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LC3-associated phagocytosis (LAP) is an emerging non-canonical autophagy process

that bridges signaling from pattern-recognition receptors (PRRs) to autophagic

machinery. LAP formation results in incorporation of lipidated LC3 into phagosomal

membrane (termed LAPosome). Increasing evidence reveals that LAP functions as

an innate defense mechanism against fungal pathogens. However, the molecular

mechanism involved and the consequence of LAP in regulating anti-fungal immune

response remain largely unexplored. Here we show that Histoplasma capsulatum is

taken into LAPosome upon phagocytosis by macrophages. Interaction of H. capsulatum

with Dectin-1 activates Syk and triggers subsequent NADPH oxidase-mediated

reactive oxygen species (ROS) response that is involved in LAP induction. Inhibiting

LAP induction by silencing LC3α/β or treatment with ROS inhibitor impairs the

activation of MAPKs-AP-1 pathway, thereby reduces macrophage proinflammatory

cytokine response to H. capsulatum. Additionally, we unravel the importance of

NLRX1 in fungus-induced LAP. NLRX1 facilitates LAP by interacting with TUFM

which associates with autophagic proteins ATG5-ATG12 for LAPosome formation.

Macrophages from Nlrx1−/− mice or TUFM-silenced cells exhibit reduced LAP

induction and LAP-mediated MAPKs-AP-1 activation for cytokine response to

H. capsulatum. Furthermore, inhibiting ROS production in Nlrx1−/− macrophages

almost completely abolishes H. capsulatum-induced LC3 conversion, indicating that

both Dectin-1/Syk/ROS-dependent pathway and NLRX1-TUFM complex-dependent

pathway collaboratively contribute to LAP induction. Our findings reveal new pathways

underlying LAP induction by H. capsulatum for macrophage cytokine response.

Keywords: LC3-associated phagocytosis, Histoplasma capsulatum, NLRX1, macrophage, non-canonical
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INTRODUCTION

Histoplasma capsulatum is a pathogenic dimorphic fungus that
can cause flu-like respiratory illness in humans. The infection
can become life-threatening when it disseminates from lungs to
other organs (1). Cases of histoplasmosis are reported worldwide
(2, 3). The incidence of progressive disseminated histoplasmosis
may continue to rise due to increased international travel
and extensive use of immunosuppressive medications. Infection
of H. capsulatum is initiated by inhalation of microconidia
or fragments of hyphae. The hyphal forms then undergo a
morphological transform to budding yeasts, which are taken
up by macrophages (4). Engulfed H. capsulatum interferes with
the acidification of phagolysosome and subsequently survives
and replicates within macrophages (5, 6). Recognition of H.
capsulatum by macrophage through CR3 and Dectin-1 triggers
TNF and IL-6 production that orchestrates adaptive immune
response against the infection (7). Mice defective in both CR3
and Dectin-1 are impaired in TNF and IL-6 production, which
results in reduced Th1 and Th17 responses and heightened
susceptibility to histoplasmosis (7). Macrophage also serves as
an antigen donor cell to deliver H. capsulatum antigen to
dendritic cells (DCs) for cross-presentation and functions as an
effector cell to kill the intracellular yeasts when activated by
IFN-γ, IL-17A, TNF, and GM-CSF (8–12). Given the multiple
roles of macrophage in host defense against H. capsulatum,
a better understanding of its interaction with the fungus is
crucial for the development of new therapeutic strategies against
histoplasmosis.

Macroautophagy (herein referred to as autophagy) pathway
is involved in a wide range of innate and adaptive immune
responses. It is known to regulate inflammatory signaling,
antigen processing and presentation, and clearance of pathogens
(13, 14). An emerging non-canonical autophagic process,
LC3-associated phagocytosis (LAP), links cell surface receptor
signaling to autophagic machinery. In LAP, lipidated LC3 (LC3-
II) is recruited and incorporated into phagosomal membrane
(termed LAPosome) that mediates phagosome maturation (15,
16). LAP pathway can serve as an innate defense mechanism
against invading microorganisms including bacteria, fungi, and
parasites (17, 18). In the context of fungal infection, Candida
albicans, Cryptococcus neoformans, and Aspergillus fumigatus
have been shown to be targeted by LAP in macrophages (19–
23). Induction of LAP by C. albicans andA. fumigatus is triggered
by Dectin-1/Syk signaling and requires NADPH oxidase-derived
ROS response (19, 21–23). It is reported that LAP facilitates the
killing of fungi and plays a crucial role in controlling infections
(20–24). Yet the role of LAP in anti-fungal immunity against H.
capsulatum has never been studied. In addition to the direct effect
on fungicidal functions, LAP impairment altersmacrophage anti-
fungal cytokine response (20, 22), indicating the involvement of
LAP in inflammation modulation. Further studies are required
to unravel how LAP affects the signaling pathway leading to
cytokine production.

NLRX1 (also known as CLR11.3 and NOD9) is ubiquitously
expressed in a variety of cell types and is the only NLR
member that primarily localizes to the mitochondria (25, 26).

NLRX1 is reported to be involved in regulation of several
cellular functions, including innate inflammatory response,
cell apoptosis, autophagy, and mitochondrial activity (25–31).
Through association with different partners, NLRX1 acts as a
negative regulator to inhibit TLR, MAVS, and STING pathways,
and as a positive regulator to facilitate autophagy in response
to viral infection (25, 27–29, 32). Mouse embryonic fibroblasts
and primary peritoneal macrophages deficient in NLRX1 fail to
induce LC3 conversion after infection with vesicular stomatitis
virus (VSV) (29). Mechanistically, NLRX1 forms a complex
with a mitochondrial protein Tu translation elongation factor
(TUFM) which interacts with ATG5-ATG12 and ATG16L1,
thereby promotes autophagy induction (29). Since ATG5-ATG12
and ATG16L1 are required for both canonical autophagy and
LAP pathways, it is plausible that NLRX1 is involved in the LAP
pathway and regulates host response against fungal infections.

In this study, we demonstrated the formation of LAP in
H. capsulatum-infected macrophages. We discovered that
signaling downstream of Dectin-1 facilitated NADPH oxidase-
derived ROS response which was required for LAP induction
by H. capsulatum. Through a mechanism independent of
ROS, NLRX1 promotes fungus-induced LAP through its
association with TUFM that interacted with ATG5-ATG12
conjugate for LAPosome formation. These two separate
pathways collaboratively contributed to LAP induction. In
addition, LAP formation promoted macrophage inflammatory
cytokine response to H. capsulatum by enhancing MAPKs-AP-1
pathway. Here we revealed for the first time the role of H.
capsulatum-induced LAP in macrophage cytokine response and
the molecular mechanism of LAPosome formation. Our study
also provides a link between NLRX1 and LAP in the context of
host-fungus interactions.

MATERIALS AND METHODS

Fungus
Histoplasma capsulatum strain 505 yeast cells were cultured
at 37◦C on brain heart infusion (BHI) agar (BD Biosciences)
supplemented with 1mg/ml cysteine (Sigma), 20mg/ml dextrose,
and 10% heat-inactivated fetal bovine serum (FBS; Biological
Industries). Yeast suspensions were freshly prepared in RPMI
1640 medium (Gibco) for each experiment. Heat-killed yeasts
were prepared by treatment at 65◦C for 2 h.

Mice and Cells
Wild-type C56BL/6 mice (The Jackson Laboratories; Stock
number: 000664), Itgam−/− (The Jackson Laboratories;
Stock number: 003991), Ncf1−/− (The Jackson Laboratories;
Stock number: 027331), Nlrx1−/− (27), Clec7a−/− (33),
Clec4n−/− (34), and Syk−/+ (35) mice were bred and maintained
in the National Laboratory Animal Center (NLAC, Taiwan) or in
the National Taiwan University College of Medicine Laboratory
Animal Center (NTU CMLAC) under specific pathogen-free
(SPF) conditions. Mice at 6–12 weeks of age were used in all of
the experiments.

Peritoneal macrophages were harvested by peritoneal lavage
from mice at 4 days after peritoneal injection of 1ml of 3%
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FIGURE 1 | Infection of macrophages with H. capsulatum induces LC3 conversion and recruitment to fungus-containing phagosome. (A) Macrophages from WT

mice were stimulated with or without (0min) H. capsulatum (MOI = 5) for the indicated time. Cell lysates were extracted and analyzed by Western blotting. (B)

Macrophages from WT mice treated with or without cytochalasin D (CCD, 10µg/ml) were stimulated with H. capsulatum at the indicated yeast-to-macrophage ratios

for 60min. Cell lysates were extracted and analyzed by Western blotting. (C) Macrophages were stimulated with or without H. capsulatum (MOI = 5) for 60min. Cells

were fixed and stained for LC3B (green), F-actin (red), and nucleus compartment (blue). Cells were viewed under confocal microscope. Asterisks in the DIC/Nucleus

field point to H. capsulatum yeasts. Box areas are shown at higher magnification in the bottom left corner of the corresponding image. The intensity of different

fluorochromes along the white arrow in the merged image is shown as the histogram on the right. Data shown are representative of at least 3 independent

experiments with similar results. (D) Macrophages from WT mice were stimulated with or without H. capsulatum (MOI = 2) for 30min. Transmission electron

microscopy (TEM) were used to analyze H. capsulatum-containing vacuoles in macrophages. Representative TEM micrographs are shown. Box area in the middle

panel is shown as magnified image in the right panel. (E) Macrophages from WT mice were transfected with control siRNA or siRNA against Rubicon (50 nM) for 72 h.

Cells were then stimulated with or without (0min) H. capsulatum (MOI = 5) for 30 and 60min. After stimulation, cell lysates were collected and assessed by Western

blotting. Data shown in the lower panel are relative intensity of LC3-II normalized against the corresponding β-actin, mean ± SEM are shown (n = 3) (A,B,E).
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thioglycollate medium (Sigma-Aldrich). Peritoneal cells were
allowed to adhere in the wells overnight, and the adherent
cells were used in the experiments (>95% F4/80+). To obtain
primary macrophages deficient in Syk, Syk−/− embryos (E13.5-
E15.5) were separated from Syk+/+ and Syk+/− embryos by their
exhibition of petechiae and verified by genotyping (36). Single-
cell suspensions from fetal liver tissues were cultured in DMEM
medium (Gibco) containing 20% L929 cell conditioned medium
for 5 days. Over 95% of the adherent cells were F4/80+ which
were identified as fetal liver-derived macrophages (FLDMs).

Reagents and Antibodies
Syk inhibitors SykI and BAY 61-3606, JNK inhibitor SP600125,
ERK inhibitor U0126, and p38 inhibitor SB203580 were
obtained from Calbiochem-Merck. Laminarin and zymosan
were purchased from InvivoGen. Peptide inhibitor for NADPH
oxidase assembly, gp91ds-tat, was purchased from AnaSpec.
Diphenyleneiodonium chloride (DPI) and Mito-TEMPO were
obtained from Sigma-Aldrich. LysoTracker Red was obtained
from Life Technologies.

Antibodies against LC3, Rubicon, NLRX1, phospho (p)-
p40-phox (Thr154), p-JNK (Thr183/Tyr185), p-ERK1/2
(Thr202/Tyr204), p-p38 (Thr180/Tyr182), p-c-Fos (Ser32),
p-IKKα/β (Ser176/180), p-IκBα (Ser32), IκBα, and p-NFκBp65
(Ser536) were purchased from Cell Signaling. Antibodies against
p-Syk (Tyr525), p-c-Jun (Ser63), and TUFM were obtained from
Abcam. Anti-Syk, anti-ATG5, anti-β-actin, HRP-conjugated
anti-rabbit IgG, and Rabbit IgG isotype control were purchased
from GeneTex Inc. Receptor blocking antibodies against Dectin-
1 (clone 2A11), Dectin-2 (clone D2.11E4), and CR3 (clone 5C6)
were purchased from Bio-Rad (formerly AbD Serotec) and TLR2
(clone 6C2) was from eBioscience.

Western Blotting
Cell lysates were extracted by using PhosphoSafe Extraction
Reagent cell lysis buffer (Novagen) following manufacturer’s
instructions. Cell lysates were subjected to electrophoresis at 7,
10, or 12.5% sodium dodecyl sulfate poly-acrylamide gel (SDS-
PAGE) and transferred to PVDF membrane (GE Healthcare).
The membrane was blocked with 5% skim milk (Sigma-Aldrich)
and incubated in buffer containing primary antibody against
molecule of interest followed by HRP-conjugated secondary
antibodies. The blot was developed by chemiluminescence using
ECL solution (GeneTex Inc., Merck Millipore, PerkinElmer Life
Science, and GE Healthcare). Protein expression was quantified
by densitometric analysis with ImageJ software (NIH, USA).

Immunofluorescence Staining and
Confocal Microscopy
Macrophages were seeded and let adhere on cover slide
overnight. After stimulation with H. capsulatum (MOI = 5),
cells were fixed with 3% paraformaldehyde and permeabilized
with 0.05% Triton X-100. Cells were then blocked with
PBS containing 5% heat-inactivated FBS and stained with

rabbit anti-LC3B (Cell signaling), biotin-labeled rabbit anti-
NLRX1 (Proteintech), rabbit anti-TUFM (Abcam), and rat anti-
LAMP2 (BioLegend) antibodies followed by Alexa Flour 488-
conjugated anti-rabbit IgG, Alexa Flour 594-conjugated anti-
biotin, and Alexa Flour 488-conjugated anti-rat IgG secondary
antibodies (Jackson ImmunoResearch). F-actin was stained with
CytoPainter Phalloidin-iFluor 647 (Abcam). Cell nuclei were
stained with Hoechst 33258 (Thermo Fisher). The images were
acquired with a Zeiss Axiovert 100VT confocal microscope (Carl
Zeiss Inc.) and analyzed by LSM Image Browser (Carl Zeiss Inc.)
and ImageJ software (NIH, USA).

Transmission Electron Microscopy (TEM)
To analyze the membrane structure of a phagosome containing
one single yeast, macrophages were stimulated with H.
capsulatum at a low yeast-to-macrophage ratio (MOI = 2)
for 30min. After stimulation, cells were washed by Dulbecco’s
Phosphate-Buffered Saline (DPBS) and detached by using
Accutase Cell Detachment Solution (BD Biosciences). Cells for
TEM were processed as described previously (37). In brief,
cells were pelleted, fixed in 5% glutaraldehyde, post-fixed with
2% osmic acid, dehydrated, and embedded in Epon 812 resin
(Polysciences). Ultrathin sections (70 nm) were cut and stained
with uranyl acetate and lead citrate before observation under a
transmission electron microscope (H7100, Hitachi).

ROS Detection
Macrophages were stained with 5µM CM-H2DCFDA (Life
Technologies) in phenol red-free HBSS (Gibco) for 30min. After
replenishment with phenol red-free RPMI 1640medium (Gibco),
cells were let rest for 30min. Due to the insensitivity of the assay,
macrophages were stimulated with H. capsulatum yeasts at a
high yeast-to-macrophage ratio (MOI= 10) for different periods
of time. After stimulation, cells were washed with DPBS and
detached by gently scrapping with a rubber policeman. Oxidative
DCF was analyzed by flow cytometry.

Phagocytosis Assay
Macrophages were cooled on ice for 20min before addition of
FITC-labeled H. capsulatum at a yeast-to-macrophage ratio of
10/1 (38). FITC-labeled H. capsulatum was prepared freshly as
previous described (38). Cells were then left on ice for another
60min, followed by culturing in CO2 incubator at 37

◦C to allow
phagocytosis. After incubation for 60min, cells were washed by
warm HBSS and the unphagocytosed FITC-labeled yeasts were
quenched by treatment with trypan blue (1 mg/ml). After wash
with warm DPBS, cells were detached by treatment with 5mM
EDTA and then fixed in 1% paraformaldehyde. The phagocytosis
rate was determined by flow cytometry.

Small Interfering RNA (siRNA) Transfection
of Macrophages
Macrophages were transfected with control siRNA or siRNA
pools targeting Rubicon, LC3α/β or TUFM (Santa Cruz
Biotechnology) usingTransIT-TKOTransfection Reagent (Mirus
Biology LCC) according to the manufacturer’s instruction.
In brief, macrophages were cultured in RPMI 1640 medium

Frontiers in Immunology | www.frontiersin.org 4 December 2018 | Volume 9 | Article 2761

https://www.frontiersin.org/journals/immunology
https://www.frontiersin.org
https://www.frontiersin.org/journals/immunology#articles


Huang et al. NLRX1 Promotes Fungus-Induced LAP

FIGURE 2 | Dectin-1-mediated recognition is crucial for H. capsulatum-induced LC3-II formation. (A,F) Macrophages from WT mice were treated with blocking

antibodies against CR3, Dectin-1, Dectin-2, or TLR2 (10µg/ml each) (A) or laminarin at indicated concentrations (F) for 1 h prior to stimulation with H. capsulatum

(MOI = 5) for 1 h. Cell lysates were extracted and analyzed by Western blotting. (B) Macrophages from WT, Clec7a−/−, Clec4n−/−
, and Itgam−/− mice were

stimulated with or without (0min) H. capsulatum (MOI = 5) for 30 and 60min. Cell lysates were subjected to Western blotting. Data shown in the lower panel are

relative intensity of LC3-II normalized against the corresponding β-actin, mean ± SEM are shown [n = 3 for (A,B), n = 5 for (F)]. (C,D) Macrophages from WT and

Clec7a−/− mice were stimulated with H. capsulatum (MOI = 5) for 1 h. Cells were fixed and stained for LC3B (green), F-actin (red), and the nucleus compartment

(blue). Cells were viewed under confocal microscope. Asterisks in the DIC/Nucleus image point to H. capsulatum yeasts. The intensity of different fluorochromes along

the white arrow in the merged image is shown as the histogram on the right. The mean fluorescence intensity (MFI) of LC3 in cells engulfing H. capsulatum was

quantified. Phagosomes in each cell were counted and the percentages of LC3+ phagosome are shown. Bars represent the mean ± SEM of 3 independent

experiments. (E) Macrophages from WT and Clec7a−/− mice were allowed to phagocytose FITC-labeled H. capsulatum (MOI = 10) for 1 h. Percentages of cells

taking up H. capsulatum were analyzed by flow cytometry. Mean ± SEM are shown (n = 4). *p ≤ 0.05, **p ≤ 0.01, ***p ≤ 0.001 [ANOVA with Bonferroni’s multiple

comparisons post-hoc test (A,B,F); 2-tailed t-test (D,E)].
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FIGURE 3 | NADPH oxidase-mediated ROS response to H. capsulatum is essential for LC3 conversion in macrophages. (A) Macrophages from WT mice were

preloaded with CM-H2DCFDA for 30min prior to stimulation with H. capsulatum (MOI = 10) for indicated time. Flow cytometry was performed to assess global ROS

production. Data shown are the percentages of ROS+ cells (left panel) and the mean fluorescence intensity (MFI) (right panel) of total live cells. Mean ± SEM are

shown (n = 4). (B,C) Macrophages from WT mice were treated with or without DPI (5µM), Mito-Tempo (10µM) (B), and gp91ds-tat (10, 50, and 100µM) (C) for 1 h

prior to stimulation with H. capsulatum (MOI = 5). Cell lysates were collected after 1 h of stimulation and analyzed by Western blotting. (D) Macrophages from WT or

Ncf1−/− mice were stimulated with or without (0min) H. capsulatum (MOI = 5) for 30 and 60min. Cell lysates were subjected to Western blotting. Data shown in the

lower panel are relative intensity of LC3-II normalized against the corresponding β-actin; mean ± SEM are shown. [n = 3 for (B,C); n = 4 for (D)]. (E,F) Macrophages

(Continued)
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FIGURE 3 | from WT and Ncf1−/− mice were stimulated with H. capsulatum (MOI = 5) for 1 h. Cells were fixed and stained for LC3B (green), F-actin (red), and the

nucleus compartment (blue). Cells were viewed under confocal microscope. Asterisks in the DIC/Nucleus image point to H. capsulatum yeasts. The intensity of

different fluorochromes along the white arrow in the merged image is shown as histogram on the right. The mean fluorescence intensity (MFI) of LC3 in cells engulfing

H. capsulatum was quantified. Phagosomes in each cell were counted and the percentages of LC3+ phagosome are shown as mean ± SEM of 4 independent

experiments. (G) Macrophages from WT and Ncf1−/− mice were allowed to phagocytose FITC-labeled H. capsulatum (MOI = 10) for 1 h. Percentages of cells taking

up H. capsulatum were analyzed by flow cytometry. Mean ± SEM are shown (n = 4). *p ≤ 0.05, **p ≤ 0.01, ***p ≤ 0.001 [ANOVA with Tukey post-hoc analysis (B,C)

or Bonferroni’s multiple comparisons post-hoc test (D); 2-tailed t-test (F,G)].

containing 10% heat-inactivated FBS and allowed to adhere
overnight. The siRNA transfection complex was formed by
mixing the TransIT-TKO Reagent with siRNA (25, 50, or
100 nM) in serum-free Opti-MEM medium (Gibco) at room
temperature for 25min and added dropwise to the cells. To
assess knockdown efficiency, cells were collected at 30 and 72 h
after incubation and subjected to real-time qPCR and Western
blotting analysis, respectively. Medium was replaced prior to
stimulation.

Cytokine Assay
Macrophages were stimulated with or without H. capsulatum
yeasts (MOI = 5). At 18 h after stimulation, cell-free culture
supernatants were harvested. The concentrations of TNF, IL-6
and IL-1β in the supernatants were quantified by enzyme-linked
immunosorbent assay (ELISA) Ready-Set-Go kits (eBioscience)
following the manufacturer’s instruction.

Co-immunoprecipitation (Co-IP)
Macrophages were stimulated with or without H. capsulatum
(MOI = 5) for 1 h before lysis with non-denaturing lysis buffer
[20mM Tris HCl pH 8, 137mM NaCl, 1% Nonidet P-40 (NP-
40), 2mM EDTA] supplemented with protease inhibitor cocktail
(Sigma-Aldrich) and 25mM N-ethylmaleimide (NEM). Whole
cell lysates were incubated with antibodies against NLRX1
(Cell signaling), TUFM (Abcam), or rabbit IgG isotype control
(GeneTex) at 4◦C overnight followed by mixing with Protein A
agarose beads (Merck Millipore) at 4◦C for another 4 h. Lysate
beads mixture was washed with IP washing buffer (0.1% NP-40
in PBS). The immunoprecipitates were eluted by being boiled
in PhosphoSafe Extraction Reagent cell lysis buffer (Novagen)
containing 1 × SDS-PAGE Loading Buffer (BIOTOOLS) and
subjected to Western blotting.

Replication Time of Intracellular H.
capsulatum
The experiment followed a protocol that has been published
previously (10). Briefly, macrophages were cultured with H.
capsulatum yeasts (MOI = 2) for 1 h followed by wash to rid
unenglufed yeasts. Cells were lysed by hypotonic shock with
ddH2O (pH = 11) immediately (0 h) or after 18 h of incubation,
and the number of viable intracellular yeast cells was counted
by trypan blue exclusion. Replication time (h) = incubation
interval/number of divisions; and number of divisions = log
2 (Nt/N0), where Nt is the mean number of yeasts/infected
macrophage at the end of incubation (18 h), and N0 is the mean
number of yeasts/infected macrophage at time zero (0 h).

Statistics
The difference between two groups was assessed by two-tailed
t-test. The comparisons among multiple groups were analyzed
by ANOVA followed by Bonferroni’s multiple comparisons
post-hoc test or Tukey post-hoc analysis. Statistical analysis
was performed using GraphPad Prism software (GraphPad
Software). Differences were considered significant at a P-value
of ≤ 0.05.

Ethics Statement
All animal experiments were performed in accordance
with the Guidebook for the Care and Use of Laboratory
Animals, Eighth Edition, 2015, published by The Chinese-
Taipei Society of Laboratory Animal Sciences. The animal
protocol was approved by the Institutional Animal
Care and Use Committee (IACUC, Permit number:
20140533) of National Taiwan University College of
Medicine.

RESULTS

H. capsulatum Induces LAP in
Macrophages
LC3-associated phagocytosis (LAP) is characterized by
conjugation of lipidated LC3 to a single phagosomal membrane
following receptor-mediated recognition of microbial particles
(15). We sought to determine whether H. capsulatum induces
LAP in primary mouse peritoneal macrophages. Western blot
analysis showed that H. capsulatum stimulation induced LC3-II
(the lipidated form of LC3) formation within 15min and
peaked at 60min after infection (Figure 1A). While increasing
multiplicity of infection (MOI, up to 10) increased the levels of
LC3-II, cytochalasin D treatment, which inhibits phagocytosis,
abolished LC3-II formation (Figure 1B). Confocal images
revealed that LC3 was diffusely distributed in unstimulated
macrophages (Figure 1C). Its intensity increased and localized to
phagosomes uponmacrophage uptake of the fungus (Figure 1C).
Furthermore, H. capsulatum-containing vesicle was a single-
but not a double-membrane structure (Figure 1D). Yet, while
silencing Rubicon by small interfering RNA (siRNA) inhibited
zymosan-induced LC3 conversion (Figures S1A, S2), it did not
affect H. capsulatum-induced LC3-II formation (Figure 1E).
These observations provide evidence that LAPosome is formed
in macrophages after engulfing H. capsulatum. While Rubicon is
required for LAP upon uptake of zymosan (23), it is dispensable
for H. capsulatum-induced LAP.

Frontiers in Immunology | www.frontiersin.org 7 December 2018 | Volume 9 | Article 2761

https://www.frontiersin.org/journals/immunology
https://www.frontiersin.org
https://www.frontiersin.org/journals/immunology#articles


Huang et al. NLRX1 Promotes Fungus-Induced LAP

FIGURE 4 | Syk acts downstream of Dectin-1 and affects LC3-II formation by regulating ROS production. (A,B) Macrophages from WT mice were treated with Syk

inhibitors (SyKI, 10µM; Bay 61-3606; 3µM) (A) and MAPK inhibitors [SP600125 (JNKi, 20µM); U0126 (ERKi, 20µM); SB203580 (p38i, 20µM)] (B) for 45min prior to

stimulation with H. capsulatum (MOI = 5) for 1 h. After stimulation, cell lysates were collected and assessed by Western blotting. Data shown in the lower panel are

relative intensity of LC3-II normalized against the corresponding β-actin (n = 3). (C,E) FLDMs from Syk+/+ (WT) and Syk−/− embryos (C) or macrophages from WT

and Clec7a−/− mice (E) were stimulated with or without (0min) H. capsulatum (MOI = 5) for 30 and 60min. After stimulation, cell lysates were collected and

assessed by Western blotting for the expression of indicated proteins. (D,F) FLDMs from Syk+/+ and Syk−/− embryos (D) or macrophages from WT and Clec7a−/−

mice (F) were preloaded with CM-H2DCFDA for 30min prior to stimulation with or without (0min) H. capsulatum (MOI = 10) for 20min. Flow cytometry was

performed to assess global ROS production. Data shown are the percentages of ROS+ cells (left panel) and the mean fluorescence intensity (MFI) (right panel) of total

live cells. [n = 3–4 (D) and n = 6 (F)]. Bars represent the mean ± SEM. *p ≤ 0.05, **p ≤ 0.01, ***p ≤ 0.001 [ANOVA with Tukey post-hoc analysis (A,B) or

Bonferroni’s multiple comparisons post-hoc test (D,F)].

H. capsulatum Induces LAP Through
Dectin-1
Blocking antibodies and receptor-deficient cells were
employed to determine the receptor(s) that is involved in
LAP induction in H. capsulatum-infected macrophages.
Blockade of Dectin-1 but not CR3, Dectin-2 or TLR2 inhibited

LC3-II formation (Figure 2A). Consistently, LC3 conversion
was reduced in H. capsulatum-stimulated Dectin-1-deficient
(Clec7a−/−) macrophages, whereas the level of LC3-II in

macrophages deficient in Dectin-2 (Clec4n−/−) or CR3
(Itgam−/−) was comparable to cells from WT mice (Figure 2B).

Immunofluorescence images also showed that the intensity of
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FIGURE 5 | NLRX1 acts independently of ROS response to promote H. capsulatum-induced LC3 conversion in macrophages. (A,B,F) Macrophages from WT and

Nlrx1−/− mice were stimulated with or without (0min) zymosan (50µg/ml) (A) or H. capsulatum (MOI = 5) (B,F) for indicated time. Cell lysates were extracted and

analyzed by Western blotting for the expression of indicated proteins. Data shown in the lower panel are relative intensity of LC3-II normalized against the

corresponding β-actin, mean ± SEM are shown (n = 3) (A,B). (C,D) Macrophages from WT and Nlrx1−/− mice were stimulated with H. capsulatum for 1 h. Cell were

fixed and stained for LC3B (green), F-actin (red), and nucleus compartment (blue), and viewed under confocal microscope (C). Asterisks in the DIC/Nucleus field point

to H. capsulatum yeasts. The intensity of different fluorochromes along the white arrow in the merged image is shown as the histogram on the right. The mean

fluorescence intensity (MFI) of LC3 in cells engulfing H. capsulatum was quantified. Phagosomes in each cell were counted and the percentages of LC3+ phagosome

are shown as mean ± SEM of 3 independent experiments (D). (E) Macrophages from WT and Nlrx1−/− mice were allowed to phagocytose FITC-labeled H.

capsulatum (MOI = 10) for 1 h. Percentages of cells engulfing H. capsulatum were analyzed by flow cytometry (n = 7). (G) Macrophages from WT and Nlrx1−/− mice

were preloaded with CM-H2DCFDA for 30min prior to stimulation with H. capsulatum (MOI = 10) for 20min. Flow cytometry was performed to assess global ROS

production. Data shown are the percentages of ROS+ cells (left panel) and the mean fluorescence intensity (MFI) (right panel) of total live cells (n = 4). Bars represent

the mean ± SEM. **p ≤ 0.01, ***p ≤ 0.001 [ANOVA with Bonferroni’s multiple comparisons post-hoc test (A,B, G); 2-tailed t-test (D,E)].
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FIGURE 6 | NLRX1 promotes LAP through association with TUFM-ATG5-ATG12 complex. (A) Macrophages from WT mice were stimulated with or without H.

capsulatum. Cell lysates were collected at 30min after stimulation and used for immunoprecipitation with anti-NLRX1, anti-TUFM or isotype control antibodies,

followed by immunoblotting with indicated antibodies. IP, IB, and WCL denote immunoprecipitation, immunoblotting, and whole-cell lysate, respectively.

(B) Macrophages were stimulated with or without H. capsulatum (MOI = 5) for 60min. Cells were fixed and stained for NLRX1 (red), TUFM (green), F-actin (violet), and

nucleus compartment (blue). Cells were viewed under confocal microscope. Asterisks in the DIC/Nucleus field point to H. capsulatum yeasts. Box areas are shown at

higher magnification in the bottom left corner of the corresponding image. The intensity of different fluorochromes along the white arrow in the merged image is shown

as histogram on the right. (C) Macrophages from WT mice were transfected with control siRNA or siRNA against TUFM (50 nM) for 72 h. Cells were then stimulated

with or without (0min) H. capsulatum (MOI =5) for 30 and 60min. After stimulation, cell lysates were collected and assessed by Western blotting. (D) Macrophages

from WT and Nlrx1−/− mice were treated with or without DPI (5µM) for 1 h prior to stimulation with H. capsulatum (MOI = 5). Cell lysates were collected after 1 h of

stimulation and analyzed by Western blotting. Data shown in the lower panel of (C,D) are relative intensity of LC3-II normalized against the corresponding β-actin,

mean ± SEM are shown (n = 3). *p ≤ 0.05, **p ≤ 0.01, ***p ≤ 0.001 [ANOVA with Bonferroni’s multiple comparisons post-hoc test (C,D)].

endogenous LC3 and the percentage of LC3-positive phagosomes
were lower in Clec7a−/− macrophages (Figures 2C,D), yet
Dectin-1 deficiency did not affect phagocytosis of the organism

(Figure 2E). Treatment with laminarin, a soluble β-glucan, dose-
dependently blocked H. capsulatum-induced LC3-II formation
(Figure 2F). These data demonstrate that Dectin-1 is critical to
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macrophage recognition of β-glucan exposed on the surface of
H. capsulatum for LAP induction.

NADPH Oxidase-Mediated ROS Production
Is Involved in H. capsulatum-Induced LAP
ROS involvement in H. capsulatum-induced LAP was examined.
We found that while H. capsulatum induced ROS production
(Figure 3A), diphenyleneiodonium (DPI) but not Mito-TEMPO
treatment reduced H. capsulatum-induced LC3-II formation
(Figure 3B). In addition, treatment with gp91ds-tat, a peptide
inhibitor of NADPH oxidase assembly or p47phox deficiency
(Ncf1−/−) separately reduced LC3-II conversion (Figures 3C,D).
Fluorescence imaging further showed that lacking p47phox

attenuated LC3 intensity and localization to the phagosomes
and reduced the percentage of LC3-positive phagosomes
(Figures 3E,F), while p47phox deficiency did not affect the
ability of macrophage to phagocytose the organism (Figure 3G).
These results demonstrate that NADPH oxidase-mediated ROS
response is required for LC3 conversion in macrophage response
to H. capsulatum.

Syk Acts Downstream of Dectin-1 for LAP
Induction via Regulating NADPH
Oxidase-Mediated ROS Response
Dectin-1 engagement is known to activate downstream Syk and
MAPKs (7, 39). Pharmacological inhibition of Syk significantly
reduced H. capsulatum-induced LC3-II formation (Figure 4A),
while inhibiting JNK, ERK, and p38 had no effect on LC3
conversion (Figure 4B). Syk or Dectin-1 deficiency separately
reduced macrophage p40phox phosphorylation, ROS production,
and LC3-II formation upon encountering H. capsulatum
(Figures 4C–F). These results together show that Dectin-
1/Syk mediates LC3 conversion in macrophage response to
H. capsulatum by regulating NADPH oxidase-mediated ROS
production.

NLRX1 Facilitates H. capsulatum-Induced
LAP
We employed macrophages from Nlrx1−/− mice to investigate
whether NLRX1 plays a role in fungus-induced LAP. Results in
Figures 5A,B show that Nlrx1 deficiency significantly reduced
LC3-II formation in macrophages after stimulation by both
zymosan and H. capsulatum. Immunofluorescence imaging
also showed that the intensity of endogenous LC3 and
the percentage of LC3-positive phagosomes were significantly
reduced inNlrx1−/− macrophages (Figures 5C,D), yet reduction
in LC3 conversion in Nlrx1−/− macrophages was not the
result of reduced phagocytosis of the fungus (Figure 5E). It
is worth noting that NLRX1 was distributed in cytoplasm
as well as in the mitochondria of unstimulated macrophages
(Figure S3). Upon uptake ofH. capsulatum, NLRX1 translocated
to fungus-containing phagosomes (Figure S3). Furthermore,
Nlrx1 deficiency did not affect Syk and p40phox phosphorylation
(Figure 5F), nor did it affect the percentage and the intensity of
ROS-positive cells (Figure 5G). Thus, NLRX1 acts independently

of Syk and ROS response to promoteH. capsulatum-induced LC3
conversion.

NLRX1 Interacts With TUFM and
Cooperates With ROS-Dependent Pathway
for LAP Induction
Previous work showed that NLRX1 and TUFM promote
autophagy (29). To explore their roles in LAP, co-
immunoprecipitation experiments were performed to determine
whether NLRX1 interacts with TUFM to facilitateH. capsulatum-
induced LC3-II formation. Results showed that endogenous
TUFM co-immunoprecipitated with endogenous NLRX1 and
ATG5-ATG12 conjugate in macrophages with or without H.
capsulatum stimulation (Figure 6A). Immunofluorescence
images also demonstrated that a part of TUFM colocalized
with NLRX1, regardless of fungal stimulation (Figure 6B).
Silencing TUFM by siRNA significantly reduced LC3-II
formation in macrophages at 30 and 60min after encountering
H. capsulatum (Figure S1B and Figure 6C). These data show
that NLRX1 associates with TUFM-ATG5-ATG12 complex
and that possibly by this association NLRX1 promotes H.
capsulatum-induced LAP. Furthermore, LC3-II induction
was further reduced in Nlrx1−/− macrophages treated with
DPI compared to DPI-untreated Nlrx1−/− and DPI-treated
NLRX1-sufficient macrophages (Figure 6D), indicating that
NLRX1-TUFM complex-dependent pathway and Dectin-1-
mediated ROS-dependent pathway collaboratively contribute to
LAP induction.

LAP Induction by Viable H. capsulatum

Does Not Lead to Phagosomal
Acidification
It is reported that LAP promotes phagosome maturation that
leads to degradation of internalized materials (15, 23, 40). We
examined whether phagolysosomal fusion and its acidification
occurs toH. capsulatum-containing phagosomes. Results showed
that while LAMP2 localized to phagosomes containing either
heat-killed or viable H. capsulatum (Figures 7A,B), acidification
only occurred to phagosomes containing heat-killed but not to
those containing viable organisms (Figures 7C,D). Consistent
with what has been reported, these data indicate that phagosome-
lysosome fusion occurs in macrophages engulfing of either heat-
killed or viable H. capsulatum, and that viable organisms are
capable of actively preventing phagosome acidification (5). It is
of interest to note that both viable and heat-killed yeasts induced
LC3-II formation at a comparable level (Figure 7E). Together
these results indicate that phagosome acidification is not a natural
consequence of LAP.

LAP Formation Promotes MAPKs-AP-1
Activation and Cytokine Response in H.

capsulatum-Infected Macrophages
Next, we sought to assess the role of LC3 conversion in
macrophage interaction with H. capsulatum. We found that
silencing LC3α/β did not affect intracellular replication of H.
capsulatum but caused reduced TNF, IL-6, and IL-1β production
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FIGURE 7 | Viable H. capsulatum prevents phagosomal acidification in macrophages. (A,B) Macrophages from WT mice were stimulated with or without live or

heat-killed (HK) H. capsulatum (MOI = 5) for 4 h. Cells were fixed and stained for LAMP2 (red), F-actin (green), and nucleus compartment (blue). Cells were viewed

under confocal microscope. Asterisks in the DIC/Nucleus field point to H. capsulatum yeasts. The intensity of different fluorochromes along the white arrow in the

merged image is shown as the histogram on the right. Phagosomes in each cell were counted and the percentages of LAMP2+ phagosome in cells taking up live and

heat-killed fungus are shown as mean ± SEM in bar graphs (n = 3) (B). (C,D) Macrophages from WT mice were stimulated with or without live or heat-killed (HK) H.

capsulatum (MOI = 5) for 2 h and unengulfed yeasts were washed off. Macrophages were then culture in 100 nM LysoTracker Red for additional 2 h to detect

phagolysosomal acidification. Cell were fixed and stained for F-actin (green) and nucleus compartment (blue). Cells were viewed under confocal microscope. Box

areas are shown at higher magnification in the left of the corresponding image and asterisks in the magnified field point to H. capsulatum yeasts. Data shown are

representative of 3 independent experiments with similar results (A,C). Phagosomes in each cell were counted and the percentages of LysoTracker+ phagosome in

cells taking up live and heat-killed H. capsulatum are shown. (E) Macrophages from WT mice were stimulated with or without (0min) live or heat-killed (HK) H.

capsulatum (MOI = 5) for 30, 60, 90, and 120min. Cell lysates were extracted and analyzed by Western blotting. Bars represent the mean ± SEM (n = 4) (D).

**p ≤ 0.01 [2-tailed t-test (B,D)].
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(Figures S1C, Figures 8A,B). While Syk phosphorylation
was not affected, silencing LC3α/β reduced the levels of
phosphorylated JNK, ERK, p38, c-Fos, and c-Jun (AP-1)
(Figures 8C,D). Interestingly, inhibition of ROS response
by DPI suppressed AP-1 activation and downregulated TNF,
IL-6, and IL-1β response to H. capsulatum (Figures 8E,F).
These results together with those in Figure 3 demonstrate that
ROS-mediated LC3 conversion is required for optimal MAPKs-
AP-1 activation and proinflammatory cytokine production in
macrophage response to H. capsulatum infection.

NLRX1-TUFM Complex Positively
Regulates Macrophage Cytokine
Response to H. capsulatum by Enhancing
MAPKs-AP-1 Activation
Given that NLRX1 is involved in H. capsulatum-induced LAP,
we next explored whether NLRX1 modulates macrophage
signaling activation and anti-fungal proinflammatory cytokine
response. Western blot analysis showed that in contrast to
what was observed in LPS stimulation (Figure S4) (27, 28),
Nlrx1 deficiency reduced the phosphorylation of p38, ERK,
JNK, c-Fos, and c-Jun (AP-1) but did not affect the signaling
molecules in the NF-κB pathway upon stimulation by H.
capsulatum (Figures 9A,B). The production of TNF and IL-
6 was also significantly reduced in Nlrx1−/− macrophages
(Figure 9C). Interestingly, silencing TUFM reducedMAPKs-AP-
1 activation as well as TNF and IL-6 production (Figures 9D,E,
and Figure S5). These data together with our previous finding
that AP-1 activation is crucial to macrophage cytokine response
(7) demonstrate that NLRX1-TUFM complex positively regulates
macrophage cytokine response to H. capsulatum by promoting
MAPKs-AP-1 activation.

DISCUSSION

LC3-associated phagocytosis (LAP) bridging PRR signaling to
autophagic machinery has been described as an innate defense
mechanism against fungal pathogens (20–24). Recruitment of
LC3 to single-membrane phagosomes and the requirement
of NADPH oxidase-mediated ROS for LC3 recruitment and
conversion are hallmarks of LAP (15, 41). In this study, we
showed that H. capsulatum is targeted by LAP in mouse
peritoneal macrophages. LC3 is readily converted to LC3-II
and translocates to H. capsulatum-containing single-membrane
vesicles. LC3-II formation is diminished when NADPH oxidase-
mediated ROS response is inhibited. Unlike what is reported
with zymosan-induced LAP, Rubicon is not involved in
H. capsulatum-induced non-canonical autophagy. By genetic
approaches and use of specific pharmacological inhibitors,
we also delineated the underlying molecular mechanism and
the biological functions of LAP in H. capsulatum-infected
macrophages. Furthermore, we identified novel roles for NLRX1
and TUFM in fungus-induced LAP.

Our results demonstrated that targeting H. capsulatum by
LAP is mediated by Dectin-1, but not CR3, Dectin-2, or TLR2.
Signal downstream of Dectin-1 activates Syk and thereby triggers

NADPH oxidase-mediated ROS production that is essential
for LAP induction. It is interesting to note that while CR3
is responsible for both macrophage phagocytosis and cytokine
response to H. capsulatum (7, 38), it is not required for LAP
induction. We observed that H. capsulatum-induced p40phox

phosphorylation was not affected by CR3 deficiency (Figure S6).
CR3 not being involved in NADPH oxidase-mediated ROS
production could be the explanation for why it does not
mediate LAP induction. Our finding that Dectin-1 deficiency
does not completely abolish LC3 conversion and translocation to
phagosomes suggests that Dectin-1 may not be the only receptor
involved in LAP induction.Which receptor(s) other than Dectin-
1 is involved in LAP induction still awaits to be identified.

It has been shown that LAP can modulate inflammatory
cytokine response to fungi. Macrophages deficient in LC3β
produce higher levels of TNF and IL-1β after stimulation
with C. albicans (22). A different report showed that LC3β
deficiency does not affect Dectin-1-mediated TNF and IL-6
responses to fungal antigens by DCs (19). Silencing ATG5
enhances macrophage IL-6 but reduces IP-10 response to C.
neoformans (20). Mice deficient in components involved in
LAP pathway exhibit enhanced inflammation and inflammatory
cytokine response after infection with A. fumigatus (23, 42).
However, DCs defective in LAP have reduced inflammatory
cytokine response to commensal yeasts, Saccharomyces cerevisiae
and Kazachstania unispora (43). We showed that abrogating
LAP by silencing LC3α/β or inhibiting ROS production impairs
TNF, IL-6, and IL-1β response to H. capsulatum through
interfering MAPKs-AP-1 activation. It appears that whether
LAP enhances or mitigates inflammatory cytokine response
depends on the type of fungal stimulant and the type of
host cells. In addition, autophagy and inflammasome complex
are known to intersect and regulate each other to maintain
cellular and immune homeostasis (44). However, the role of
LAP in regulation of inflammasome is still largely unclear. It
has been reported that IFN-γ-induced LAP promotes NLRP3
proteasomal degradation uponA. fumigatus infection via DAPK1
(42). Inhibiting DAPK1 results in enhanced inflammasome
activation and IL-1β/IL-18 production, likely due to impaired
LAP induction (42). We recently revealed the importance of
NLRP3 inflammasome-mediated IL-1β response in host defense
against H. capsulatum (45). In contrast to A. fumigatus infection,
our results suggest that LAP positively regulates H. capsulatum-
induced inflammasome activation. Since activation of NLRP3
inflammasome by H. capsulatum is mediated by Syk-JNK
pathway (45), it is likely that LAP-mediated JNK activation
acts upstream of NLRP3 inflammasome for IL-1β production.
C. albicans-induced autophagy is important to the activation
of NF-κB by sequestering its inhibitor, A20 (46). It is possible
that some negative regulators of MAPKs may be targeted by
autophagic machinery that is activated byH. capsulatum. Further
studies are needed to elucidate how LAP regulates the activation
of MAPKs-AP-1 pathway and the interplay between LAP and
inflammasome.

Phagosome maturation is a process involving a series of
steps including phagosome-lysosome fusion and phagolysosome
acidification, ultimately leading to degradation of internalized
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FIGURE 8 | LC3 is required for activation of MAPKs-AP-1 pathway and cytokine production upon H. capsulatum stimulation. (A–D) Macrophages from WT mice were

transfected with control siRNA or siRNA against LC3α/β (25 nM) for 72 h before stimulation with H. capsulatum [MOI = 2 (A) and 5 (B,C)]. For (A), macrophages were

washed to rid of unengulfed yeasts at 1 h after stimulation then lysed immediately (0 h) or after 18 h of incubation, and the number of yeast cells were counted.

Replication time (h) = incubation interval/number of divisions (n = 5). For (B), culture supernatants were collected at 18 h after stimulation, and the concentrations of

TNF, IL-6, and IL-β in the supernatants were quantified by ELISA and are presented as the relative levels of each cytokine (n = 6 for TNF and IL-6; n = 4 for IL-1β). For

(C), cell lysates were collected at 1 h after stimulation and analyzed by Western blotting for the expression of indicated proteins. Relative intensity of indicated protein

normalized against the corresponding β-actin was shown in (D) (n = 3). (E,F) Macrophages from WT mice were treated with or without DPI (5µM) for 1 h prior to

stimulation with H. capsulatum (MOI =5). Cell lysates were collected at 1 h after stimulation and analyzed by Western blotting (E). Culture supernatants were collected

at 18 h after stimulation, and the concentrations of TNF, IL-6, and IL-β in the supernatants were quantified by ELISA (n = 4) (F). Bars represent the mean ± SEM,

*p ≤ 0.05, **p ≤ 0.01, ***p ≤ 0.001 [2-tailed t-test (A,B, D); ANOVA with Bonferroni’s multiple comparisons post-hoc test (F)].

particles. LAP is believed to facilitate phagosome maturation,
as macrophages defective in LAP are impaired in degrading
internalized S. cerevisiae and A. fumigatus (15, 23). Here we
showed that silencing LC3α/β does not affect intracellular

replication of H. capsulatum. Our results along with previous
studies demonstrate that viable, but not heat-killed, H.
capsulatum prevents phagolysosome acidification and escapes
from killing in macrophages (5, 6). Although the precise
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FIGURE 9 | NLRX1-TUFM is required for activation of MAPKs-AP-1 pathway and proinflammatory cytokine response to H. capsulatum. (A–C) Macrophages from WT

and Nlrx1−/− mice were stimulated with or without (0min or medium) H. capsulatum (MOI = 5). Cell lysates were collected at 15, 30, 60, and 120min after

stimulation and subjected to Western blotting for the analysis of the indicated proteins (A). Relative intensity of indicated protein normalized against the corresponding

β-actin was shown in (B) (n = 3). Supernatants were harvested at 18 h after stimulation, and the concentrations of TNF and IL-6 in the supernatants were quantified

by ELISA (n = 11) (C). (D,E) Macrophages from WT mice were transfected with control siRNA or siRNA against TUFM (50 nM) for 72 h. Cells were then stimulated

with or without (0min) H. capsulatum (MOI = 5). Cell lysates were collected at 30 and 60min after stimulation and assessed by Western blotting for the analysis of the

indicated proteins (D). Supernatants were harvested at 18 h after stimulation, and the concentrations of TNF and IL-6 in the supernatants were quantified by ELISA

and are presented as the relative levels of TNF and IL-6 (n = 6) (E). Bars represent the mean ± SEM, *p ≤ 0.05, **p ≤ 0.01, ***p ≤ 0.001 [2-tailed t-test (B,E); ANOVA

with Bonferroni’s multiple comparisons post-hoc test (C)].
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mechanism utilized by H. capsulatum for intracellular survival
is still unclear, a study of mutant strains revealed that 3-
hydroxy-3-methylglutaryl coenzyme A lyase (HCL1) involved
in leucine catabolism is critical for maintaining neutral pH in
phagolysosomes (47). The hcl1mutation results in accumulation
of acidic intermediates in the leucine catabolic pathway
which acidify H. capsulatum-containing phagosome, thereby
compromises the growth of H. capsulatum in macrophages
(47). Our results showing no difference in the levels of LAP
and cytokine induction by viable or heat-killed organisms (7)
indicate that LAP is involved in macrophage cytokine response
but not phagosome maturation during H. capsulatum infection.
It is likely that specific features of a pathogen and its interaction
with host cells could influence the biological outcomes of LAP.

It has been shown that NLRX1 promotes VSV-induced
autophagy by forming a complex with TUFM which in turn
associates with autophagic proteins, ATG5-ATG12 and ATG16L1
(29). However, the role of NLRX1 in non-canonical autophagy
has not been demonstrated. By employing macrophages from
Nlrx1−/− mice, we demonstrated that NLRX1 is required for
LAP induction by zymosan and H. capsulatum. NLRX1 interacts
with TUFM which is associated with ATG5-ATG12 conjugate.
Lacking NLRX1 or silencing TUFM markedly reduces LC3

conversion, indicating the formation of NLRX1-TUFM complex
is essential for LAP induction. Apart from being involved
in microbial infection, LAP is required for efficient clearance
of dead cells (40). It is recently reported that by preventing
inflammation during clearance of dead cells, LAP plays a key
role in suppressing autoimmune response and promoting tumor
growth (48, 49). Mice lacking any of the components involved in
LAP pathway in myeloid cells exhibit reduced capacity to clear
dying cells and develop systemic lupus erythematosus (SLE)-
like syndromes accompanied by elevated inflammatory cytokines
and autoantibodies (48). Another study showed that tumor-
associated macrophages lacking LAP promote anti-tumor T cell
activity through a mechanism dependent on STING-mediated
type I IFN response (49). Given the importance of NLRX1 in LAP
and inflammation, our findings raise the possibility that NLRX1
may be implicated in the development of autoimmune disease
and tumor by regulating LAP induction.

NLRX1 is known to both positively and negatively regulate
cytokine production. It plays a negative role in inflammatory
cytokine and type I IFN production through modulating the
signaling cascades activated by TLR stimulation and viral
infection (25, 27–29, 32, 50). Through dynamic interactions
with TRAF6 and IKK complex, NLRX1 attenuates NF-κB

FIGURE 10 | Schematic model of LAP in H. capsulatum-infected macrophage. Upon macrophage encountering H. capsulatum, recognition of fungal β-glucan by

Dectin-1 induces Syk phosphorylation. Activation of Syk triggers ROS production through NADPH oxidase. ROS is required for converting LC3-I to LC3-II on

phagosomal membrane. Through a mechanism independent of ROS, NLRX1 promotes fungus-induced LAP through its association with TUFM that interacts with

ATG5-ATG12 conjugate for LAPosome formation. Both Dectin-1/Syk/ROS-dependent pathway and NLRX1-TUFM complex-dependent pathway collaboratively

contribute to LAP induction. The formation of LAPosome promotes downstream MAPKs and AP-1 activation, leading to production of anti-fungal proinflammatory

cytokines.
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activation which leads to downregulation of TNF, IL-6, IL-
1β, and IFN-β production in LPS-stimulated macrophages
(27, 28). On the other hand, direct association of NLRX1
with MAVS and STING inhibits MAVS-RLR pathway and
STING-TBK1 signaling, respectively, thereby suppresses type I
IFN response and promotes viral infection (25, 27, 32, 50).
NLRX1 exerts positive effects on innate antiviral immunity
(51, 52). Nlrx1−/− macrophages exhibit impaired type I IFN
response to influenza A virus infection (51). Sendai virus-induced
IRF1 signaling is potentiated by NLRX1 through increasing
IRF1 expression in hepatocytes (52). Our results showed that
NLRX1 positively regulates macrophage cytokine response.
Nlrx1 deficiency results in impairment of LAP through which
attenuates MAPKs-AP-1 signaling and cytokine response to H.
capsulatum. It is demonstrated that NLRX1 localization can
dynamically change after stimulation (53). It is our speculation
that NLRX1 localization to different subcellular compartments
after stimulation by different stimuli may determine its role in
cellular response.

Based on our observations, we proposed a model as
illustrated in Figure 10 for the two pathways contributing
to LAP in macrophage response to H. capsulatum infection.
Upon engagement with β-1,3-glucan on H. capsulatum, Dectin-
1 activates Syk and triggers NADPH oxidase-derived ROS
production, resulting in LAP. NLRX1 facilitates LAP induction
independent of NADPH oxidase by forming a complex
with an intermediary partner, TUFM, which is associated
with autophagic proteins, ATG5-ATG12 and ATG16L1. LAP
promotes the activation of MAPKs-AP-1 pathway which is
essential for proinflammatory cytokine production. Our findings
provide a connection between NLRX1 and LAP and show that
both ROS-dependent and ROS-independent pathways drive anti-
fungal cytokine response in macrophages.

AUTHOR CONTRIBUTIONS

J-HH and BW-H conceived and designed experiments. J-HH,
C-YL, S-YW, W-YC, and T-HC performed experiments
and analyzed data. H-WK and S-TH provided technical
assistance and performed experiments for transmission
electron microscopy analysis. JPT edited the article and
provided technical assistance and materials for NLRX1
study. J-HH, S-YW, and BW-H drafted and finalized the
manuscript. J-HH and BW-H supervised and coordinated the
work.

FUNDING

This work was supported by research grants 104-2320-B-
002-052-MY2 and 106-2321-B-002-003 from the Ministry of
Science and Technology (http://www.most.gov.tw) and AS-105-
TP-B08 from Academia Sinica (https://www.sinica.edu.tw) to
BW-H. JPT received funding from National Institutes of Health
(https://www.nih.gov) AI029564, CA156330, DK094779, and
U19-AI109965.

ACKNOWLEDGMENTS

We thank the Second Core Laboratory of Research Core
Facility at the National Taiwan University Hospital for confocal
microscopy service.

SUPPLEMENTARY MATERIAL

The Supplementary Material for this article can be found
online at: https://www.frontiersin.org/articles/10.3389/fimmu.
2018.02761/full#supplementary-material

REFERENCES

1. KauffmanCA.Histoplasmosis: a clinical and laboratory update.ClinMicrobiol

Rev. (2007) 20:115–32. doi: 10.1128/CMR.00027-06

2. Antinori S. Histoplasma capsulatum: more widespread than previously

thought. Am J Trop Med Hyg. (2014) 90:982–3. doi: 10.4269/ajtmh.14-0175

3. Bahr NC, Antinori S, Wheat LJ, Sarosi GA. Histoplasmosis infections

worldwide: thinking outside of the Ohio River valley. Curr Trop Med Rep.

(2015) 2:70–80. doi: 10.1007/s40475-015-0044-0

4. Newman SL, Bucher C, Rhodes J, Bullock WE. Phagocytosis of Histoplasma

capsulatum yeasts and microconidia by human cultured macrophages and

alveolar macrophages. Cellular cytoskeleton requirement for attachment and

ingestion. J Clin Invest. (1990) 85:223–30. doi: 10.1172/JCI114416

5. Eissenberg LG, Goldman WE, Schlesinger PH. Histoplasma capsulatum

modulates the acidification of phagolysosomes. J Exp Med. (1993)

177:1605–11.

6. Strasser JE, Newman SL, Ciraolo GM, Morris RE, Howell ML, Dean GE.

Regulation of the macrophage vacuolar ATPase and phagosome-lysosome

fusion by Histoplasma capsulatum. J Immunol. (1999) 162:6148–54.

7. Huang JH, Lin CY, Wu SY, Chen WY, Chu CL, Brown GD, et al. CR3 and

Dectin-1 collaborate in macrophage cytokine response through association

on lipid rafts and activation of Syk-JNK-AP-1 pathway. PLoS Pathog. (2015)

11:e1004985. doi: 10.1371/journal.ppat.1004985

8. Wu-Hsieh BA, Howard DH. Inhibition of the intracellular growth of

Histoplasma capsulatum by recombinant murine gamma interferon. Infect

Immun (1987) 55:1014–6.

9. Lin JS, Yang CW, Wang DW, Wu-Hsieh BA. Dendritic cells cross-present

exogenous fungal antigens to stimulate a protective CD8T cell response

in infection by Histoplasma capsulatum. J Immunol. (2005) 174:6282–91.

doi: 10.4049/jimmunol.174.10.6282

10. Wu SY, Yu JS, Liu FT, Miaw SC, Wu-Hsieh BA. Galectin-3 negatively

regulates dendritic cell production of IL-23/IL-17–axis cytokines in

infection by Histoplasma capsulatum. J Immunol. (2013) 190:3427–37.

doi: 10.4049/jimmunol.1202122

11. Subramanian Vignesh K, Landero Figueroa JA, Porollo A, Caruso JA,

Deepe GS Jr. Granulocyte macrophage-colony stimulating factor induced

Zn sequestration enhances macrophage superoxide and limits intracellular

pathogen survival. Immunity (2013) 39:697–710. doi: 10.1016/j.immuni.2013.

09.006

12. Wu-Hsieh BA, Lee GS, Franco M, Hofman FM. Early activation of splenic

macrophages by tumor necrosis factor alpha is important in determining

the outcome of experimental histoplasmosis in mice. Infect Immun. (1992)

60:4230–8.

13. Deretic V, Saitoh T, Akira S. Autophagy in infection, inflammation

and immunity. Nat Rev Immunol. (2013) 13:722–37. doi: 10.1038/

nri3532

Frontiers in Immunology | www.frontiersin.org 17 December 2018 | Volume 9 | Article 2761

http://www.most.gov.tw
https://www.sinica.edu.tw
https://www.nih.gov
https://www.frontiersin.org/articles/10.3389/fimmu.2018.02761/full#supplementary-material
https://doi.org/10.1128/CMR.00027-06
https://doi.org/10.4269/ajtmh.14-0175
https://doi.org/10.1007/s40475-015-0044-0
https://doi.org/10.1172/JCI114416
https://doi.org/10.1371/journal.ppat.1004985
https://doi.org/10.4049/jimmunol.174.10.6282
https://doi.org/10.4049/jimmunol.1202122
https://doi.org/10.1016/j.immuni.2013.09.006
https://doi.org/10.1038/nri3532
https://www.frontiersin.org/journals/immunology
https://www.frontiersin.org
https://www.frontiersin.org/journals/immunology#articles


Huang et al. NLRX1 Promotes Fungus-Induced LAP

14. Cadwell K. Crosstalk between autophagy and inflammatory signalling

pathways: balancing defence and homeostasis. Nat Rev Immunol. (2016)

16:661–75. doi: 10.1038/nri.2016.100

15. Sanjuan MA, Dillon CP, Tait SW, Moshiach S, Dorsey F, Connell S,

et al. Toll-like receptor signalling in macrophages links the autophagy

pathway to phagocytosis. Nature (2007) 450:1253–7. doi: 10.1038/nature

06421

16. Mehta P, Henault J, Kolbeck R, Sanjuan MA. Noncanonical autophagy: one

small step for LC3, one giant leap for immunity. Curr Opin Immunol. (2014)

26:69–75. doi: 10.1016/j.coi.2013.10.012

17. Lai SC, Devenish RJ. LC3-Associated Phagocytosis (LAP): connections

with host autophagy. Cells (2012) 1:396–408. doi: 10.3390/cells10

30396

18. Schille S, Crauwels P, Bohn R, Bagola K, Walther P, van Zandbergen G. LC3-

associated phagocytosis in microbial pathogenesis. Int J MedMicrobiol. (2017)

308:228–36. doi: 10.1016/j.ijmm.2017.10.014

19. Ma J, Becker C, Lowell CA, Underhill DM. Dectin-1-triggered recruitment

of light chain 3 protein to phagosomes facilitates major histocompatibility

complex class II presentation of fungal-derived antigens. J Biol Chem. (2012)

287:34149–56. doi: 10.1074/jbc.M112.382812

20. Nicola AM, Albuquerque P, Martinez LR, Dal-Rosso RA, Saylor C, De

Jesus M, et al. Macrophage autophagy in immunity to Cryptococcus

neoformans and Candida albicans. Infect Immun. (2012) 80:3065–76.

doi: 10.1128/IAI.00358-12

21. Kyrmizi I, Gresnigt MS, Akoumianaki T, Samonis G, Sidiropoulos P, Boumpas

D, et al. Corticosteroids block autophagy protein recruitment in Aspergillus

fumigatus phagosomes via targeting dectin-1/Syk kinase signaling. J Immunol.

(2013) 191:1287–99. doi: 10.4049/jimmunol.1300132

22. Tam JM, Mansour MK, Khan NS, Seward M, Puranam S, Tanne A,

et al. Dectin-1-dependent LC3 recruitment to phagosomes enhances

fungicidal activity in macrophages. J Infect Dis. (2014) 210:1844–54.

doi: 10.1093/infdis/jiu290

23. Martinez J, Malireddi RK, Lu Q, Cunha LD, Pelletier S, Gingras S, et al.

Molecular characterization of LC3-associated phagocytosis reveals distinct

roles for Rubicon, NOX2 and autophagy proteins. Nat Cell Biol. (2015)

17:893–906. doi: 10.1038/ncb3192

24. Akoumianaki T, Kyrmizi I, Valsecchi I, Gresnigt MS, Samonis G,

Drakos E, et al. Aspergillus cell wall melanin blocks LC3-associated

phagocytosis to promote pathogenicity. Cell Host Microbe (2016) 19:79–90.

doi: 10.1016/j.chom.2015.12.002

25. Moore CB, Bergstralh DT, Duncan JA, Lei Y, Morrison TE, Zimmermann AG,

et al. NLRX1 is a regulator of mitochondrial antiviral immunity.Nature (2008)

451:573–7. doi: 10.1038/nature06501

26. Tattoli I, Carneiro LA, Jehanno M, Magalhaes JG, Shu Y, Philpott DJ, et al.

NLRX1 is a mitochondrial NOD-like receptor that amplifies NF-κB and JNK

pathways by inducing reactive oxygen species production. EMBO Rep. (2008)

9:293–300. doi: 10.1038/sj.embor.7401161

27. Allen IC, Moore CB, Schneider M, Lei Y, Davis BK, Scull MA,

et al. NLRX1 protein attenuates inflammatory responses to infection

by interfering with the RIG-I-MAVS and TRAF6-NF-κB signaling

pathways. Immunity (2011) 34:854–65. doi: 10.1016/j.immuni.2011.

03.026

28. Xia X, Cui J, Wang HY, Zhu L, Matsueda S, Wang Q, et al. NLRX1

negatively regulates TLR-induced NF-κB signaling by targeting TRAF6

and IKK. Immunity (2011) 34:843–53. doi: 10.1016/j.immuni.2011.

02.022

29. Lei Y, Wen H, Yu Y, Taxman DJ, Zhang L, Widman DG, et al.

The mitochondrial proteins NLRX1 and TUFM form a complex that

regulates type I interferon and autophagy. Immunity (2012) 36:933–46.

doi: 10.1016/j.immuni.2012.03.025

30. Soares F, Tattoli I, Rahman MA, Robertson SJ, Belcheva A, Liu D,

et al. The mitochondrial protein NLRX1 controls the balance between

extrinsic and intrinsic apoptosis. J Biol Chem. (2014) 289:19317–30.

doi: 10.1074/jbc.M114.550111

31. Stokman G, Kors L, Bakker PJ, Rampanelli E, Claessen N, Teske GJD,

et al. NLRX1 dampens oxidative stress and apoptosis in tissue injury

via control of mitochondrial activity. J Exp Med. (2017) 214:2405–20.

doi: 10.1084/jem.20161031

32. Guo H, Konig R, Deng M, Riess M, Mo J, Zhang L, et al. NLRX1 Sequesters

STING to negatively regulate the interferon response, thereby facilitating the

replication of HIV-1 and DNA viruses. Cell Host Microbe (2016) 19:515–28.

doi: 10.1016/j.chom.2016.03.001

33. Taylor PR, Tsoni SV, Willment JA, Dennehy KM, Rosas M, Findon H,

et al. Dectin-1 is required for beta-glucan recognition and control

of fungal infection. Nat Immunol. (2006) 8:31–8. doi: 10.1038/

ni1408

34. Ifrim DC, Bain JM, Reid DM, Oosting M, Verschueren I, Gow NA,

et al. Role of Dectin-2 for host defense against systemic infection with

Candida glabrata. Infect Immun. (2014) 82:1064–73. doi: 10.1128/IAI.01

189-13

35. Cheng AM, Rowley B, Pao W, Hayday A, Bolen JB, Pawson

T. Syk tyrosine kinase required for mouse viability and B-

cell development. Nature (1995) 378:303–6. doi: 10.1038/378

303a0

36. Yanagi S, Inatome R, Ding J, Kitaguchi H, Tybulewicz VLJ, Yamamura H. Syk

expression in endothelial cells and their morphologic defects in embryonic

Syk-deficient mice. Blood (2001) 98:2869–71. doi: 10.1182/blood.V98.

9.2869

37. Kan HW, Chiang H, Lin WM, Yu IS, Lin SW, Hsieh ST. Sensory nerve

degeneration in a mouse model mimicking early manifestations of familial

amyloid polyneuropathy due to transthyretin Ala97Ser. Neuropathol Appl

Neurobiol. (2018). doi: 10.1111/nan.12477. [Epub ahead of print].

38. Lin JS, Huang JH, Hung LY, Wu SY, Wu-Hsieh BA. Distinct roles of

complement receptor 3, Dectin-1, and sialic acids in murine macrophage

interaction with Histoplasma yeast. J Leukoc Biol. (2010) 88:95–106.

doi: 10.1189/jlb.1109717

39. Brown GD. Dectin-1: a signalling non-TLR pattern-recognition

receptor. Nat Rev Immunol. (2005) 6:33–43. doi: 10.1038/

nri1745

40. Martinez J, Almendinger J, Oberst A, Ness R, Dillon CP, Fitzgerald

P, et al. Microtubule-associated protein 1 light chain 3 alpha (LC3)-

associated phagocytosis is required for the efficient clearance of dead cells.

Proc Natl Acad Sci USA. (2011) 108:17396–401. doi: 10.1073/pnas.11134

21108

41. Huang J, Canadien V, Lam GY, Steinberg BE, Dinauer MC, Magalhaes

MA, et al. Activation of antibacterial autophagy by NADPH oxidases.

Proc Natl Acad Sci USA. (2009) 106:6226–31. doi: 10.1073/pnas.08110

45106

42. Oikonomou V, Moretti S, Renga G, Galosi C, Borghi M, Pariano

M, et al. Noncanonical fungal autophagy inhibits inflammation in

response to IFN-γ via DAPK1. Cell Host Microbe (2016) 20:744–57.

doi: 10.1016/j.chom.2016.10.012

43. Lamprinaki D, Beasy G, Zhekova A, Wittmann A, James S, Dicks

J, et al. LC3-associated phagocytosis is required for dendritic cell

inflammatory cytokine response to gut commensal yeast Saccharomyces

cerevisiae. Front Immunol. (2017) 8:1397. doi: 10.3389/fimmu.2017.

01397

44. Harris J, Lang T, Thomas JPW, Sukkar MB, Nabar NR, Kehrl JH.

Autophagy and inflammasomes. Mol Immunol. (2017) 86:10–5.

doi: 10.1016/j.molimm.2017.02.013

45. Chang TH, Huang JH, Lin HC, Chen WY, Lee YH, Hsu LC, et al. Dectin-

2 is a primary receptor for NLRP3 inflammasome activation in dendritic

cell response to Histoplasma capsulatum. PLoS Pathog. (2017) 13:e1006485.

doi: 10.1371/journal.ppat.1006485

46. Kanayama M, Inoue M, Danzaki K, Hammer G, He Y-W, Shinohara

ML. Autophagy enhances NFκB activity in specific tissue macrophages by

sequestering A20 to boost antifungal immunity. Nat Commun. (2015) 6:5779.

doi: 10.1038/ncomms6779

47. Isaac DT, Coady A, Van Prooyen N, Sil A. The 3-hydroxy-methylglutaryl

coenzyme A lyase HCL1 is required for macrophage colonization by human

fungal pathogen Histoplasma capsulatum. Infect Immun. (2013) 81:411–20.

doi: 10.1128/iai.00833-12

48. Martinez J, Cunha LD, Park S, Yang M, Lu Q, Orchard R, et al.

Noncanonical autophagy inhibits the autoinflammatory, lupus-like

response to dying cells. Nature (2016) 533:115–9. doi: 10.1038/nature

17950

Frontiers in Immunology | www.frontiersin.org 18 December 2018 | Volume 9 | Article 2761

https://doi.org/10.1038/nri.2016.100
https://doi.org/10.1038/nature06421
https://doi.org/10.1016/j.coi.2013.10.012
https://doi.org/10.3390/cells1030396
https://doi.org/10.1016/j.ijmm.2017.10.014
https://doi.org/10.1074/jbc.M112.382812
https://doi.org/10.1128/IAI.00358-12
https://doi.org/10.4049/jimmunol.1300132
https://doi.org/10.1093/infdis/jiu290
https://doi.org/10.1038/ncb3192
https://doi.org/10.1016/j.chom.2015.12.002
https://doi.org/10.1038/nature06501
https://doi.org/10.1038/sj.embor.7401161
https://doi.org/10.1016/j.immuni.2011.03.026
https://doi.org/10.1016/j.immuni.2011.02.022
https://doi.org/10.1016/j.immuni.2012.03.025
https://doi.org/10.1074/jbc.M114.550111
https://doi.org/10.1084/jem.20161031
https://doi.org/10.1016/j.chom.2016.03.001
https://doi.org/10.1038/ni1408
https://doi.org/10.1128/IAI.01189-13
https://doi.org/10.1038/378303a0
https://doi.org/10.1182/blood.V98.9.2869
https://doi.org/10.1111/nan.12477
https://doi.org/10.1189/jlb.1109717
https://doi.org/10.1038/nri1745
https://doi.org/10.1073/pnas.1113421108
https://doi.org/10.1073/pnas.0811045106
https://doi.org/10.1016/j.chom.2016.10.012
https://doi.org/10.3389/fimmu.2017.01397
https://doi.org/10.1016/j.molimm.2017.02.013
https://doi.org/10.1371/journal.ppat.1006485
https://doi.org/10.1038/ncomms6779
https://doi.org/10.1128/iai.00833-12
https://doi.org/10.1038/nature17950
https://www.frontiersin.org/journals/immunology
https://www.frontiersin.org
https://www.frontiersin.org/journals/immunology#articles


Huang et al. NLRX1 Promotes Fungus-Induced LAP

49. Cunha LD, Yang M, Carter R, Guy C, Harris L, Crawford JC, et al. LC3-

associated phagocytosis in myeloid cells promotes tumor immune tolerance.

Cell (2018) 175:429–41.e16. doi: 10.1016/j.cell.2018.08.061

50. Ma Z, Hopcraft SE, Yang F, Petrucelli A, Guo H, Ting JP, et al. NLRX1

negatively modulates type I IFN to facilitate KSHV reactivation from

latency. PLoS Pathog. (2017) 13:e1006350. doi: 10.1371/journal.ppat.10

06350

51. Jaworska J, Coulombe F, Downey J, Tzelepis F, Shalaby K, Tattoli I, et al.

NLRX1 prevents mitochondrial induced apoptosis and enhances macrophage

antiviral immunity by interacting with influenza virus PB1-F2 protein.

Proc Natl Acad Sci USA. (2014) 111:E2110–9. doi: 10.1073/pnas.13221

18111

52. Feng H, Lenarcic EM, Yamane D, Wauthier E, Mo J, Guo H, et al. NLRX1

promotes immediate IRF1-directed antiviral responses by limiting dsRNA-

activated translational inhibition mediated by PKR. Nat Immunol. (2017)

18:1299–309. doi: 10.1038/ni.3853

53. Unger BL, Ganesan S, Comstock AT, Faris AN, Hershenson MB, Sajjan US.

Nod-like receptor X-1 is required for rhinovirus-induced barrier dysfunction

in airway epithelial cells. J Virol. (2014) 88:3705–18. doi: 10.1128/JVI.03039-13

Conflict of Interest Statement: The authors declare that the research was

conducted in the absence of any commercial or financial relationships that could

be construed as a potential conflict of interest.

Copyright © 2018 Huang, Liu, Wu, Chen, Chang, Kan, Hsieh, Ting and Wu-Hsieh.

This is an open-access article distributed under the terms of the Creative Commons

Attribution License (CC BY). The use, distribution or reproduction in other forums

is permitted, provided the original author(s) and the copyright owner(s) are credited

and that the original publication in this journal is cited, in accordance with accepted

academic practice. No use, distribution or reproduction is permitted which does not

comply with these terms.

Frontiers in Immunology | www.frontiersin.org 19 December 2018 | Volume 9 | Article 2761

https://doi.org/10.1016/j.cell.2018.08.061
https://doi.org/10.1371/journal.ppat.1006350
https://doi.org/10.1073/pnas.1322118111
https://doi.org/10.1038/ni.3853
https://doi.org/10.1128/JVI.03039-13
http://creativecommons.org/licenses/by/4.0/
http://creativecommons.org/licenses/by/4.0/
http://creativecommons.org/licenses/by/4.0/
http://creativecommons.org/licenses/by/4.0/
http://creativecommons.org/licenses/by/4.0/
https://www.frontiersin.org/journals/immunology
https://www.frontiersin.org
https://www.frontiersin.org/journals/immunology#articles

	NLRX1 Facilitates Histoplasma capsulatum-Induced LC3-Associated Phagocytosis for Cytokine Production in Macrophages
	Introduction
	Materials and Methods
	Fungus
	Mice and Cells
	Reagents and Antibodies
	Western Blotting
	Immunofluorescence Staining and Confocal Microscopy
	Transmission Electron Microscopy (TEM)
	ROS Detection
	Phagocytosis Assay
	Small Interfering RNA (siRNA) Transfection of Macrophages
	Cytokine Assay
	Co-immunoprecipitation (Co-IP)
	Replication Time of Intracellular H. capsulatum
	Statistics
	Ethics Statement

	Results
	H. capsulatum Induces LAP in Macrophages
	H. capsulatum Induces LAP Through Dectin-1
	NADPH Oxidase-Mediated ROS Production Is Involved in H. capsulatum-Induced LAP
	Syk Acts Downstream of Dectin-1 for LAP Induction via Regulating NADPH Oxidase-Mediated ROS Response
	NLRX1 Facilitates H. capsulatum-Induced LAP
	NLRX1 Interacts With TUFM and Cooperates With ROS-Dependent Pathway for LAP Induction
	LAP Induction by Viable H. capsulatum Does Not Lead to Phagosomal Acidification
	LAP Formation Promotes MAPKs-AP-1 Activation and Cytokine Response in H. capsulatum-Infected Macrophages
	NLRX1-TUFM Complex Positively Regulates Macrophage Cytokine Response to H. capsulatum by Enhancing MAPKs-AP-1 Activation

	Discussion
	Author Contributions
	Funding
	Acknowledgments
	Supplementary Material
	References


