collected and treated
with polyethylene glycol (PEG) 8000 at final concentration of 10% (w/v). After incubation in
an ice-bath for 1 h, the culture was centrifuged at 4°C at 12,000 g for 10 min. Pellets containing
phages were dissolved in 1ml of SM buffer. The solution was named after the crude phage
preparation.

Subsequently, the crude phage preparation was layered on a CsCl step gradient (1.33, 1.45,
1.50 and 1.70 g/ml) and centrifuged at 140,000 g for 3 h. Phage was collected at the interface be-
tween the gradients of 1.45 and 1.50 g/ml [19] and dialyzed three times each for 30 min against
300 volumes of gelatin-free SM bulffer for extracting of phage genomic DNA.

Examination of the phage morphology

The CsCl purified phage was spotted onto a carbon-coated copper acid grid, stained with 0.5%
(w/v) uranyl acetate, and examined by JEOL-1200EX transmission electron microscopy (JEOL
USA, Inc., Peabody, MA, USA) at an accelerating voltage of 80 kv.

Host range of the phage

Host range of PAA-ABTNL was determined by pipetting 5 pul droplets of crude phage prepara-
tion stocks (10'* PFU/ml) on lawns of indicated bacterial stains prepared on LB plates. Plates
were incubated for 12 h at 37°C and observed whether plaques formed. Clear plaques indicated
high host sensitivity, turbid plaques or no plaques indicated a nonhost. Details of bacterial
strains used in the study were listed in Table 1.

One-step growth curve

A one-step growth curve was performed as described by Pajunen et al. [20] with some modifi-
cations. Briefly, a culture of PA5-1-1 was grown to mid-exponential phase, harvested by
centrifugation (10,000 g, 5 min, 4°C) and re-suspended in fresh LB medium to adjust the densi-
ty approximately to 10° cells/ml. Phages were added to achieve an MOI of 0.1 and allowed to
adsorb for 5 min at 37°C. The phage-host mixture was centrifuged (10,000 g for 5 min at 4°C),
and the pellets were suspended in 10 ml of fresh LB medium. This suspension was incubated at
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Table 1. Bacterial stains used to determine the host range of phage PPA-ABTNL.

Strains Source Year Lysed or not
P. aeruginosa 0212' Mink with hemorrhagic pneumonia 2002 Y
P. aeruginosa 0205' Mink with hemorrhagic pneumonia 2002 Y
P. aeruginosa 0206' Mink with hemorrhagic pneumonia 2002 Y
P. aeruginosa 117 Mink with hemorrhagic pneumonia 2012 Y
P. aeruginosa 5-1-12 Mink with hemorrhagic pneumonia 2012 Y
P. aeruginosa 5-1-2° Mink with hemorrhagic pneumonia 2012 Y
P. aeruginosa 5-2-12 Mink with hemorrhagic pneumonia 2012 Y
P. aeruginosa 5-2-2° Mink with hemorrhagic pneumonia 2012 Y
P. aeruginosa c-13 Human with bourn 2012 N
P. aeruginosa c-2° Human with bourn 2012 Y
P. aeruginosa c-3° Human with bourn 2012 Y
P. aeruginosa c-4° Human with bourn 2012 Y
P. aeruginosa c-5° Human with bourn 2012 Y
P. aeruginosa 10104* ChinaMedicalCulture Collection —8 Y
P. aeruginosa ATCC 27853° The American Type Culture Collection —8 Y
Klebsiella 6%-12 Mink —5 N
P. mirabilis G1? Mink -5 N
ETEC 0157:H7 ATCC 35150° The American Type Culture Collection — N
S. areus ATCC 29213° The American Type Culture Collection =6 N
S. typhimurium CMCC 20115% China Medical Culture Collection =P N
L. monocytogenes ATCC 19111° The American Type Culture Collection —° N

'Gifted by institute of special animal and plant sciences of Chinese Academy of Agricultural Science
Zisolated from the lung samples of dead mink

Sisolated from clinical samples obtained from burn patients at the first hospital of Dalian Medical University
“purchased from ChinaMedicalCulture Collection

Spurchased from the American Type Culture Collection

means that no data is available.

doi:10.1371/journal.pone.0116571.t001

37°C with shaking at 140 rpm. Samples were taken at 10-min intervals over a period of 2 h, im-
mediately diluted and plated for phage titration using double-agar layer technique.

Genome sequencing and annotation

Phage genomic DNA was extracted from the CsCl-purified phage lysates using the method of
SDS-proteinase K protocol [18]. The highly purified DNA was sheared by nebulization and
subsequently fractionated by gel filtration. Fractions with fragment sizes between 2.0 and

2.5 kb were ligated into pUC18 cleaved with HincII cleavage and electroporated into Escheri-
chia coli HST08 Premium Electro-Cells (TaKaRa Biotechnology (Dalian) Co., LTD, Dalian,
China). From the sub-clones, plasmid DNA was prepared using TaKaRa MiniBEST Plasmid
Purification Kit Ver.3.0 (TaKaRa Biotechnology (Dalian) Co., LTD, Dalian, China). The inserts
in the isolated plasmids were sequenced on an ABI PRIMER 3730XL DNA Analyzer using
BigDye Terminator V3.1 cycle Sequencing Kit (Applied Biosystems, Carlsbad, CA, USA). One
hundred and eighty-six clones were sequenced using M13-47 forward and reverse sequencing
primers. Based on these sequences, primer walking was used with 17-mer oligonucleotide
primers and pure PPA-ABTNL DNA was used as template until all the contigs could be assem-
bled into a single sequence. The terminal redundancies were identified by analogy with previ-
ously published sequence data and verified by primer extension sequencing.
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Initial genome annotation was completed using myRAST [21]. The Geneious v5.4 program
(Biomatters Ltd., Auckland, New Zealand) was used to visually scan the sequence for potential
genes. All translated proteins were scanned for homologues using BLASTP and Psi-BLAST
[22,23] at http://www.ncbi.nlm.nih.gov. Rho-independent terminators were identified using
WebGeSTer at http://pallab.serc.iisc.ernet.in/gester/rungester.html [24]. Transfer RNA
(tRNA)-encoding genes were screened using Aragorn http://130.235.46.10/ ARAGORN/ [25]
and tRNAScan at http://greengene.uml.edu/programs/FindtRNA.html [26]. Promoters were
identified by visual inspection and by Martin Reese’s neural network prediction program at
http://www.fruitfly.org/seq_tools/promoter.html. Transmembrane domains were predicted by
TMHMM 2.0 at http://www.cbs.dtu.dk/servicess TMHMM-2.0/ [27], Phobius at http://
phobius.sbe.su.se/ [28] and SPLIT 4.0 at http://split.pmfst.hr/split/4/ [29].

In vitro inhibition of bacterial growth by phage

The phage’s ability to inhibit bacterial growth was determined by optical densitometry against
PAS5-1-1 strain. Briefly, wells of a flat bottomed 96-well micro-titer plates were filled with 100
ul of inoculated double strengthen LB and 100 pl of prepared phage dilutions in SM buffer to
provide a final bacterial count 10" CFU/ml in each well and phage counts 10°, 10" and 10
PFU/ml in various wells. Consequently, phage in vitro lytic efficiency was examined at several
doses of MOI (0.1, 1 and 10), and each phage-host combination at specific MOIs was per-
formed in triplicate wells. Controls for plate sterility, phage suspension sterility and bacterial
growth without phage addition were also included. The plates were incubated at 37°C for 12 h
and optical density at 600 nm was measured using a Micro-titer Plate Reader (Sunrise, Tecan
Group Ltd., Austria) at 30-min intervals. Each independent trial was repeated three times.

Toxicity trial

Before experimentation with mink, the crude phage preparation was tested in mice to
determine acute toxic effects. Twelve healthy male and 12 healthy female BALB/c mice (20.5
1.2 g) of 7 weeks of age were provided by Laboratory Animal Center of Dalian Medical Univer-
sity. The mice were randomly selected and arbitrarily assigned into two groups of six males
and six females per group. The crude phage preparation or physiological saline (pH = 7.0) was
administered intra-nasally using a pipette once a day for a three-day period. Mice in phage-
treated group were administered with 60 pl of crude phage preparation (10'* PFU/ml) while
mice in non-phage treated group (control group) received 60 pl of physiological saline.

Experimental animals were monitored every four hours during the first three days and
every six hours after then over a period of 8 days. Body weights were daily recorded pre-test
and before sacrifice. At day 8, all surviving animals were sacrificed by cervical dislocation
under deep anesthesia with ether. The samples of lung, liver and spleen were collected to
examine their gross pathology and then preserved in 10% neutral buffered formalin until histo-
pathological analysis.

Phage therapeutic study

The therapeutic potential of phage PPA-ABTNL was evaluated for its ability to treat hemor-
rhagic pneumonia in mink. A Yuehua Ultrasonic Nebulizer (model WH-2000, Guangdong
Yuehua Medical Instrument Factory Co, Ltd., Shantou University Road, Rongsheng Science
and Technology Park, Guangdong, China) was used in this experiment. Thirty-two, healthy,
6-month-old, male Jinzhou Black mink (2108+143 g) were randomly assigned to four groups:
three phage treated groups and one non-phage treated group with eight mink in each group.
Mink in all groups were anesthetized by intra-peritoneal injection of 1.5 ml of 40% (w/v)
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chloral hydrate followed by intra-nasally challenge with 20 pl of PBS containing 1 x10® CFU
P. aeruginosa PA5-1-1. Choral hydrate was irritant to the peritoneal cavity for a few minutes
until anaesthesia intervened. Two hours after challenge, all mink in each group were placed
into a plexiglass chamber (LxWxH: 120 x 50 x 40 cm), and the sprayer was run for 3 min at
3 ml/min to atomize the phages at MOI 1, 10, 100 or PBS. Then, mink were kept in the cham-
ber for an extra 3 min.

Experimental animals were monitored every four hours during the first three days and
every six hours after then. At 24-h post phage administration, three mink from each treatment
were euthanized by carbon dioxide asphyxiation which has been shown an appropriate method
of euthanasia for mink according to the previous studies [30,31]. Each mink was anaesthetized
by intra-peritoneal injection of 1.5 ml of 40% (m/v) chloral hydrate and placed individually in
a wooden-glass chamber (LxWxH: 60 x 30 x 35 cm). While mink was asleep, the chamber was
filled with CO, for 5 min to ensure death. The lungs were removed from each animal, weighed,
suspended in 2 ml of sterilized PBS (pH = 7.2) and homogenized using a mechanical homoge-
nizer (Ultra-TurraxT10, IKA-Labortechnik Co., Staufen, Germany). The viable number of
PA5-1-1 cells (CFU/g tissue) was determined by serial dilution and plating on LB agar plates.
The titer (PFU/g tissue) of the phages recovered from the lungs was determined by the soft
agar overlay technique. The survival rates for each group were recorded at 1 d intervals until
the end of the experiment (12 d). The humane endpoint was defined with troubling breath ac-
companied by slow action, having running noses and screaming. Mink when killed for humane
reasons was counted as a death.

Statistical analysis

The Kolmogorov-Smirnov test was used for testing the normality of the distribution. Two-
tailed paired t-test was performed to determine the effect of atomization on the phage titer.
One-way ANOVA followed by Tukey test was used to compare quantifications of bacteria and
phages in the lung sample. A log rank test was performed to test the significance of the differ-
ence between the survival curves. Error bars represented the standard deviation.

Results
Isolations of P. aeruginosa

In the LB agar medium, the purified bacterial isolations formed colonies which showed charac-
teristics of round shape, convex surface, smooth margin, viscous and moist texture. They all
produced a blue-green pigment in LB liquid medium. These isolates were named after their
sample numbers, such as PA1-1, PA5-1-1, PA5-1-2, PA5-2-1 and PA5-2-2. 16S rDNA frag-
ments from all isolates were amplified by PCR using universal primers. The gel electrophoresis
showed that all bacterial PCR products were approximately1450 bp (data not shown). BLAST
analysis showed that the partial 16S rDNAs of the above five strains were more than 98% iden-
tical with that of P. aeruginosa strains RHH13, RHH13, JL 091016, D1, JL091016 (GenBank ac-
cession number: HQ143612.1, HQ143612.1, HM224410.1, KF113578.1 and HM224410.1),
respectively.

To determine the homologous relationships among these isolates and other pathogenic bac-
teria, a phylogenetic tree based on the information of 16S rDNA was constructed (S1 Fig.).
According to their morphological characteristics and16S rDNA sequence analysis, all isolates
were identified as being P. aeruginosa. The 16S rDNA sequences of strains PA1-1, PA5-1-1,
PA5-1-2, PA5-2-1 and PA5-2-2 were submitted to GenBank with accession numbers
KF977856, KF977857, KF977858, KF977859 and KF977860, respectively.
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Table 2. Antibiotic susceptibility of P. aeruginosa from mink.

Antibiotics % Sensitive isolate

Isolated in 2002 * Isolated in 2012*
Piperacillin 100 60
Ceftazidime 100 100
Gentamicin 100 40
Amikacin 100 60
Aztreonam 100 40
Ciprofloxacin 100 80
Meropenem 100 100
Ticarcillin/Clavulanic acid 100 100
Polymyxin B 60 40
Penicillin 0 0
Cefazolin 0 0
Sulfamethoxazole/Trimethoprim 0 0

The content per antibiotics impregnated discs, 100 pg of piperacillin, 30 pg of ceftazidime, 10 pg of
gentamicin, 30 pg of amikacin, 30 pg of aztreonam, 50 pg of ciprofloxacin, 10 ug of meropenem, 75/10 pg
of ticarcillin/clavulanic acid, 300IU of polymyxin B, 101U of penicillin, 30 pg of cefazolin, 23.75/1.25 pg of
sulfamethoxazole/trimethoprim.

*n=5

doi:10.1371/journal.pone.0116571.t002

Antibiotic resistance of P. aeruginosa isolates

The antibiotic susceptibilities of P. aeruginosa isolated from mink indicated that all strains
isolated in 2002 and 2012 were sensitive to ceftazidime, meropenem and ticarcillin, and resistant
to penicillin, azolin and sulfamethoxazole. However, the antibiotic susceptibilities of the 2012
isolates were lower than those of isolates in 2002. These isolates were becoming resistant to
piperacillin, gentamicin, amikacin, aztreonam, ciproxacin and polymyxin to some extent

(Table 2).

Isolation and characterization of a phage specific to P. aeruginosa

A P. aeruginosa phage was isolated from hospital sewage by the spot test and named
vB_PaeP_PPA-ABTNL (PPA-ABTNL). Structurally, PPA-ABTNL had an icosahedral head of
about 40 nm in diameter and a tail about 15 nm in length (Fig. 1), indicating it is likely to be-
long to the family of Podoviridae. Host range assay showed that the phage was able to infect
93% (14/15) of the tested P. aerugonosa strains (Table 1), suggesting that PPA-ABTNL is a
broad host-range phage. The one-step growth curve of the phage propagated on the PA5-1-1
strain in LB broth revealed that the latent and rise periods were approximately 25 and 35 min
(Fig. 2). The average burst size was estimated as 115 PFU per infected cell.

The effect of the phage on the in vitro growth of P. aeruginosa strain PA5-1-1 was shown in
Fig. 3. With an increase of MOI, the optical density of the bacterial solution dropped rapidly.
There were no significant difference between the phage treated groups and the control group
through one hour after incubation (P>>0.05).However, compared to the control group, all
phage treated group significantly inhibited bacterial growth starting one hour after incubation
continuing to the end of the experiment (P<0.05).

Genome description

The PPA-ABTNL genome comprised 43227 bp that included direct terminal repeats (DTRS)
of 453 bp and has an average G+C content of 62.4%, which was similar to that of the lytic
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Figure 1. Transmission electron micrograph of phage PPA-ABTNL negatively stained with uranyl
acetate. Scale bar represents 50 nm.

doi:10.1371/journal.pone.0116571.g001

P. aeruginosa phages LKD16 and LKA1 [32]. As shown in S1 Table, 54 open reading frames
(ORFs) equal or longer than 100 bp were defined as potential genes. The majority of these
genes had an ATG initiation codon, while seven started with GTG and one with TTG. All
predicted ORFs were situated on the sense strand of the genome. Bioinformatic analysis and
annotation showed that there were no similarities between genes or proteins of PPA-ABTNL
and genes or proteins or other factor known to play a virulent role in the acute or chronic
infection of P. aeruginosa [33].

Phage titre (logioPFU/ml)

5 el e —
0 10 20 30 40 50 60 70 80 90

Time (min)

Figure 2. One-step growth curve of phage PPA-ABTNL. PPA-ABTNL phage was co-incubated with
culture of PA5-1-1 to absorb for 5 min at 37°C. The mixture was centrifuged to remove non-absorbed phage.
The re-suspended pellets were incubated at 37°C and sampled at 10 min interval over a period of 2 h. Phage
titer was measured. Data represent mean+SD from three independent experiments. n = 3.

doi:10.1371/journal.pone.0116571.9002
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Figure 3. Antibacterial curve of phage PPA-ABTNL at different multiplication of infection in vitro. PA5-
1-1 strain was lysed by the phage PPA-ABTNL in LB medium at 37°C. OD600 development of uninfected
control culture and parallel cultures infected with phage at different multiplicities of infection (MOI) was

measured. n = 3.

doi:10.1371/journal.pone.0116571.9003

Similar to Pseudomonas phage phiKMV [34], there were early, middle and late regions,
marked by the position of ATP-dependent DNA ligase and DNA-dependent RNA polymerase
in the PPA-ABTNL genome (Fig. 4). These three regions comprised the host conversion, DNA
metabolism genes and the genes encoding structural and lysis proteins, respectively. Thus,
phage PPA-ABTNL was categorized as a “phiKMV-like Virus”. The sequence and annotation
of phage PPA-ABTNL were deposited in GenBank with the accession number KM067278.

Repeated dose toxicology study

Intranasal administration of a high dose of phage PPA-ABTNL for three consecutive days, fol-
lowed by a five-day recovery period in male and female BALB/c mice, indicated no effects at-
tributable to the crude phage preparation. No deaths were recorded in the study. There were
no differences in average body weight and food consumption between the two groups (data not
shown), although the weights of mice in the control and phage-treated groups decreased slight-
ly by 1.6% and 1.4% compared to their initial weights, respectively, perhaps caused by the stress
response of anesthesia during the first three days. Additionally, all mice behaved normally,
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Figure 4. Overview of the PPA-ABTNL genome sequence analysis. Predicted open reading frames (ORFs) are numbered. ORFs with significant
homology to known genes and to the identified proteins are in dark blue. Putative genome organization. Putaitve promoters (&), terminators (I) are indicated.
Predicted and presumed proteins and corresponding ORF number are marked.

doi:10.1371/journal.pone.0116571.9004
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Table 3. Incidence of histomorphological observations.

Dose Group Control Phage

Sex M2 F° M F
Number of animals/group 6 6 6 6
Lung Examined/Normal 6/6 6/6 6/6 6/6
Spleen Examined/Normal 6/6 6/6 6/5 6/6
Liver Examined/Normal 6/6 6/6 6/5 6/6
2Male

PFemale.

doi:10.1371/journal.pone.0116571.t003

with no symptoms of lethargy, ruffling, hunching or irregular breathing, except during the pe-
riod of recovery from the anesthesia.

Gross pathology results showed that the organs of all the animals were normal with no obvi-
ous pathological changes (data not shown). Minor hemorrhage in spleen and slight inflamma-
tory cells infiltration in liver were found in one male mouse intra-nasally administered with the
phage as observed in histopathology analysis (see Table 3). The lungs, spleens and livers of all
other mice were normal. Thus, it was concluded that administration of a crude preparation of
phage PPA-ABTNL had no significant effect on the health of animals.

Phage therapeutic study

A pilot experiment showed that atomization by ultrasonic treatment did not affect the titer of
phage (P>0.05) (Fig. 5A). As shown in Fig. 5B, compared to 5.51 log;o CFU/g of P. aeruginosa
recovered from lungs in non-phage treated group (the control group), 5.23 log;, CFU/g
(P>0.05), 4.44 log;, CFU/g (P<0.05), and 4.07 log;o CFU/g (P<0.05), respectively, were
recovered from lungs in phage-treated mink with the MOI of 1, 10 or 100 after 24 h of infec-
tion. Notably, no significant difference in amount of bacteria between mink administered with
phage of MOI 10 and MOI 100 was observed, indicating that an MOI 10 of phage is optimal
for this clinical trial. At the same time, we measured the amount of phage in mink after 24 h of
infection (Fig. 5C). As expected, no phage was detected in mink of the non-phage treated
group. Viable phages were detected in the lungs of mink administered with the indicated dose
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Figure 5. Phage PPA-ABTNL cures mink hemorrhagic pneumonia caused by a clinical P. aeruginosa
strain. (A) Effect of atomization on the titer of phage. (B) Effect of different multiplicities of infection (MOls) on
the amount of bacteria in the lung of mink. (C) Effect of different MOls on the amount of phage in the lung of
mink. (D) Survival curves of mink infected with PA5-1-1 strain and treated with phage PPA-ABTNL. n =5.
Means with different superscripts differ significantly from each other (P<0.05).

doi:10.1371/journal.pone.0116571.9005
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of phage. As shown in Fig. 5C, the amount of viable phages in phage-treated groups with the
MOI of 1, 10 or 100, respectively, were 0.50 log;o PFU/g (P>0.05 vs the control group), 2.47
log;o PFU/g (P<0.05 vs the control group) and 4.13 log;o PFU/g (P<0.05 vs the control
group).

In the control group, one mink developed the clinical symptoms (difficult breathing and
slow action) and was euthanized for humane reasons at day 2. Two mink actually died and two
mink with symptoms of breathing trouble and slowing action were euthanized for humane
reasons at day 3. Lung hemorrhage was seen on gross observation in all mink of the control
group. In the MOI 1 group, one mink actually died and one with the same symptoms described
above was euthanized for humane reason at day 3, and two mink actually died at day 4. In the
MOI 10 group, one mink was euthanized for humane reasons at day 6. In the MOI 100 group,
no mink died for 12 days. The results of phage therapeutic study were summarized in Fig. 5D.
Compared to the non-phage treated group (the control group), MOI 10 and MOI 100 phage
significantly increased (P>0.05 vs the control group) the survival rate of mink infected with
P. aeruginosa. Thus a dose of phage at MOI 10 is optimal for treating mink hemorrhagic pneu-
monia using ultrasonic atomization.

Discussion

In species other than mink, P. aeruginosais known as a conditioned pathogen that only causes
mild, opportunistic infections, such as soft tissue abscesses, otitis media and otitis externa, par-
ticularly in immune-compromised hosts or those susceptible to developing an infection in
other ways [35,36,37]. Mink are the only animal species known to develop acute, contagious
and fatal hemorrhagic pneumonia caused by P. aeruginosa. However, to date, no underlying
reasons have been identified [38].

Hemorrhagic pneumonia can be a major cause of mortality in farmed mink in the fall [39].
High mortality rate of the disease has caused huge economic losses during the course of mink
production [40].The main measure to treat hemorrhagic pneumonia is still the application of
antibiotics [7]. However, P. aeruginosa has natural and acquired mechanisms as well as the
ability to form biofilm resistant to multiple groups of antimicrobial agents [41,42]. Pedersen et
al. [7] reported that all 39 strains of P. aeruginosa isolated from Danish mink were only sensi-
tive to two antibiotics, colistin and gentamicin, among 17 most used antibiotics for mink,
showing the high level of resistance to antimicrobials. Therefore, antibiotics are playing a
negligible role in the treatment of hemorrhagic pneumonia in mink. Furthermore, clinical trials
in humans showed a dearth of effective antibiotics to treat P. aeruginosa and a shortage of new
agents passing through the development pipeline [43]. These studies suggest that there is an ur-
gent need to develop new antimicrobial agents to treat the infection caused by P. aeruginosa in
the field of both veterinary and human clinics.

Phages are natural enemies of bacteria and are essentially ubiquitous, with an estimated
10°" phage particles on earth [44]. As antibacterial agents, phages have many advantages over
antibiotics, such as target specificity, self-replication, overcoming resistance, synergistic activity
in a phage cocktail or in combination with other antibiotics, and are easy to isolate and propa-
gate [45]. In the past few decades, phages have been widely applied as antibacterial agents in
the field of food production, aquaculture industry as well as in veterinary and human clinics to
control undesirable bacteria [46].

Compared to other bacterial phages, phages specific for P. aeruginosa have advantages such
as limited geographical variation, availability, lytic nature and lack of gene transfer and associ-
ated toxins [47]. There has been evidence of the efficacy of phage therapy in treating a number
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of P. aeruginosa infections in animals [11,48] and humans [12].Therefore, we proposed to
apply a phage to control hemorrhagic pneumonia caused by P. aeruginosa in mink.

In this study, the predominant bacterial strains in lung samples of mink with suspected
hemorrhagic pneumonia were isolated and identified as P. aeruginosa based on morphological
observation and 16S rDNA sequence analysis. The overuse and misuse of antibiotics has led to
newly isolated strains showing more resistance to antibiotics than those of ten years ago. The
situation is the same in Denmark [7], which is the world’s largest producer of mink. Subse-
quently, phage PPA-ABTNL was isolated from hospital sewage using one of the isolated strains
as a host. Sewage is a rich source of phages that infect pathogenic bacteria such as E. coli, P.
aeruginosa and Salmonella [49]. Thus, it is an appropriate sample source for conventional
bacterial phage isolation.

Morphological and genomic analysis showed that PPA-ABTNL was a member of the
“phiKMV-like” phages, which encodes its own RNA-polymerase and has significant homology
to the Pseudomonas phiKMV phage, belonging to the subfamily Autographivirinae, family
Podoviridae [50]. Like other “phiKMV-like” phages, the genes of PPA-ABTNL could be catego-
rized into three classes including early (class I), a gene cluster dealing with DNA metabolism
(class IT) and a third group (class III) containing structural proteins, assembly proteins and the
endolysin responsible for host lysis [19,32,34].

PPA-ABTNL was a strictly lytic phage, based on the appearance of phage plaque and its
genome, which lacked genes encoding generalized transduction and virulence factors, without
exhibiting lysogenic characteristics. Randomly chosen clinical strains revealed high activity in
14 of 15 analyzed strains, including eight strains isolated from mink, four strains isolated from
human clinics and two standard reference strains. The high infectivity rate may be explained by a
good adsorption to its host surface [51] and the absence of many restriction enzyme recognition
sites in the PPA-ABNTL genome (data not shown). Meanwhile, PPA-ABTNL exhibited a relative
high specificity, and did not target other bacterial species, such as Listeria Monocytogenes (L.
monocytogenes), ETEC O157:H7, Staphylococcus aureus (S. aureus), and Salmoella typhimurium
(S. typhimurium). These results showed that phage PPA-ABTNL meet the main prerequisites for
a candidate phage in phage therapy, which should exhibit lytic activity and broad host range
against a number of strains of the targeted host bacteria [52].

During phage therapy, safety is the major concern for their therapeutic application on farms
or in the food chain. Early phage preparations were often prepared simply by filtering the ly-
sates, such that they still contained bacterial toxins at the point of human delivery [53]. Effec-
tive purification of the phage can be achieved by means of ammonium sulfate precipitation,
CsCl gradient centrifugation [54], ultrafiltration and two-step chromatography [55]. However,
these studies showed the phage preparations with low amounts of endotoxin obtained as well
as lost 97-99% of phages during the purification [53]. Therefore, the above purification meth-
ods were not efficient [53].

There were no reports of serious side effects from endotoxin in the early literature concerning
experimental phage therapy [56]. Therefore, in the present study, we used a crude phage pre-
paration to test its safety, which was prepared by centrifugation and PEG precipitation to remove
bacterial debris [18]. No morbidity, mortality or significant histopathological changes in mice
related to the PPA-ABTNL phage crude preparation were observed. One explanation may be
that the mink respiratory tract seems to have low sensitivity to endotoxin applied by inhalation,
similar to the human gut when endotoxin is applied orally [57].

Curative treatment appears to be of more interest as a clinical application than preventive
treatment [58]. Therefore, the study initially evaluated the feasibility of applying phage to treat
hemorrhagic pneumonia of mink. Previous studies showed that the route of administration af-
fected the phage bacteriostatic action. Ryan et al. [59] concluded that the parenteral route was
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the most successful delivery route for the treatment of systemic infections while local delivery
was the method of choice in the treatment of topical infection and inhalation for the treatment
for lung infections. Pulmonary drug delivery has significant advantages in the treatment of re-
spiratory diseases because of its direct target treatment [60].

A nebulizer has been widely used drug delivery means for the treatment of asthma and re-
spiratory disease worldwide [61]. Golshahi et al. [62] showed that phage administered by
means of nebulization is effectively distributed in the lung. Our primary studies demonstrated
that atomization by ultrasonic treatment did not significantly affect the titer of the phage.
Therefore, we used a natural route for the infection of the lungs of the experimental mink and
the phage treatment was delivered by inhalation in order to demonstrate that hemorrhagic
pneumonia of mink can be treated by phages. The results showed that the more phages reached
the lung site and the fewer bacteria remained. Therefore, mink can survive a lethal bacterial
challenge. Also, nebulization administration may be an effective route to deliver phage in other
species with respiratory diseases.

Conclusions

According to our knowledge, this research is the first systematic in vitro and in vivo investiga-
tion and evaluation of the capability of a “phiKMV-like” phage as a therapeutic application
against mink hemorrhagic pneumonia. Our work supports the potential use of phage to fight
P. aeruginosa involved in mink lung infection, administered by means of ultrasonic nebuliza-
tion. We hope the results presented here will lead to novel treatments for hemorrhagic pneu-
monia in mink, decrease the amount of antibiotics used in the production of mink and
enhance economic benefit of mink-rearing farms.

Supporting Information

S1 Fig. Phylogenetic tree showing the positions of the suspected P. aeruginosa isolates
among the representative pathogenic bacteria. The phylogenetic tree is based on a Cluster
W alignment of 16S rDNA sequences. Scale bar represents 0.02 substitution per nucleotide po-
sition.

(TIF)

S1 Table. Feature of phage PPA-ABTNL gene products and their functional assignments.
(DOC)

Author Contributions

Conceived and designed the experiments: ZHC LJJ YPX. Performed the experiments: ZHC
JCZ FC ZL. Analyzed the data: YDN NZC YSM. Contributed reagents/materials/analysis tools:
JCZ YDN. Wrote the paper: ZHC YDN.

References

1. Farid AH, Zillig ML, Finley GG, Smith GC (2012) Prevalence of the Aleutian mink disease virus infection
in Nova Scotia, Canada. Prev Vet Med 106: 332—-338. doi: 10.1016/j.prevetmed.2012.03.010 PMID:
22497690

2. Salomonsen CM, Heiby N, Hammer AS (2012) Lessons learned from typing Pseudomonas aeruginosa
isolates from hemorrhagic pneumonia in mink using pulsed field gel electrophoresis. Proceeding of the
X™ international scientific congress in fur animal production, Copenhagen, Denmark. pp 157—-164.

3. BaiX, Chai XL, Yan XJ, Gao H, Zhang HL, et al. (2011) Biological characteristics and serotyping of
Pseudomonas aeruginosa isolated from the mink. Anim Husb and Vet Med 43: 31-35. (In Chinese)

PLOS ONE | DOI:10.1371/journal.pone.0116571 January 23, 2015 14/17


http://www.plosone.org/article/fetchSingleRepresentation.action?uri=info:doi/10.1371/journal.pone.0116571.s001
http://www.plosone.org/article/fetchSingleRepresentation.action?uri=info:doi/10.1371/journal.pone.0116571.s002
http://dx.doi.org/10.1016/j.prevetmed.2012.03.010
http://www.ncbi.nlm.nih.gov/pubmed/22497690

@‘PLOS | ONE

phiKMV-Like Bacteriophage and Mink Hemorrhagic Pneumonia

10.

11.

12.

13.

14.

15.

16.

17.

18.

19.

20.

21.

22,

23.

24.

25.

26.

Salomonsen CM (2012) Hemorrhagic pneumonia in mink caused by Pseudomonas aeruginosa: D.
Denmark: National Veterinary Institute, Technical University of Denmark. pp 13-14.

Hammer AS, Pedersen K, Andersen TH, Jargensen JC, Dietz HH (2003) Comparison of Pseudomonas
aeruginosa isolates from mink by serotyping and pulsed-field gel electrophoresis. Vet Microbiol 94:
237-243. doi: 10.1016/S0378-1135(03)00103-2 PMID: 12814891

Wang CA (2007) Breeding and diseases control of fur animals. Beijing, China: Golden Shield Press.
(In Chinese)

Pedersen K, Hammer AS, Sarensen CM, Heuer OE (2009) Usage of antimicrobials and occurrence of
antimicrobial resistance among bacteria from mink. Vet Microbiol 133: 115-122. doi: 10.1016/j.vetmic.
2008.06.005 PMID: 18620819

Wiash C (2003) Where will new antibiotics come from? Nat Rev Microbiol 1: 65-70. doi: 10.1038/
nrmicro727 PMID: 15040181

Huff WE, Huff GR, Rath NC, Balog JM, Donoghue AM (2005) Alternatives to antibiotics: utilization of
bacteriophage to treat colibacillosis and prevent foodborne pathogens. Poult Sci 84: 655-659. PMID:
15844825

Brissow H, Hendrix RW (2002) Phage genomics: small is beautiful. Cell 108: 13—16. doi: 10.1016/
S0092-8674(01)00637-7 PMID: 11792317

Hawkins C, Harper D, Burch D, Anggard E, Soothill J (2010) Topical treatment of Pseudomonas
aeruginosa otitis of dogs with a bacteriophage mixture: a before/after clinical trial. Vet Microbiol 146:
309-313. doi: 10.1016/j.vetmic.2010.05.014 PMID: 20627620

Wright A, Hawkins CH, Anggard EE, Harper DR (2009) A controlled clinical trial of a therapeutic bacteri-
ophage preparation in chronic otitis due to antibiotic-resistant Pseudomonas aeruginosa; a preliminary
report of efficacy. Clin Otolaryngol 34:349-357. doi: 10.1111/.1749-4486.2009.01973.x PMID:
19673983

Larkin MA, Blackshields G, Brown NP, Chenna R, McGettigan PA, et al. (2007) Clustal W and Clustal
Xversion 2.0. Bioinformatics 23: 2947—2948. doi: 10.1093/bioinformatics/btm404 PMID: 17846036

Tamura K, Dudley J, Nei M, Kumar S (2007) MEGA4: molecular evolutionary genetics analysis
(MEGA) software version 4.0. Mol Biol Evol 24: 1596—1599. doi: 10.1093/molbev/msm092 PMID:
17488738

Clinical and Laboratory Standards Institute/r (2011) Performance standards for antimicrobial suscepti-
bility testing; twenty-first informational supplement. CLSI document M100-S21. Clinical and Laboratory
Standards Institute, Orlando, Florida.

Chang HC, Chen CR, Lin JW, Shen GH, Chang KM, et al. (2005) Isolation and characterization of
novel giant Stenotrophomonas maltophilia phage phiSMA5. Appl Environ Microbiol 71: 1387—1393.
doi: 10.1128/AEM.71.3.1387-1393.2005 PMID: 15746341

Ellis EL, Delbruck M (1939) The growth of bacteriophage. J Gen Physiol 22: 365-384. doi: 10.1085/
jgp.22.3.365 PMID: 19873108

Sambrook J, Russell DW (2001) Molecular cloning: a laboratory manual- 3rd ed. New York, NY: Cold
Spring Laboratory Press, Cold Spring Harbor. 2.43-2.58 p.

Adriaenssens EM, Ceyssens PJ, Dunon V, Ackermann HW, Van Vaerenbergh J, et al. (2011) Bacterio-
phages LIMElight and LIMEzero of Pantoea agglomerans, Belonging to the “phikmv-Like Viruses”. Appl
EnvironMicrobio 77: 3443-3450. doi: 10.1128/AEM.00128-11 PMID: 21421778

Pajunen M, Kiljunen S, Skurnik M (2000) Bacteriophage phiYeo3-12, specific for Yersinia
enterocolitica serotype O:3, is related to coliphage T3 and T7. J Bacteriol 182: 5114-5120. doi: 10.
1128/JB.182.18.5114-5120.2000 PMID: 10960095

Aziz RK, Bartels D, Best AA, DeJongh M, Disz T, et al. (2008) The RAST Server: rapid annotations
using subsystems technology. BMC Genomics 9: 75. doi: 10.1186/1471-2164-9-75 PMID: 18261238
Altschul SF, Gish W, Miller W, Myers EW, Lipman DJ (1990) Basic local alignment search tool. J Mol
Biol 215: 403-410. doi: 10.1006/jmbi.1990.9999 PMID: 2231712

Altschul SF, Madden TL, Schéffer AA, Zhang J, Zhang Z, et al. (1997) Gapped BLAST and PSI-
BLAST: a new generation of protein database search programs. Nucleic Acids Res 25: 3389-3402.
doi: 10.1093/nar/25.17.3389 PMID: 9254694

Mitra A, Kesarwani AK, Pal D, Nagaraja V (2011) WebGeSTer DB-a transcription terminator database.
Nucleic Acids Res 39: D129-135. doi: 10.1093/nar/gkq971 PMID: 20972211

Laslett D, Canback B (2004) ARAGORN, a program to detect tRNA genes and tmRNA genes in nucleo-
tide sequences. Nucleic Acids Res 32: 11-16. doi: 10.1093/nar/gkh152 PMID: 14704338

Lowe TM, Eddy SR (1997) tRNAscan-SE: a program for improved detection of transfer RNA genes in
genomic sequence. Nucleic Acids Res 25: 955-964. doi: 10.1093/nar/25.5.955 PMID: 9023104

PLOS ONE | DOI:10.1371/journal.pone.0116571

January 23, 2015 15/17


http://dx.doi.org/10.1016/S0378-1135(03)00103-2
http://www.ncbi.nlm.nih.gov/pubmed/12814891
http://dx.doi.org/10.1016/j.vetmic.2008.06.005
http://dx.doi.org/10.1016/j.vetmic.2008.06.005
http://www.ncbi.nlm.nih.gov/pubmed/18620819
http://dx.doi.org/10.1038/nrmicro727
http://dx.doi.org/10.1038/nrmicro727
http://www.ncbi.nlm.nih.gov/pubmed/15040181
http://www.ncbi.nlm.nih.gov/pubmed/15844825
http://dx.doi.org/10.1016/S0092-8674(01)00637-7
http://dx.doi.org/10.1016/S0092-8674(01)00637-7
http://www.ncbi.nlm.nih.gov/pubmed/11792317
http://dx.doi.org/10.1016/j.vetmic.2010.05.014
http://www.ncbi.nlm.nih.gov/pubmed/20627620
http://dx.doi.org/10.1111/j.1749-4486.2009.01973.x
http://www.ncbi.nlm.nih.gov/pubmed/19673983
http://dx.doi.org/10.1093/bioinformatics/btm404
http://www.ncbi.nlm.nih.gov/pubmed/17846036
http://dx.doi.org/10.1093/molbev/msm092
http://www.ncbi.nlm.nih.gov/pubmed/17488738
http://dx.doi.org/10.1128/AEM.71.3.1387-1393.2005
http://www.ncbi.nlm.nih.gov/pubmed/15746341
http://dx.doi.org/10.1085/jgp.22.3.365
http://dx.doi.org/10.1085/jgp.22.3.365
http://www.ncbi.nlm.nih.gov/pubmed/19873108
http://dx.doi.org/10.1128/AEM.00128-11
http://www.ncbi.nlm.nih.gov/pubmed/21421778
http://dx.doi.org/10.1128/JB.182.18.5114-5120.2000
http://dx.doi.org/10.1128/JB.182.18.5114-5120.2000
http://www.ncbi.nlm.nih.gov/pubmed/10960095
http://dx.doi.org/10.1186/1471-2164-9-75
http://www.ncbi.nlm.nih.gov/pubmed/18261238
http://dx.doi.org/10.1006/jmbi.1990.9999
http://www.ncbi.nlm.nih.gov/pubmed/2231712
http://dx.doi.org/10.1093/nar/25.17.3389
http://www.ncbi.nlm.nih.gov/pubmed/9254694
http://dx.doi.org/10.1093/nar/gkq971
http://www.ncbi.nlm.nih.gov/pubmed/20972211
http://dx.doi.org/10.1093/nar/gkh152
http://www.ncbi.nlm.nih.gov/pubmed/14704338
http://dx.doi.org/10.1093/nar/25.5.955
http://www.ncbi.nlm.nih.gov/pubmed/9023104

@‘PLOS | ONE

phiKMV-Like Bacteriophage and Mink Hemorrhagic Pneumonia

27.

28.

29.

30.

31.

32.

33.

34.

35.

36.

37.

38.

39.

40.

41.

42,

43.

44,

45.

46.

47.

48.

49.

Sonnhammer ELL, Von Heijne G, Krogh A (1998) A hidden Markov model for predicting transmem-
brane helices in protein sequences. In: Glasgow J, Littlejohn T, Major F, Lathrop R, Sankoff D and
Sensen C, Editors, Proceedings of the Sixth International Conference on Intelligent Systems for Molec-
ular Biology, AAAI Press, Menlo Park, CA. pp 175-182.

Kall L, Krogh A, Sonnhammer EL (2004) A combined transmembrane topology and signal peptide pre-
diction method. J Mol Biol 338: 1027-1036. doi: 10.1016/j.jmb.2004.03.016 PMID: 15111065

Jureti¢ D, Zoranic¢ L, Zuci¢ D (2002) Basic charge clusters and predictions of membrane protein topolo-
gy. J Chem Inf Comput Sci 42: 620-632. doi: 10.1021/ci010263s PMID: 12086524

Korhonen HT, Cizinauskas S, Jesernics J (2012) Electrophysiological study on CO and CO, euthana-
sia in mink (Mustela vison). Ann Anim Sci 12: 597-608.

Bursian SJ, Kern J, Remington RE, Link JE, Fitzgerald SD (2013) Dietary exposure of mink (Mustela
vison) to fish from the upper Hudson river, New York, USA: effects on reproduction and offspring growth
and mortality. Environ Toxicol Chem.

Ceyssens PJ, Lavigne R, Mattheus W, Chibeu A, Hertveldt K (2006) Genomic analysis of Pseudomo-
nas aeruginosa phages LKD16 and LKA1: establishment of the KMV subgroup within the T7 super-
group. J Bacteriol 188:6924—6931. doi: 10.1128/JB.00831-06 PMID: 16980495

Ben HajKhalifa A, Moissenet D, Vu Thien H, Khedher M (2001) Virulence factors in Pseudomonas
aeruginosa: mechanisms and modes of regulation. Ann Biol Clin (Paris) 69: 393—403.

Lavigne R, Burkal'tseva MV, Robben J, Sykilinda NN, Kurochkina LP, et al. (2003) The genome of bac-
teriophage @KMV, a T7-like virus infecting Pseudomonas aeruginosa. Virology 312: 49-59. doi: 10.
1016/S0042-6822(03)00123-5 PMID: 12890620

Van Delden C, Iglewski BH (1998) Cell-to-cell signaling and Pseudomonas aeruginosa infections.
Emerg Infect Dis 4: 551-560. doi: 10.3201/eid0404.980405 PMID: 9866731

Sadikot RT, Blackwell TS, Christman JW, Prince AS (2005) Pathogen-host interactions in Pseudomo-
nas aeruginosa pneumonia. Am J Respir Crit Care Med 171: 1209-1223. doi: 10.1164/rccm.200408-
1044S0 PMID: 15695491

Fujitani S, Sun HY, Yu VL, Weingarten JA (2011) Pneumonia due to Pseudomonas aeruginosa: Part |:
Epidemiology, clinical diagnosis, and source. Chest 139: 909-919. doi: 10.1378/chest.10-0166 PMID:
21467058

Salomonsen CM, Themudo GE, Jelsbak L, Molin S, Haiby N, et al. (2012) Typing of Pseudomonas
aeruginosa from hemorrhagic pneumonia in mink (Neovison vison). Vet Microbiol 163: 103—109.

Salomonsen CM, Boye M, Haiby N, Jensen TH, Hammer AS (2013) Comparison of histological lesions
in mink with acute hemorrhagic pneumonia associated with Pseudomonas aeruginosa or Escherichia
coli Canadian. Can J Vet Res 77:199-204. PMID: 24101796

Pantozzi FL, Copes JA, Martino P, Stanchi N (2000) Antimicrobial susceptibility of Pseudomonas
aeruginosa isolated from diseased minks. Analecta Vet 1: 32-35.

Strateva T, Yordanov D (2009) Pseudomonas aeruginosa-a phenomenon of bacterial resistance. J
Med Microbiol 58: 1133-1148. doi: 10.1099/jmm.0.009142-0 PMID: 19528173

Donlan RM, Costerton JW (2002) Biofilms: survival mechanisms of clinically relevant microorganisms.
Clin Microbiol Rev 15: 167—-193. doi: 10.1128/CMR.15.2.167-193.2002 PMID: 11932229

Theuretzbacher U (2009) Future antibiotics scenarios: is the tide starting to turn? Int J Antimicrob
Agents 34: 15-20. doi: 10.1016/j.ijantimicag.2009.02.005 PMID: 19342202

Bergh O, Barsheim KY, Bratbak G, Heldal M (1989) High abundance of viruses found in aquatic envi-
ronments. Nature 340: 467—-468. doi: 10.1038/340467a0 PMID: 2755508

O’Flaherty S, Ross RP, Coffey A (2009) Bacteriophage and their lysins for elimination of infectious bac-
teria. FEMS Microbiol Rev 33: 801-819. doi: 10.1111/j.1574-6976.2009.00176.x PMID: 19416364

Keary R, McAuliffe O, Ross RP, Hill C, O’Mahony J, et al. (2013) Bacteriophages and their endolysins
for control of pathogenic bacteria. In: Méndez-Vilas A. Microbial pathogens and strategies for
combating them: science, technology and education, Formatex Research Center, Badajoz, Spain. pp
1028-1040.

Harper DR, Enright MC (2011) Bacteriophages for the treatment of Pseudomonas aeruginosa infection.
J Appl Microbiol 111:1-7. doi: 10.1111/.1365-2672.2011.05003.x PMID: 21410851

Debarbieux L, Leduc D, Maura D, Morello E, Criscuolo A, et al. (2010) Bacteriophages can treat and
prevent pseudomonas aeruginosa lung infections. J Infect Dis 201: 1096—1104. doi: 10.1086/651135
PMID: 20196657

Mahadevan MS, Nagananda GS, Arijit D, Sourav B, Sandeep S (2009) Isolation of Host-Specific Bacte-
riophages from Sewage Against Human Pathogens. Asian J Biotechnol 1: 163—170.

PLOS ONE | DOI:10.1371/journal.pone.0116571

January 23, 2015 16/17


http://dx.doi.org/10.1016/j.jmb.2004.03.016
http://www.ncbi.nlm.nih.gov/pubmed/15111065
http://dx.doi.org/10.1021/ci010263s
http://www.ncbi.nlm.nih.gov/pubmed/12086524
http://dx.doi.org/10.1128/JB.00831-06
http://www.ncbi.nlm.nih.gov/pubmed/16980495
http://dx.doi.org/10.1016/S0042-6822(03)00123-5
http://dx.doi.org/10.1016/S0042-6822(03)00123-5
http://www.ncbi.nlm.nih.gov/pubmed/12890620
http://dx.doi.org/10.3201/eid0404.980405
http://www.ncbi.nlm.nih.gov/pubmed/9866731
http://dx.doi.org/10.1164/rccm.200408-1044SO
http://dx.doi.org/10.1164/rccm.200408-1044SO
http://www.ncbi.nlm.nih.gov/pubmed/15695491
http://dx.doi.org/10.1378/chest.10-0166
http://www.ncbi.nlm.nih.gov/pubmed/21467058
http://www.ncbi.nlm.nih.gov/pubmed/24101796
http://dx.doi.org/10.1099/jmm.0.009142-0
http://www.ncbi.nlm.nih.gov/pubmed/19528173
http://dx.doi.org/10.1128/CMR.15.2.167-193.2002
http://www.ncbi.nlm.nih.gov/pubmed/11932229
http://dx.doi.org/10.1016/j.ijantimicag.2009.02.005
http://www.ncbi.nlm.nih.gov/pubmed/19342202
http://dx.doi.org/10.1038/340467a0
http://www.ncbi.nlm.nih.gov/pubmed/2755508
http://dx.doi.org/10.1111/j.1574-6976.2009.00176.x
http://www.ncbi.nlm.nih.gov/pubmed/19416364
http://dx.doi.org/10.1111/j.1365-2672.2011.05003.x
http://www.ncbi.nlm.nih.gov/pubmed/21410851
http://dx.doi.org/10.1086/651135
http://www.ncbi.nlm.nih.gov/pubmed/20196657

@‘PLOS | ONE

phiKMV-Like Bacteriophage and Mink Hemorrhagic Pneumonia

50.

51.

52.

53.

54.

55.

56.

57.

58.

59.

60.

61.

62.

Lavigne R, Seto D, Mahadevan P, Ackermann HW, Kropinski AM (2008) Unifying classical and molecu-
lar taxonomic classification: analysis of the Podoviridae using BLASTP-based tools. Res Microbiology
159: 406—414. doi: 10.1016/j.resmic.2008.03.005 PMID: 18555669

Weinbauer MG (2004) Ecology of prokaryotic viruses. FEMS Microbiol Rev 28: 127-181. doi: 10.1016/
j.femsre.2003.08.001 PMID: 15109783

Niu YD, Stanford K, Kropinski AM, Ackermann HW, Johnson RP, et al. (2012) Genomic proteomic and
physiological characterization of a T5-like bacteriophage for control of Shiga toxin-producing
Escherichia coli O157:H7. PLoS One 7. doi: 10.1371/journal.pone.0034585 PMID: 22514640

Skurnik M, Pajunen M, Kiljunen S (2007) Biotechnology challenges of phage therapy. Biotech Lett 29:
995-1003. doi: 10.1007/s10529-007-9346-1 PMID: 17364214

Merril CR, Scholl D, Adhya S (2006) Phage therapy. In: Calendar R (ed). The bacteriophages- 2nd ed.
New York, NY: Oxford University Press. pp 725-741.

Boraty ski J, Syper D, Weber-Dabrowska B, tusiak-Szelachowska M, Pozniak G, et al. (2004) Prepara-
tion of endotoxin-free bacteriophages. Cell Mol Biol Lett 9: 253-259. PMID: 15213806

Hoe S, Semler DD, Goudie AD, Lynch KH, Matinkhoo S, et al. (2013) Respirable bacteriophages for
the treatment of bacterial lung infections. J Aerosol Med Pulm Drug Deliv 26: 317-335. doi: 10.1089/
jamp.2012.1001 PMID: 23597003

Bruttin A, Briissow H (2005) Human volunteers receiving Escherichia coli phage T4 orally: a safety of
phage therapy. Antimicrob Agents Chemother 49: 2874-2878. doi: 10.1128/AAC.49.7.2874-2878.
2005 PMID: 15980363

Morello E, Saussereau E, Maura D, Huerre M, Touqui L, et al. (2011) Pulmonary bacteriophage therapy
on Pseudomonas aeruginosa cystic fibrosis strains: first steps towards treatment and prevention. PLoS
One 6. doi: 10.1371/journal.pone.0016963 PMID: 21347240

Ryan EM, Gorman SP, Donnelly RF, Gilmore BF (2011) Recent advances in bacteriophage therapy:
how delivery routes, formulation, concentration and timing influence the success of phage therapy. J
Pharm Pharmacol 63: 1253—-1264. doi: 10.1111/j.2042-7158.2011.01324.x PMID: 21899540

Qi AS, Friend J, Yeo L (2008) SAW atomization application on inhaled pulmonary drug delivery. In Pro-
ceedings of SPIE Conference on Biomedical Applications of Micro- and Nanoengineering IV and Com-
plex Systems, Melbourne, VIC, United States. pp 1-10.

Labiris NR, Dolovich MB (2003) Pulmonary drug delivery. Part Il: The role of inhalant delivery devices
and drug formulations in therapeutic effectiveness of aerosolized medications. Br J Clin Pharmacol 56:
600-612. doi: 10.1046/}.1365-2125.2003.01893.x PMID: 14616419

Golshahi L, Seed KD, Dennis JJ, Finlay WH (2008) Toward modern inhalational bacteriophage therapy:
nebulization of bacteriophages of Burkholderia cepacia complex. J Aerosol Med Pulm Drug Deliv 21:
351-360. doi: 10.1089/jamp.2008.0701 PMID: 18800880

PLOS ONE | DOI:10.1371/journal.pone.0116571

January 23, 2015 17/17


http://dx.doi.org/10.1016/j.resmic.2008.03.005
http://www.ncbi.nlm.nih.gov/pubmed/18555669
http://dx.doi.org/10.1016/j.femsre.2003.08.001
http://dx.doi.org/10.1016/j.femsre.2003.08.001
http://www.ncbi.nlm.nih.gov/pubmed/15109783
http://dx.doi.org/10.1371/journal.pone.0034585
http://www.ncbi.nlm.nih.gov/pubmed/22514640
http://dx.doi.org/10.1007/s10529-007-9346-1
http://www.ncbi.nlm.nih.gov/pubmed/17364214
http://www.ncbi.nlm.nih.gov/pubmed/15213806
http://dx.doi.org/10.1089/jamp.2012.1001
http://dx.doi.org/10.1089/jamp.2012.1001
http://www.ncbi.nlm.nih.gov/pubmed/23597003
http://dx.doi.org/10.1128/AAC.49.7.2874-2878.2005
http://dx.doi.org/10.1128/AAC.49.7.2874-2878.2005
http://www.ncbi.nlm.nih.gov/pubmed/15980363
http://dx.doi.org/10.1371/journal.pone.0016963
http://www.ncbi.nlm.nih.gov/pubmed/21347240
http://dx.doi.org/10.1111/j.2042-7158.2011.01324.x
http://www.ncbi.nlm.nih.gov/pubmed/21899540
http://dx.doi.org/10.1046/j.1365-2125.2003.01893.x
http://www.ncbi.nlm.nih.gov/pubmed/14616419
http://dx.doi.org/10.1089/jamp.2008.0701
http://www.ncbi.nlm.nih.gov/pubmed/18800880


<<
  /ASCII85EncodePages false
  /AllowTransparency false
  /AutoPositionEPSFiles true
  /AutoRotatePages /None
  /Binding /Left
  /CalGrayProfile (Dot Gain 20%)
  /CalRGBProfile (sRGB IEC61966-2.1)
  /CalCMYKProfile (U.S. Web Coated \050SWOP\051 v2)
  /sRGBProfile (sRGB IEC61966-2.1)
  /CannotEmbedFontPolicy /Error
  /CompatibilityLevel 1.4
  /CompressObjects /Tags
  /CompressPages true
  /ConvertImagesToIndexed true
  /PassThroughJPEGImages true
  /CreateJobTicket false
  /DefaultRenderingIntent /Default
  /DetectBlends true
  /DetectCurves 0.0000
  /ColorConversionStrategy /CMYK
  /DoThumbnails false
  /EmbedAllFonts true
  /EmbedOpenType false
  /ParseICCProfilesInComments true
  /EmbedJobOptions true
  /DSCReportingLevel 0
  /EmitDSCWarnings false
  /EndPage -1
  /ImageMemory 1048576
  /LockDistillerParams false
  /MaxSubsetPct 100
  /Optimize true
  /OPM 1
  /ParseDSCComments true
  /ParseDSCCommentsForDocInfo true
  /PreserveCopyPage true
  /PreserveDICMYKValues true
  /PreserveEPSInfo true
  /PreserveFlatness true
  /PreserveHalftoneInfo false
  /PreserveOPIComments true
  /PreserveOverprintSettings true
  /StartPage 1
  /SubsetFonts true
  /TransferFunctionInfo /Apply
  /UCRandBGInfo /Preserve
  /UsePrologue false
  /ColorSettingsFile ()
  /AlwaysEmbed [ true
  ]
  /NeverEmbed [ true
  ]
  /AntiAliasColorImages false
  /CropColorImages true
  /ColorImageMinResolution 300
  /ColorImageMinResolutionPolicy /OK
  /DownsampleColorImages true
  /ColorImageDownsampleType /Bicubic
  /ColorImageResolution 300
  /ColorImageDepth -1
  /ColorImageMinDownsampleDepth 1
  /ColorImageDownsampleThreshold 1.50000
  /EncodeColorImages true
  /ColorImageFilter /DCTEncode
  /AutoFilterColorImages true
  /ColorImageAutoFilterStrategy /JPEG
  /ColorACSImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /ColorImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /JPEG2000ColorACSImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /JPEG2000ColorImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /AntiAliasGrayImages false
  /CropGrayImages true
  /GrayImageMinResolution 300
  /GrayImageMinResolutionPolicy /OK
  /DownsampleGrayImages true
  /GrayImageDownsampleType /Bicubic
  /GrayImageResolution 300
  /GrayImageDepth -1
  /GrayImageMinDownsampleDepth 2
  /GrayImageDownsampleThreshold 1.50000
  /EncodeGrayImages true
  /GrayImageFilter /DCTEncode
  /AutoFilterGrayImages true
  /GrayImageAutoFilterStrategy /JPEG
  /GrayACSImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /GrayImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /JPEG2000GrayACSImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /JPEG2000GrayImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /AntiAliasMonoImages false
  /CropMonoImages true
  /MonoImageMinResolution 1200
  /MonoImageMinResolutionPolicy /OK
  /DownsampleMonoImages true
  /MonoImageDownsampleType /Bicubic
  /MonoImageResolution 1200
  /MonoImageDepth -1
  /MonoImageDownsampleThreshold 1.50000
  /EncodeMonoImages true
  /MonoImageFilter /CCITTFaxEncode
  /MonoImageDict <<
    /K -1
  >>
  /AllowPSXObjects false
  /CheckCompliance [
    /None
  ]
  /PDFX1aCheck false
  /PDFX3Check false
  /PDFXCompliantPDFOnly false
  /PDFXNoTrimBoxError true
  /PDFXTrimBoxToMediaBoxOffset [
    0.00000
    0.00000
    0.00000
    0.00000
  ]
  /PDFXSetBleedBoxToMediaBox true
  /PDFXBleedBoxToTrimBoxOffset [
    0.00000
    0.00000
    0.00000
    0.00000
  ]
  /PDFXOutputIntentProfile ()
  /PDFXOutputConditionIdentifier ()
  /PDFXOutputCondition ()
  /PDFXRegistryName ()
  /PDFXTrapped /False

  /CreateJDFFile false
  /Description <<

    /BGR <>
    /CHS <FEFF4f7f75288fd94e9b8bbe5b9a521b5efa7684002000410064006f006200650020005000440046002065876863900275284e8e9ad88d2891cf76845370524d53705237300260a853ef4ee54f7f75280020004100630072006f0062006100740020548c002000410064006f00620065002000520065006100640065007200200035002e003000204ee553ca66f49ad87248672c676562535f00521b5efa768400200050004400460020658768633002>
    /CHT <FEFF4f7f752890194e9b8a2d7f6e5efa7acb7684002000410064006f006200650020005000440046002065874ef69069752865bc9ad854c18cea76845370524d5370523786557406300260a853ef4ee54f7f75280020004100630072006f0062006100740020548c002000410064006f00620065002000520065006100640065007200200035002e003000204ee553ca66f49ad87248672c4f86958b555f5df25efa7acb76840020005000440046002065874ef63002>
    /CZE <>
    /DAN <>
    /DEU <>
    /ESP <>
    /ETI <>
    /FRA <>
    /GRE <>

    /HRV (Za stvaranje Adobe PDF dokumenata najpogodnijih za visokokvalitetni ispis prije tiskanja koristite ove postavke.  Stvoreni PDF dokumenti mogu se otvoriti Acrobat i Adobe Reader 5.0 i kasnijim verzijama.)
    /HUN <>
    /ITA <>
    /JPN <FEFF9ad854c18cea306a30d730ea30d730ec30b951fa529b7528002000410064006f0062006500200050004400460020658766f8306e4f5c6210306b4f7f75283057307e305930023053306e8a2d5b9a30674f5c62103055308c305f0020005000440046002030d530a130a430eb306f3001004100630072006f0062006100740020304a30883073002000410064006f00620065002000520065006100640065007200200035002e003000204ee5964d3067958b304f30533068304c3067304d307e305930023053306e8a2d5b9a306b306f30d530a930f330c8306e57cb30818fbc307f304c5fc59808306730593002>
    /KOR <FEFFc7740020c124c815c7440020c0acc6a9d558c5ec0020ace0d488c9c80020c2dcd5d80020c778c1c4c5d00020ac00c7a50020c801d569d55c002000410064006f0062006500200050004400460020bb38c11cb97c0020c791c131d569b2c8b2e4002e0020c774b807ac8c0020c791c131b41c00200050004400460020bb38c11cb2940020004100630072006f0062006100740020bc0f002000410064006f00620065002000520065006100640065007200200035002e00300020c774c0c1c5d0c11c0020c5f40020c2180020c788c2b5b2c8b2e4002e>
    /LTH <>
    /LVI <>
    /NLD (Gebruik deze instellingen om Adobe PDF-documenten te maken die zijn geoptimaliseerd voor prepress-afdrukken van hoge kwaliteit. De gemaakte PDF-documenten kunnen worden geopend met Acrobat en Adobe Reader 5.0 en hoger.)
    /NOR <>
    /POL <>
    /PTB <>
    /RUM <>
    /RUS <>
    /SKY <>
    /SLV <>
    /SUO <>
    /SVE <>
    /TUR <>
    /UKR <>
    /ENU (Use these settings to create Adobe PDF documents best suited for high-quality prepress printing.  Created PDF documents can be opened with Acrobat and Adobe Reader 5.0 and later.)
  >>
  /Namespace [
    (Adobe)
    (Common)
    (1.0)
  ]
  /OtherNamespaces [
    <<
      /AsReaderSpreads false
      /CropImagesToFrames true
      /ErrorControl /WarnAndContinue
      /FlattenerIgnoreSpreadOverrides false
      /IncludeGuidesGrids false
      /IncludeNonPrinting false
      /IncludeSlug false
      /Namespace [
        (Adobe)
        (InDesign)
        (4.0)
      ]
      /OmitPlacedBitmaps false
      /OmitPlacedEPS false
      /OmitPlacedPDF false
      /SimulateOverprint /Legacy
    >>
    <<
      /AddBleedMarks false
      /AddColorBars false
      /AddCropMarks false
      /AddPageInfo false
      /AddRegMarks false
      /ConvertColors /ConvertToCMYK
      /DestinationProfileName ()
      /DestinationProfileSelector /DocumentCMYK
      /Downsample16BitImages true
      /FlattenerPreset <<
        /PresetSelector /MediumResolution
      >>
      /FormElements false
      /GenerateStructure false
      /IncludeBookmarks false
      /IncludeHyperlinks false
      /IncludeInteractive false
      /IncludeLayers false
      /IncludeProfiles false
      /MultimediaHandling /UseObjectSettings
      /Namespace [
        (Adobe)
        (CreativeSuite)
        (2.0)
      ]
      /PDFXOutputIntentProfileSelector /DocumentCMYK
      /PreserveEditing true
      /UntaggedCMYKHandling /LeaveUntagged
      /UntaggedRGBHandling /UseDocumentProfile
      /UseDocumentBleed false
    >>
  ]
>> setdistillerparams
<<
  /HWResolution [2400 2400]
  /PageSize [612.000 792.000]
>> setpagedevice


