
Supplemental Figures 

 

Figure S1. Neil3 is expressed in proliferating NSPCs and promotes survival of neuronal 

lineage cells. NSPCs were cultured from postnatal day 5 wildtype (wt) and Neil3-/- 

hippocampus. A) Gene expression analysis of neuronal marker at passage 2-5 (early) and 

passage 6-17 (late). B) Gene expression analysis of Neil3 in undifferentiated (undiff.) and 

differentiated NSPCs (p5-p11) for one day (D1), three days (D3) and five days (D5). Statistical 

analyses were done in GraphPad Prism Software v10.1 using 2-way ANOVA with Tukey’s 

multiple comparisons test in (A) or one-way ANOVA in (B). Data are presented as mean ± 

SEM from NSPC preparation of at least three mice each genotype with *p <0.05 as compared 

to wt and #p <0.05 as compared to undiff. wt.   

 

 

 

 

 

 

 

 

 

 

 

 

 



 

 

 

 

 

 

  

 

 

 

 

 

 

 

 

 

 

 

 

 

 

Figure S2. Membrane properties of adult granule cells from Neil3-/- mice. A) Example of 

current clamp recordings of DG neurons in Neil3-/+ (control) and Neil3-/- (Neil3ko) mice in 

response to a 400 ms long current step (-100pA and 100 pA). B) Mean amplitude of the 

afterhyperpolarization potential. Data are presented as mean ± SEM (n=24 cells), *p<0.05. C) 

Sag amplitude following a hyperpolarizing current step. Data are presented as mean ± SEM 

(n=24 cells), *p<0.05. D) Biocytin-filled adult granule cells.   

 

 



 

Supplementary experimental procedures 

 

Sholl analysis 

To analyze dendritic morphology, slices were transferred from the recording chamber to a 

container with 4% paraformaldehyde in PBS. Slices were fixed overnight or longer. After 

washing in PBS for 10 minutes, slices were incubated overnight in 0.1% streptavidin 

conjugated with the fluorochrome Alexa 488 (Life Sciences). Slices were then washed and 

mounted with mowiol. Photomicrographs of granule cells were obtained in a laser scanning 

confocal microscope or a conventional microscope equipped with epifluorescence (Zeiss). 

Dendrites were traced using the ImageJ plugin NeuronJ (Leao et al., 2012). NeuronJ files were 

them imported into Matlab for automated Sholl analysis using the ‘Bonfire’ program 

(Langhammer et al., 2010). 
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