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Correction to: Nature Communications https://doi.org/10.1038/s41467-022-28291-y, published online 3 February 2022.

The original version of this Article contained errors in the Abstract, main text, Table 1, and References.

An apostrophe was included in the Abstract “25th J’uly 2020”, which has been corrected to “25th July 2020”.

In the main text and References, the phrase “Identifying within-hospitalSARS-CoV-2 transmission” was missing a space between
“hospital” and “SARS-CoV-2”, which has been corrected to “Identifying within-hospital SARS-CoV-2 transmission”.

In the main text, there were two uses of the phrase “hospital-acquiredSARS-CoV-2 infections” which were also missing a space
between “acquired” and “SARS-CoV-2”, which have been corrected to “hospital-acquired SARS-CoV-2 infections”.

In Table 1, there was an additional space in “Community onset— community associated”, which has been corrected to “Community
onset—community associated”.

These corrections have been made in both the PDF and HTML versions of the Article.
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