
supplemental Table S1. Primers used in qPCR

Primer Sequence (5’→3’) Target

GATGGCCTCGCGTCCGATTAG
CCGAAGACCTTCTTCCTCC
CCTGAGTGGCACATTGCAACT
TAAATGCTGTCAACGGGAAGG
CCAAGCTCGTCATGGAGCTC
ATGGTCAGCTTGTCGTAGTCA
AACCTGTCCGATGAGGCAGCC
TCTTCCACCGTGTTGATGCCT
GCCATCATCGAGAAGAATGAC
TGTGCATTGATCGTGCCATCC
GAAATTGTCCTGAACCTGAAA
CCTGTTTGTTGCGCTCAGCC
AAGGGCCGCGGTTATGTGCCT
TAATCGATGGCCTGTCCAACG
CCTGAATGGCACATCGCAACCT
ATGCTATCGACGGGAAGCGTA
GGTGAATTACAATGTTGAGAA
TCTCGGTGCCAGCGGCCTCA
AATGTCGAGAGCACCCGTGTG
GATCTCAGCGCCAGCGGCCTCG

Fprau223F
Fprau420R
Faecali-group1-sp-F
Faecali-group1-sp-R
Faecali-group2-sp-F
Faecali-group2-sp-R
Faecali-group3-sp-F
Faecali-group3-sp-R
Faecali-group4-sp-F
Faecali-group4-sp-R
Faecali-group5-sp-F
Faecali-group5-sp-R
Faecali-group6-sp-F
Faecali-group6-sp-R
Faecali-group7-sp-F
Faecali-group7-sp-R
Faecali-group8-sp-F
Faecali-group8-sp-R
Faecali-group9-sp-F
Faecali-group9-sp-R

Faecalibacterium genus
Faecalibacterium genus
Group 1 (F. prausnitzii)
Group 1 (F. prausnitzii)
Group 2
Group 2
Group 3 (F. taiwanense)
Group 3 (F. taiwanense)
Group 4 (F. longum)
Group 4 (F. longum)
Group 5
Group 5
Group 6 (F. duncaniae)
Group 6 (F. duncaniae)
Group 7 (F. hattorii)
Group 7 (F. hattorii)
Group 8
Group 8
Group 9 (F. butyricigenerans)
Group 9 (F. butyricigenerans)
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