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Abstract
Background  Ankylosing spondylitis (AS) is an autoimmune disease that affects the enthesis and synovial membrane of 
the spine, the sacroiliac vertebrae and peripheral joints. Genetic susceptibility to AS is mainly due to the presence of the 
HLA-B*27 (B27) allele, and endoplasmic reticulum aminopeptidase-1 (ERAP-1) plays a key role in antigen processing 
and presentation to HLA class I molecules. Tobacco consumption is one of the main environmental factors involved in the 
pathogenesis of various diseases, including AS. The objective of the present study was to evaluate the association and the 
interactive effects of variants of the ERAP1 gene with smoking in modulating the risk of AS.
Methods and results  A case–control study in the Mexican population. The association of two functional variants of the 
ERAP1 gene (rs30187 and rs27044) in patients with AS was analyzed by the allelic discrimination method using TaqMan 
probes. B27 was typified by PCR-SSP. The interaction between the variants of ERAP1 and B27 and smoking was assessed 
using the multifactorial dimensionality reduction (MDR) method. There was no significant association of the two variants 
of ERAP1 in the cases compared with the controls (P > 0.05); however, a strong interaction between the variants and smok-
ing could be demonstrated, with entropy values of 4.97% for rs30187 and 5.13% for rs27044. In addition, these interaction 
effects were increased in patients carrying the B27 allele.
Conclusions  The rs30187 and rs27044 variants of the ERAP1 gene appear to potentiate the effect of smoking in patients 
with AS carrying the B27 allele.
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Introduction

Ankylosing spondylitis (AS) is an inflammatory auto-
immune disease that is part of the group of spondyloar-
thropathies (SpAs), which share clinical, genetic and 
radiographic characteristics. Seronegative SpAs are those 
that lack rheumatoid factor or anti-nuclear antibodies in 
serum, including AS, psoriatic arthritis, reactive arthritis 
and spondylitis associated with nonspecific inflammatory 
bowel diseases [1–3]. AS is characterized by inflamma-
tion of the peripheral and sacroiliac joints of the axial 
skeleton, and in some cases, it can cause enthesitis, pain 
in the area where a tendon, muscle or ligament inserts into 
bone. Later in the course of the disease, pain and stiffness 
appear in the lumbar back and hips. Within the natural 
history of the disease, fusion of vertebrae (ankylosis) is 
common, causing loss of flexibility and forward bending 
of the spine. Epidemiological data indicate that AS occurs 
in one per 200 individuals, and both the incidence and 
prevalence of AS in the general population depend on the 
frequency of occurrence of the B27 allele. It is estimated 
that between 0.5 and 1.0% of carriers of this marker in any 
population have the disease; in Mexico, it is estimated that 
the prevalence of AS is 0.09%. This disease affects men 
more than women at a 5:1 ratio, and the first symptoms 
appear between the second and third decades of life [4–6].

Although the etiology of AS has not been fully clari-
fied, it has been proposed that it develops as a result of 
complex interactions between genetic components and 
environmental factors. Although 90% of patients with AS 
are carriers of the HLA-B*27 (B27) allele, only 1% to 5% 
of B27-positive people will develop AS, which indicates 
that genes other than B27 may play important roles in its 
etiology [7]. In this sense, recent genome-wide association 
studies (GWAS) have identified approximately 40 genes 
involved in AS, the most consistent of which is endoplas-
mic reticulum aminopeptidase 1 (ERAP1), which can con-
tribute to up to 26% of the genetic susceptibility to AS. In 
fact, ERAP1 is considered the second most important gene 
after B27 in the pathogenesis of AS, although its seems to 
occur only in B27-positive patients [8–12].

ERAP-1 is a zinc (Zn)-dependent endoplasmic reticu-
lum (ER) aminopeptidase that is not part of the main histo-
compatibility complex (MHC), but its biological function 
consists of antigenic processing and cutting long peptides 
to the lengths required for presentation by MHC Class I to 
T lymphocytes [13, 14]. The enzymatic activity of some 
cytosolic aminopeptidases, such as ERAP-1, can be modi-
fied due to the presence of heavy metals such as cadmium 
(Cd), which is found in various environmental sources 

such as fertilizers, batteries, some foods (mollusks and 
crustaceans) and tobacco smoke [15–18]. Additionally, the 
presence of single nucleotide polymorphisms (SNPs) in 
ERAP1 can potentially alter the enzymatic activity of its 
product by modifying the protein structure [19, 20].

Based on this information, we suggest that there may 
be a gene–environment interaction between ERAP1 and 
tobacco consumption. Therefore, the present study was 
designed to evaluate the association and interactive effects 
of functional SNPs of the ERAP1 gene and exposure to 
tobacco smoke as they relate to the modulation of the risk 
of AS.

Materials and methods

Study population

One hundred twenty-three individuals of Mexican 
descent older than 18 years of age who were geographi-
cally matched were included in this case–control study. 
Fifty-eight of them were men and women diagnosed with 
axial AS who were seen at the outpatient clinic of the 
Rheumatology Service of the Luis Guillermo Ibarra Ibarra 
National Institute of Rehabilitation (INR-LGII). The diag-
nosis of AS was based on the modified New York crite-
ria [21]. Patients with other autoimmune diseases were 
not included in the study. Sixty-five men and women who 
declared that they were in good health, without symptoms 
suggestive of disease and without a family history of AS, 
were selected as healthy controls; they were patients’ 
companions, blood bank donors and personnel from the 
Human Resources and Human Communication Depart-
ments of the INR-LGII. This study was conducted under 
the criteria established in the Declaration of Helsinki and 
was derived from a protocol with registration number INR-
51/19, which was approved by the Ethics and Research 
Committee of the INR-LGII.

Smoking parameters

All participants were given a validated questionnaire on 
tobacco consumption that collected the number of ciga-
rettes smoked per day and their time of consumption.

DNA extraction

A venous blood sample obtained by venipuncture was col-
lected into a tube with EDTA-K2 anticoagulant. Genomic 
DNA was isolated from 200 µl of blood using a commer-
cial kit (QIAmp 250 DNA Blood Kit, Qiagen, Hilden, 
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Germany) according to the manufacturer’s instructions. 
The DNA obtained was quantified by spectrophotometry 
using a Nanodrop 2000 (Thermo Scientific), adjusted to 
50 ng/μl with molecular-grade water and kept at − 80 °C 
until analysis.

B27 typing

B27 typing was performed by PCR-SSP in both study 
groups using the commercial kit HLA-Fluo-Gene B27 
(Inno-Train, Diagnostik GmbH, Germany) and genomic 
DNA. PCR was performed with a Veriti thermal cycler 
(Applied BioSystems) following the manufacturer’s 
instructions. The fluorescence readings were interpreted 
using FluoVista equipment (Inno-Train, Germany) with 
Fluogene v1.5.5 software.

ERAP1 polymorphism genotyping

The nonsynonymous functional variants of the ERAP1 
gene rs27044 (Gln730Glu) and rs30187 (Lys528Arg) 
were selected for genotyping in this study (cat. number 
4351379 ThermoFisher Scientific, C___3056870_10 and 
C___3056885_10, respectively). The selection criteria 
were based on the fact that both variants had been previ-
ously explored in other populations; additionally, these two 
variants have been previously reported by our study group 
[12, 13, 22, 23] and that the minor allele frequency (MAF) 
in the Mexican population was greater than 1% (http://​
www.​ensem​bl.​org). Genotyping was performed using the 
allelic discrimination method with TaqMan probes (Applied 
Biosystems, Foster City, CA, USA). For PCR, a mixture 
was prepared with 5 μl of TaqMan Universal PCR Master 
Mix (Applied BioSystems, Warrington, United Kingdom), 
0.25 μl of TaqMan probe at 20×, 0.25 μl of water and 4.5 μl 
of genomic DNA. All samples were amplified using Ste-
pOne Plus real-time PCR equipment (Applied Biosystems) 
following the manufacturer’s protocol. Allelic discrimina-
tion analysis was performed with StepOne v2.3 software 
(Applied BioSystems).

Statistical analysis

Data were analyzed using software SPSS 21.0 for Win-
dows® (SPSS Inc., Chicago, IL, USA). Continuous vari-
ables are expressed as the mean ± standard deviation (SD), 
while categorical variables are expressed as frequencies and 
percentages. The χ2 test and Student’s t‑test were used to 
compare clinical characteristics between the two groups, a 
P-value < 0.05 was considered statistically significant. The 
χ2 test was also used to determine the Hardy‑Weinberg 

equilibrium (HWE) in the control group. Differences 
between the non-continuous variables and genotype distri-
bution frequency were assessed using the χ2 test. The odds 
ratio (OR) and 95% confidence interval (CI) were evaluated 
using binary logistic regression analysis. The Bonferroni’s 
test was used to determine the significance level to correct 
multiple test errors, in which taking into account the two 
selected SNPs, an adjusted P-value < 0.025 (α/number of 
loci) was considered statistically significant. The statistical 
power was calculated using the Piface application freely 
available online (Java Applets for power and sample size, 
http://​www.​stat.​uiowa.​edu/​~rlenth/​Power, accessed on 30 
march 2022).

The multifactor dimensionality reduction (MDR) method 
was applied to assess interactive effects of ERAP1 variants 
and tobacco exposure in modulating AS risk. The analy-
sis was conducted by MDR software 3.0.2 (Computational 
Genetics Laboratory, University of Pennsylvania, USA; 
available for free at https://​sourc​eforge.​net/​proje​cts/​mdr/). 
MDR is a data mining strategy for detecting and character-
izing nonlinear interactions among discrete attributes (e.g. 
SNPs, smoking, gender) that are predictive of a discrete out-
come (e.g. case–control status, outcome, etc.). It combines 
attribute selection, attribute construction and classification 
with cross-validation to provide a powerful approach to 
modeling interactions. The best n-factor interaction model 
in predicting AS risk was identified with the maximum 
cross-validation consistency (CVC) and the optimal test-
ing accuracy. An interaction map was prepared to show the 
interaction of individual factors in the best predictive model 
through information gain values (entropy percentage).

Results

Characteristics of the study population

At the time of the present study, 58 patients with AS and 
65 healthy controls were analyzed with rigorous inclusion 
criteria since 2019 year. The characteristics of the study 
population are shown in Table 1. The cases were younger 
than the controls, 46.1 ± 13.5 years vs. 53.9 ± 5.7 years, 
respectively (P < 0.001); 38.0% of the patients were women, 
and 62.0% were men. Regarding B27 typing, 70.7% of 
patients were positive and 29.3% were negative, while 
98.5% of the controls were negative and 1.5% were positive 
(P < 0.001). The average age at the time of AS diagnosis 
was 36.1 ± 13.9 years. The values on the Bath Ankylosing 
Spondylitis Functional Index (BASFI) and the Bath Anky-
losing Spondylitis Disease Activity Index (BASDAI) scales 
were 4.9 and 3.73, respectively. There were no significant 
differences in tobacco consumption between the two study 
groups (P = 0.228), and only there were 11 smoking subjects 

http://www.ensembl.org
http://www.ensembl.org
http://www.stat.uiowa.edu/~rlenth/Power
https://sourceforge.net/projects/mdr/
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Table 1   Demographic and 
clinical characteristics of AS 
patients and healthy controls

The variables are expressed as the mean ± standard deviation (SD). *P-values were estimated using t-test, 
α = 0.05; **P-values were estimated using χ2 test; ***P-values were estimated using Fisher´s exact test, 
α = 0.05; significant P-values are in bold
AS ankylosing spondylitis; HLA human leukocyte antigen; BASFI bath ankylosing spondylitis functional 
index; BASDAI bath ankylosing spondylitis disease activity index; NA not applicable

AS patients (New York 
criteria)
(n = 58)

Controls (n = 65) P-value

Age (years) 46.1 ± 13.5 53.9 ± 5.7  < 0.001*
Gender
 Female (%) 22 (38.0) 60 (92.3)  < 0.001**
 Male (%) 36 (62.0) 5 (7.7)

HLA-B27 (%)
 Negative 17 (29.3) 64 (98.5)  < 0.001***
 Positive 41 (70.7) 1 (1.5)
 Age at diagnosis (years) 36.1 ± 13.9 NA
 BASFI 4.9 NA
 BASDAI 3.73 NA

Smoking (%)
 No 42 (72.4) 53 (81.5) 0.228**
 Yes 16 (27.6) 12 (18.5)

Table 2   Analyses of the 
association of two SNPs with 
ankylosing spondylitis

AS ankylosing spondylitis; ERAP1 endoplasmic reticulum aminopeptidase 1; OR odds ratio; CI confidence 
interval; SNP single nucleotide polymorphism; HWE Hardy–Weinberg equilibrium
*Adjusted for age and gender

SNP AS cases N (%) Control N (%) OR* 95% CI P-value

ERAP1 rs30187
 C/C 20 (34.4) 23 (35.4) 1.00 (Reference)
 C/T 28 (48.3) 32 (49.2) 2.09 (0.13–1.73) 0.262
 T/T 10 (17.2) 10 (15.4) 1.60 (0.18–2.09) 0.444

Dominant model
 C/C 20 (34.4) 23 (35.4) 1.00 (Reference)
 C/T + T/T 48 (65.5) 42 (64.6) 1.31 (0.63–2.72) 0.461

Recessive model
 C/C + C/T 30 (82.7) 55 (84.6) 1.00 (Reference)
 T/T 10 (17.2) 10 (15.4) 1.83 (0.68–4.89) 0.223
 HWE 0.836
ERAP1 rs27044
 C/C 23 (39.6) 27 (41.5) 1.00 (Reference)
 C/G 26 (44.8) 29 (44.6) 1.96 (0.14–1.83) 0.302
 G/G 9 (15.5) 9 (13.8) 2.12 (0.13–1.70) 0.254

Dominant model
 C/C 23 (39.6) 27 (41.5) 1.00 (Reference)
 C/G + G/G 34 (60.3) 38 (58.4) 1.05 (0.50–2.16) 0.864

Recessive model
 C/C + C/G 49 (84.4) 56 (86.1) 1.00 (Reference)
 G/G 9 (15.5) 9 (13.8) 1.14 (0.42–3.10) 0.793
 HWE 0.786
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(patients and controls) who are B27 positive. Considering to 
the B27 as an exposure factor, the statistical power reaches 
100%; however; for cases and controls who are B27 posi-
tive, but who are exposed to smoking, the statistical power 
was 76.2%.

Distribution of the gene and allelic frequencies 
of the studied SNPs

The distribution of the rs30187 and 27044 genotypes of 
the ERAP1 gene in the control group was consistent with 
the HWE (P > 0.05), and the MAF values in the Mexican 
population were (T) = 0.39 and (G) = 0.34, respectively. 
Table 2 shows the distribution of the genotypes of the 
patients with AS and healthy controls. For the two SNPs 
of ERAP1 studied, no statistically significant associations 
with AS were demonstrated under any of the three inherit-
ance models that were analyzed (P > 0.025).

Evaluation of gene–gene and gene–environment 
interactions: MDR results

An exhaustive MDR analysis revealed that the best inter-
action model for predicting the development of AS was 
the interaction of B27, smoking and the two polymor-
phisms of ERAP1 (rs30187 and rs27044). This model had 
a maximum balanced test precision of 0.8513, a CVC of 
10/10 and a significant P-value of 0.0016 (Table 3). Fig-
ure 1 shows the interaction map of all the factors based 
on the measurements of entropy between the individual 
variables. For this case, a strong interaction effect was 
observed between smoking and the two variants, rs27044 

and rs30187, with information gains of 5.13% and 4.97%, 
respectively.

Through a conditioned analysis, we showed that the 
presence of B27 increases the interaction between smoking 
and the two variants, rs30187 and rs27044. In the absence 
of B27, the entropy values between smoking and these two 
polymorphisms were − 0.18% and 1.11%, respectively; 
while the individual effects of each factor were 0.81% and 
0.37%, respectively (Fig. 2a). However, the presence of 
B27 increases both the percentage of entropy of the two 
polymorphisms (to 2.24% each) and the individual effects 
(to 6.37% each) (Fig. 2b).

Discussion

Chronic exposure to tobacco smoke through cigarette smok-
ing is a serious public health problem that can lead to the 
development of serious diseases such as lung cancer, car-
diovascular disease and chronic obstructive pulmonary dis-
ease (COPD) [24, 25]. At the musculoskeletal level, there is 
consistent evidence that smoking is an important risk factor 
in the development of rheumatoid arthritis (RA), mainly in 
men, through its interaction with the citrullination process or 

Table 3   Results of MDR analysis

The model with the maximum testing balnced accuracy and maxi-
mum CVC was considered as the best model
MDR multifactor dimensionality reduction, CVC cross validation 
consistency
*P-values were based on 1000 permutations
a The best interaction model in MDR analysis

Number of the risk factors Testing 
balanced 
accuracy

CVC P-value*

1 B27 0.8381 9/10 0.0101
2 B27, smoke 0.8458 9/10 0.0107
3 B27, rs30187, rs27044 0.8509 10/10 0.0130
4 B27, smoke, rs30187, 

rs27044
0.8513a 10/10 0.0016

5 Smoke, rs30187, rs27044 0.3983 10/10 0.0210
6 Smoke, rs30187 0.4447 8/10 0.6773
7 Smoke 0.5456 7/10 0.7032

Fig. 1   Interaction map for ankylosing spondylitis risk. The interac-
tion model describes the percentage of the entropy (information gain) 
that is explained by each factor or 2-way interaction. Values inside 
nodes indicate information gain of individual attributes or main 
effects, whereas values between nodes show information gain of pair-
wise combinations of attributes or interaction effects. Positive entropy 
(plotted in red or orange) indicates interaction, which can be inter-
preted as a synergistic or nonadditive relationship; while negative 
entropy (plotted in yellow-green or green) indicates independence or 
additivity (redundancy). (Color figure online)
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with anti-citrullinated peptide antibodies (ACPAs) [26, 27]. 
In the case of osteoporosis, smoking affects bone calcium 
homeostasis, and in osteoarthritis (OA), there is inflamma-
tion with a notable increase in oxidative stress [17]. With 
respect to AS, clinical studies indicate that tobacco use is 
associated with erectile dysfunction, cardiovascular risk, sig-
nificant changes in acute phase reactants, systemic inflam-
mation and decreased physical activity [28–30]. In addition, 
patients with AS who smoke experience increased pain and 
fatigue, leading to a poor quality of life [31].

It has been shown that the interaction between genetic 
and environmental factors, such as tobacco smoke, is crucial 
for the development of RA and OA [32, 33]. In the present 
study, we analyzed both the association of polymorphisms 
of the ERAP1 gene with AS and the effects of their inter-
action with smoking on the risk of developing AS. Our 
results showed that, despite the great representativeness of 
the MAF of the two variants of ERAP1 that were analyzed 
in our population, there was no significant association with 
the genetic susceptibility to AS. Several studies have been 
conducted to examine the association between SNPs of 
the ERAP1 gene and AS, and the results are inconsistent. 
Some argue that the association with ERAP1 occurs only in 
B27-positive patients, which suggests that there could be an 
epistatic gene–gene interaction [11, 22, 34]. Recently, it was 
discovered that ERAP1 variants interact genetically with the 
B27 and B*4001 alleles in patients with AS, indicating that 
ERAP1 risk variants can be present in both B27-positive 
and B27-negative/B*4001-positive patients [35]. However, 
other reports show that there is no association with ERAP1 
in either B27-positive or B27-negative patients [36]. A study 
conducted in patients of Australian origin with AS, whether 

B27 positive or B27 negative, in the presence of risk or pro-
tective ERAP1 variants did not show significant differences 
in the expression of ER stress markers or proinflammatory 
cytokines [37]. Apparently, the association with B27 in 
patients with AS occurs mainly in populations of European 
Caucasian origin and is present at a very low or almost null 
frequency in populations of Asian origin [38]. It is possible 
that epistatic mechanisms are closely related to the genetic 
structure of populations in such a way that the interaction 
between ERAP1 and B27 may differ among them and that 
they may therefore manifest very particular phenotypes.

The ERAP1 gene is located on chromosome 5q15, 
and its product, the ERAP-1 protein, is a metallopepti-
dase whose enzymatic activity is strongly affected by the 
presence of the rs30187 and rs27044 variants; the first 
appears to decrease it, and the second increases it, but 
its effects on the ability to process antigenic peptides are 
not yet conclusive [39, 40]. Another important factor that 
alters the enzymatic activity of ERAP-1 is the presence of 
heavy metals, such as Cd, in tobacco smoke. A possible 
mechanism for the involvement of Cd in ERAP-1 enzy-
matic activity is that because it is an enzyme that depends 
on Zn2+ and Cd2+ having the same valence, its biological 
actions are described as ionic mimicry of Zn2+, and it may 
even compete with Zn2+ for the same target site [41] since 
they use the same transport mechanisms for entry and for 
the regulation of cellular homeostasis [42].

We used MDR to evaluate the interaction between the 
rs30187 and rs27044 variants of ERAP1 and smoking in 
patients with AS. Our results revealed interactions with a 
high degree of synergy between smoking and the ERAP1 
variants, as well as a discrete epistatic interaction between 

Fig. 2   Conditioned analysis for B27 negative (−) or B27 positive (+). The presence of B27 increases the interactive effects between smoking 
and ERAP1 polymorphisms
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rs30187 and rs27044. Age and sex play important roles in 
the development of AS, and through the MDR method, 
we were able to corroborate this finding due to the strong 
interaction observed between these two variables (Fig. 1). 
Overall, the best interaction model we obtained was for the 
interaction between B27, smoking, rs30187 and rs27044 
(Table  3). Subsequently, we performed a conditioned 
analysis to determine the effect of B27 on the interaction 
of smoking with the two variants of ERAP1. Interestingly, 
the presence of B27 increases the entropy (or interaction) 
between smoking and the two variants (Fig. 2). Each of these 
variables exerts an individual effect, and as they are added, 
the risk of developing AS increases. B27 is the most impor-
tant factor in genetic susceptibility to AS, but we confirmed 
that other factors, such as the ERAP1 gene and smoking, act 
synergistically, enhancing the risk.

Several studies of SNP associations under the SNP × SNP 
pair scheme have been proposed to evaluate this interaction. 
We decided to perform an analysis of the interaction between 
all of the variables to highlight each of the individual effects; 
however, we are aware of the limitations of our work. First, 
the sample size was small because during the recruitment 
period, there was limited access of the population to medical 
services at our institution due to the COVID-19 pandemic, 
which affects the statistical power, so the results must be 
taken with caution. Second, our study focused on a single 
population sampled from a single hospital, and therefore, 
it would be worthwhile to replicate the study with a multi-
center sample to corroborate our findings. Third, there are 
numerous SNPs within the ERAP1 gene and other genes 
(such as those in the IL-23 pathway, KIRs and TLR4, among 
others) that were not considered but impact the modulation 
of AS. Finally, it is possible that, in addition to Cd, the lead, 
arsenic and chromium present in tobacco smoke could favor 
the development of AS; however, these elements were not 
considered.

Conclusions

In summary, the rs30187 and rs27044 variants of ERAP1 
were not associated with genetic susceptibility to AS in our 
population; however, we suggest that they play an important 
role in enhancing the effects of smoking in patients carrying 
B27. More studies are needed to explore in depth the mecha-
nisms of interaction between these polymorphisms, as well 
as those of other genes and other environmental factors, in 
the development of AS.

Acknowledgements  This work was supported by federal resources 
from the INR-LGII. We thank all the individuals who participated in 
this study.

Author contributions  JFT and KMF conceived the study, sample pro-
cessing, interpretation of results, writing first draft of manuscript. JFT 
performed the statistical analysis. YZC, NMA, IALJ and RSS recruited 
subjects, applied the questionnaire, and reviewed the manuscript draft. 
All authors reviewed and approved the final version of the manuscript.

Funding  This research did not receive any specific grant from funding 
agencies in the public, commercial, or not-for-profit sectors.

Data availability  Data and material are available on request from the 
correspondence author or first author.

Declarations 

Conflict of interest  The authors declare no competing interests.

Ethical approval  The study was approved by the ethics committee of 
Instituto Nacional de Rehabilitación “Luis Guillermo Ibarra-Ibarra” 
(Reg. 19/51). All procedures performed in this study involving human 
participants were in accordance with the ethical standards of the INR-
LGII-Institutional Research and Ethical Committee and with the Hel-
sinki Declaration (1964).

Consent to participate  All participants have consented to participate 
to this study.

Consent for publication  The manuscript is approved by all authors 
for publication.

References

	 1.	 Ebrahimiadib N, Berijani S, Ghahari M, Pahlaviani FG (2021) 
Ankylosing spondylitis. J Ophthalmic Vis Res 16:462–469. 
https://​doi.​org/​10.​18502/​jovr.​v16i3.​9440

	 2.	 Kougkas N, Avgoustidis N, Repa A, Bertsias G, Eskitzis A, Sidi-
ropoulos P (2019) The value of the 2011 ASAS classification 
criteria in patients with Spondyloarthritis and the prognosis of 
non-radiographic axial Spondyloarthritis: data from a large cohort 
of a tertiary referral hospital. Mediterr J Rheumatol 30:51–53. 
https://​doi.​org/​10.​31138/​mjr.​30.1.​51

	 3.	 Feng HY, Chan CH, Chu YC, Qu XM, Wang YH, Wei JC (2022) 
Patients with ankylosing spondylitis have high risk of irritable 
bowel syndrome. A long-term nationwide population-based 
cohort study. Postgrad Med 21:1–7. https://​doi.​org/​10.​1080/​00325​
481.​2022.​20413​38

	 4.	 Garcia-Montoya L, Gul H, Emery P (2018) Recent advances in 
ankylosing spondylitis: understanding the disease and manage-
ment. F1000Research. https://​doi.​org/​10.​12688/​f1000​resea​rch.​
14956.1

	 5.	 Golder V, Schachna L (2013) Ankylosing spondylitis: an update. 
Aust Fam Physician 42:780–784

	 6.	 Citera G, Bautista-Molano W, Peláez-Ballestas I, Azevedo VF, 
Perich RA, Méndez-Rodríguez JA, Cutri MS, Borlenghi CE 
(2021) Prevalence, demographics, and clinical characteristics of 
Latin American patients with spondyloarthritis. Adv Rheumatol 
61(1):2. https://​doi.​org/​10.​1186/​s42358-​020-​00161-5

	 7.	 Hwang MC, Ridley L, Reveille JD (2021) Ankylosing spondy-
litis risk factors: a systematic literature review. Clin Rheumatol 
40:3079–3093. https://​doi.​org/​10.​1007/​s10067-​021-​05679-7

	 8.	 Londono J, Santos AM, Rueda JC, Calvo-Paramo E, Burgos-Var-
gas R, Vargas-Alarcon G, Martinez-Rodriguez N, Arias-Correal 

https://doi.org/10.18502/jovr.v16i3.9440
https://doi.org/10.31138/mjr.30.1.51
https://doi.org/10.1080/00325481.2022.2041338
https://doi.org/10.1080/00325481.2022.2041338
https://doi.org/10.12688/f1000research.14956.1
https://doi.org/10.12688/f1000research.14956.1
https://doi.org/10.1186/s42358-020-00161-5
https://doi.org/10.1007/s10067-021-05679-7


6430	 Molecular Biology Reports (2022) 49:6423–6431

1 3

S, Muñoz GN, Padilla D, Cuervo F, Reyes-Martinez V, Bernal-
Macías S, Villota-Eraso C, Avila-Portillo LM, Romero C, Medina 
JF (2020) Association of ERAP2 polymorphisms in Colombian 
HLA-B27+ or HLA-B15+ patients with SpA and its relationship 
with clinical presentation: axial or peripheral predominance. RMD 
Open 6:e001250. https://​doi.​org/​10.​1136/​rmdop​en-​2020-​001250

	 9.	 Wellcome Trust Case Control Consortium, Australo-Anglo-Amer-
ican Spondylitis Consortium (TASC), Burton PR, Clayton DG, 
Cardon LR, Craddock N, Deloukas P, Duncanson A et al (2007) 
Association scan of 14,500 nonsynonymous SNPs in four dis-
eases identifies autoimmunity variants. Nat Genet 39:1329–1337. 
https://​doi.​org/​10.​1038/​ng.​2007.​17

	10.	 Gao S, Xu T, Liang W, Xun C, Deng Q, Guo H, Sheng W (2020) 
Association of rs27044 and rs30187 polymorphisms in endoplas-
mic reticulum aminopeptidase 1 gene and ankylosing spondyli-
tis susceptibility: a meta-analysis. Int J Rheum Dis 23:499–510. 
https://​doi.​org/​10.​1111/​1756-​185X.​13795

	11.	 Jiang Y, Ren Y, Zhou D, Xu Y (2018) Associations between 
ERAP1 polymorphisms and susceptibility to ankylosing spon-
dylitis: a meta-analysis of East Asian Population. Medicine 
(Baltimore) 97:e13263. https://​doi.​org/​10.​1097/​MD.​00000​
00000​013263

	12.	 Ozen G, Deniz R, Eren F, Erzik C, Unal AU, Yavuz S, Aydin 
SZ, Inanc N, Direskeneli H, Atagunduz P (2017) Association of 
ERAP1, IL23R and PTGER4 polymorphisms with radiographic 
severity of ankylosing spondylitis. Open Rheumatol J 11:1–9. 
https://​doi.​org/​10.​2174/​18743​12901​71101​0001

	13.	 Alvarez-Navarro C, López de Castro JA (2013) ERAP1 in anky-
losing spondylitis: genetics, biology and pathogenetic role. Curr 
Opin Rheumatol 25:419–425. https://​doi.​org/​10.​1097/​BOR.​
0b013​e3283​62042f

	14.	 Admon A (2019) ERAP1 shapes just part of the immunopep-
tidome. Hum Immunol 80:296–301. https://​doi.​org/​10.​1016/j.​
humimm.​2019.​03.​004

	15.	 Mesonero JE, Rodríguez Yoldi MC, Rodríguez Yoldi MJ (1994) 
Cadmium action on aminopeptidase N activity and L-threonine 
intestinal transport in rabbit. Reprod Nutr Dev 34:115–123. 
https://​doi.​org/​10.​1051/​rnd:​19940​202

	16.	 Bizoń A, Stasiak K, Milnerowicz H (2010) Aktywność alany-
loaminopeptydazy we krwi i moczu palacych i niepalacych hut-
ników [Activity of alanine aminopeptidase in blood and in urine 
of smoking and non-smoking smelters]. Przegl Lek 67:906–909

	17.	 Reyes-Hinojosa D, Lozada-Pérez CA, Zamudio Cuevas Y, 
López-Reyes A, Martínez-Nava G, Fernández-Torres J, Olivos-
Meza A, Landa-Solis C, Gutiérrez-Ruiz MC, Rojas Del Castillo 
E, Martínez-Flores K (2019) Toxicity of cadmium in muscu-
loskeletal diseases. Environ Toxicol Pharmacol 72:103219. 
https://​doi.​org/​10.​1016/j.​etap.​2019.​103219

	18.	 Lee JW, Kim Y, Kim Y, Yoo H, Kang HT (2020) Cigarette 
smoking in men and women and electronic cigarette smoking in 
men are associated with higher risk of elevated cadmium level 
in the blood. J Korean Med Sci 35:e15. https://​doi.​org/​10.​3346/​
jkms.​2020.​35.​e15

	19.	 Wang X, Ma J, Ma J, Wen Y, Meng L, Yang H, Zhang R, Hao 
D (2017) Bioinformatics analysis of genetic variants of endo-
plasmic reticulum aminopeptidase 1 in ankylosing spondylitis. 
Mol Med Rep 16:6532–6543. https://​doi.​org/​10.​3892/​mmr.​
2017.​7417

	20.	 Keidel S, Chen L, Pointon J, Wordsworth P (2013) ERAP1 and 
ankylosing spondylitis. Curr Opin Immunol 25:97–102. https://​
doi.​org/​10.​1016/j.​coi.​2012.​11.​002

	21.	 van der Linden S, Valkenburg HA, Cats A (1984) Evaluation of 
diagnostic criteria for ankylosing spondylitis. A proposal for mod-
ification of the New York criteria. Arthritis Rheum 27:361–368. 
https://​doi.​org/​10.​1002/​art.​17802​70401

	22.	 Cherciu M, Popa LO, Bojinca M, Dutescu MI, Bojinca V, Bara C, 
Popa OM (2013) Functional variants of ERAP1 gene are associ-
ated with HLA-B27 positive spondyloarthritis. Tissue Antigens 
82:192–196. https://​doi.​org/​10.​1111/​tan.​12158

	23.	 Martínez-Nava GA, Zamudio-Cuevas Y, Terrazas-Ontiveros NA, 
Martínez-Flores K, Espinosa-Morales R, Mijares-Díaz F, Juárez-
Barreto SM, Lozada-Pérez C, Valdés-Flores M, Sánchez-Sánchez 
R, Hidalgo-Bravo A, Fernández-Torres J (2021) A proposed 
HLA-B*27 screening method for ankylosing spondylitis detec-
tion based on tag-single nucleotide polymorphisms: a prelimi-
nary study. Mol Biol Rep 48:7819–7829. https://​doi.​org/​10.​1007/​
s11033-​021-​06801-3

	24.	 Ambrose JA, Barua RS (2004) The pathophysiology of cigarette 
smoking and cardiovascular disease: an update. J Am Coll Cardiol 
43:1731–1737. https://​doi.​org/​10.​1016/j.​jacc.​2003.​12.​047

	25.	 Salvi S (2013) Tobacco smoking and environmental risk fac-
tors for chronic obstructive pulmonary disease. Clin Chest Med 
35:17–27. https://​doi.​org/​10.​1016/j.​ccm.​2013.​09.​011

	26.	 Zhao SS, Goodson NJ, Robertson S, Gaffney K (2020) Smoking 
in spondyloarthritis: unravelling the complexities. Rheumatology 
(Oxford) 59:1472–1481. https://​doi.​org/​10.​1093/​rheum​atolo​gy/​
keaa0​93

	27.	 Ruiz-Esquide V, Sanmartí R (2012) Tabaco y otros factores 
ambientales en la artritis reumatoide. Reumatol Clin 8:342–350. 
https://​doi.​org/​10.​1016/j.​reuma.​2012.​02.​011

	28.	 Aykurt Karlıbel İ, Dülger S, Kasapoğlu Aksoy M, Güzelsoy 
M, Türkoğlu AR, Altan L, Yıldız T (2019) Effect of cigarette 
smoking on sexual functions, psychological factors, and disease 
activity in male patients with ankylosing spondylitis. Aging Male 
22:109–115. https://​doi.​org/​10.​1080/​13685​538.​2018.​14779​35

	29.	 Peters MJ, van der Horst-Bruinsma IE, Dijkmans BA, Nurmo-
hamed MT (2004) Cardiovascular risk profile of patients with 
spondylarthropathies, particularly ankylosing spondylitis and 
psoriatic arthritis. Semin Arthritis Rheum 34:585–592. https://​
doi.​org/​10.​1016/j.​semar​thrit.​2004.​07.​010

	30.	 Chen CH, Chen HA, Lu CL, Liao HT, Liu CH, Tsai CY, Chou CT 
(2013) Association of cigarette smoking with Chinese ankylosing 
spondylitis patients in Taiwan: a poor disease outcome in systemic 
inflammation, functional ability, and physical mobility. Clin Rheu-
matol 32:659–663. https://​doi.​org/​10.​1007/​s10067-​013-​2165-y

	31.	 Roelsgaard IK, Esbensen BA, Østergaard M, Rollefstad S, 
Semb AG, Christensen R, Thomsen T (2019) Smoking cessa-
tion intervention for reducing disease activity in chronic autoim-
mune inflammatory joint diseases. Cochrane Database Syst Rev 
9:CD012958. https://​doi.​org/​10.​1002/​14651​858.​CD012​958.​pub2

	32.	 Amin S, Niu J, Guermazi A, Grigoryan M, Hunter DJ, Clancy M, 
LaValley MP, Genant HK, Felson DT (2007) Cigarette smoking 
and the risk for cartilage loss and knee pain in men with knee 
osteoarthritis. Ann Rheum Dis 66:18–22. https://​doi.​org/​10.​1136/​
ard.​2006.​056697

	33.	 Hedström AK, Stawiarz L, Klareskog L, Alfredsson L (2018) 
Smoking and susceptibility to rheumatoid arthritis in a Swedish 
population-based case-control study. Eur J Epidemiol 33:415–423. 
https://​doi.​org/​10.​1007/​s10654-​018-​0360-5

	34.	 Evans DM, Spencer CC, Pointon JJ, Su Z, Harvey D, Kochan G 
et al (2011) Interaction between ERAP1 and HLA-B27 in anky-
losing spondylitis implicates peptide handling in the mechanism 
for HLA-B27 in disease susceptibility. Nat Genet 43:761–767. 
https://​doi.​org/​10.​1038/​ng.​873

	35.	 Hanson A, Brown MA (2017) Genetics and the causes of ankylos-
ing spondylitis. Rheum Dis Clin N Am 43:401–414. https://​doi.​
org/​10.​1016/j.​rdc.​2017.​04.​006

	36.	 Su W, Du L, Liu S, Deng J, Cao Q, Yuan G, Kijlstra A, Yang 
P (2018) ERAP1/ERAP2 and RUNX3 polymorphisms are not 
associated with ankylosing spondylitis susceptibility in Chinese 

https://doi.org/10.1136/rmdopen-2020-001250
https://doi.org/10.1038/ng.2007.17
https://doi.org/10.1111/1756-185X.13795
https://doi.org/10.1097/MD.0000000000013263
https://doi.org/10.1097/MD.0000000000013263
https://doi.org/10.2174/1874312901711010001
https://doi.org/10.1097/BOR.0b013e328362042f
https://doi.org/10.1097/BOR.0b013e328362042f
https://doi.org/10.1016/j.humimm.2019.03.004
https://doi.org/10.1016/j.humimm.2019.03.004
https://doi.org/10.1051/rnd:19940202
https://doi.org/10.1016/j.etap.2019.103219
https://doi.org/10.3346/jkms.2020.35.e15
https://doi.org/10.3346/jkms.2020.35.e15
https://doi.org/10.3892/mmr.2017.7417
https://doi.org/10.3892/mmr.2017.7417
https://doi.org/10.1016/j.coi.2012.11.002
https://doi.org/10.1016/j.coi.2012.11.002
https://doi.org/10.1002/art.1780270401
https://doi.org/10.1111/tan.12158
https://doi.org/10.1007/s11033-021-06801-3
https://doi.org/10.1007/s11033-021-06801-3
https://doi.org/10.1016/j.jacc.2003.12.047
https://doi.org/10.1016/j.ccm.2013.09.011
https://doi.org/10.1093/rheumatology/keaa093
https://doi.org/10.1093/rheumatology/keaa093
https://doi.org/10.1016/j.reuma.2012.02.011
https://doi.org/10.1080/13685538.2018.1477935
https://doi.org/10.1016/j.semarthrit.2004.07.010
https://doi.org/10.1016/j.semarthrit.2004.07.010
https://doi.org/10.1007/s10067-013-2165-y
https://doi.org/10.1002/14651858.CD012958.pub2
https://doi.org/10.1136/ard.2006.056697
https://doi.org/10.1136/ard.2006.056697
https://doi.org/10.1007/s10654-018-0360-5
https://doi.org/10.1038/ng.873
https://doi.org/10.1016/j.rdc.2017.04.006
https://doi.org/10.1016/j.rdc.2017.04.006


6431Molecular Biology Reports (2022) 49:6423–6431	

1 3

Han. Clin Exp Immunol 193:95–102. https://​doi.​org/​10.​1111/​cei.​
13121

	37.	 Kenna TJ, Lau MC, Keith P, Ciccia F, Costello ME, Bradbury 
L, Low PL, Agrawal N, Triolo G, Alessandro R, Robinson PC, 
Thomas GP, Brown MA (2015) Disease-associated polymor-
phisms in ERAP1 do not alter endoplasmic reticulum stress in 
patients with ankylosing spondylitis. Genes Immun 16:35–42. 
https://​doi.​org/​10.​1038/​gene.​2014.​62

	38.	 Cortes A, Hadler J, Pointon JP, Robinson PC, Karaderi T, Leo P 
et al (2013) Identification of multiple risk variants for ankylosing 
spondylitis through high-density genotyping of immune-related 
loci. Nat Genet 45:730–738. https://​doi.​org/​10.​1038/​ng.​2667

	39.	 Goto Y, Hattori A, Ishii Y, Tsujimoto M (2006) Reduced activity 
of the hypertension-associated Lys528Arg mutant of human adi-
pocyte-derived leucine aminopeptidase (A-LAP)/ER-aminopepti-
dase-1. FEBS Lett 580:1833–1838. https://​doi.​org/​10.​1016/j.​febsl​
et.​2006.​02.​041

	40.	 Evnouchidou I, Kamal RP, Seregin SS, Goto Y, Tsujimoto M, Hat-
tori A, Voulgari PV, Drosos AA, Amalfitano A, York IA, Stratikos 
E (2011) Cutting edge: coding single nucleotide polymorphisms 
of endoplasmic reticulum aminopeptidase 1 can affect antigenic 
peptide generation in vitro by influencing basic enzymatic proper-
ties of the enzyme. J Immunol 186:1909–1913. https://​doi.​org/​10.​
4049/​jimmu​nol.​10033​37

	41.	 Frangos T, Maret W (2020) Zinc and cadmium in the aetiology 
and pathogenesis of osteoarthritis and rheumatoid arthritis. Nutri-
ents 13:53. https://​doi.​org/​10.​3390/​nu130​10053

	42.	 Bonaventura P, Lamboux A, Albarède F, Miossec P (2017) Regu-
latory effects of zinc on cadmium-induced cytotoxicity in chronic 
inflammation. PLoS ONE 12:e0180879. https://​doi.​org/​10.​1371/​
journ​al.​pone.​01808​79

Publisher's Note  Springer Nature remains neutral with regard to 
jurisdictional claims in published maps and institutional affiliations.

https://doi.org/10.1111/cei.13121
https://doi.org/10.1111/cei.13121
https://doi.org/10.1038/gene.2014.62
https://doi.org/10.1038/ng.2667
https://doi.org/10.1016/j.febslet.2006.02.041
https://doi.org/10.1016/j.febslet.2006.02.041
https://doi.org/10.4049/jimmunol.1003337
https://doi.org/10.4049/jimmunol.1003337
https://doi.org/10.3390/nu13010053
https://doi.org/10.1371/journal.pone.0180879
https://doi.org/10.1371/journal.pone.0180879

	HLA-B27 may modulate the interaction between ERAP1 polymorphisms and smoking in ankylosing spondylitis patients
	Abstract
	Background 
	Methods and results 
	Conclusions 

	Introduction
	Materials and methods
	Study population
	Smoking parameters
	DNA extraction
	B27 typing
	ERAP1 polymorphism genotyping
	Statistical analysis

	Results
	Characteristics of the study population
	Distribution of the gene and allelic frequencies of the studied SNPs
	Evaluation of gene–gene and gene–environment interactions: MDR results

	Discussion
	Conclusions
	Acknowledgements 
	References




