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Author Correction: Targeted 
sequencing reveals the somatic 
mutation landscape in a Swedish 
breast cancer cohort
Argyri Mathioudaki, Viktor Ljungström, Malin Melin, Maja Louise Arendt, Jessika Nordin ,  
Åsa Karlsson, Eva Murén, Pushpa Saksena, Jennifer R. S. Meadows, Voichita D. Marinescu, 
Tobias Sjöblom  & Kerstin Lindblad‑Toh

Correction to: Scientific Reports https ://doi.org/10.1038/s4159 8-020-74580 -1, published online 09 November 
2020

This Article contains an error in the Discussion section where,

“For KMT2C, we noted a large fraction of truncating mutations many of which were between the 5′ and 3′ pro-
tein domains and could be expected to lead to a shorter protein which would be lacking the PHD domain that 
is found to be the one regulating which enhancers will be monomethylated (Fig. 3C).”

should read:

“For KMT2C, we noted a large fraction of truncating mutations which could be expected to lead to a shorter 
protein lacking the PHD domain, and in turn, the deregulation of enhancer methylation (Fig. 3C).”

Open Access  This article is licensed under a Creative Commons Attribution 4.0 International 
License, which permits use, sharing, adaptation, distribution and reproduction in any medium or 

format, as long as you give appropriate credit to the original author(s) and the source, provide a link to the 
Creative Commons licence, and indicate if changes were made. The images or other third party material in this 
article are included in the article’s Creative Commons licence, unless indicated otherwise in a credit line to the 
material. If material is not included in the article’s Creative Commons licence and your intended use is not 
permitted by statutory regulation or exceeds the permitted use, you will need to obtain permission directly from 
the copyright holder. To view a copy of this licence, visit http://creat iveco mmons .org/licen ses/by/4.0/.

© The Author(s) 2021

OPEN

http://orcid.org/0000-0002-8414-2190
http://orcid.org/0000-0001-6668-4140
https://doi.org/10.1038/s41598-020-74580-1
http://creativecommons.org/licenses/by/4.0/
http://crossmark.crossref.org/dialog/?doi=10.1038/s41598-021-84929-9&domain=pdf

	Author Correction: Targeted sequencing reveals the somatic mutation landscape in a Swedish breast cancer cohort

