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During the last decade, immune checkpoint inhibition (ICI) has become a pillar of cancer
therapy. Antibodies targeting CTLA-4 or PD-1/PD-L1 have been approved in several
malignancies, with thousands of clinical trials currently underway. While the majority of
cancer immunotherapies have traditionally focused on enhancing cytotoxic responses by
CD8+ or NK cells, there are clear evidences that CD4+ T cell responses can modulate the
immune response against tumors and influence the efficacy of ICI therapy. CD4+ T cells
can differentiate into several subsets of helper T cells (Th) or regulatory T cells (Treg), with a
wide range of effector and/or regulatory functions. Importantly, different Th subsets may
have different and sometimes contrasting roles in the clinical response to ICI therapy,
which in addition may vary depending on the organ and tumor niche. In this review, we
discuss recent evidence that highlights how ICI therapy impacts Th1, Th9, and Th17 cells
and vice versa. These data might be important designing better interventions that unleash
the full potential of immune response against cancer.
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INTRODUCTION

The effector mechanisms of both innate and adaptive immunity are important in the response
against tumors. While much of the research on the adaptive immune response to tumors has
focused on CD8+ cytotoxic T lymphocytes (CTL), the importance of CD4+ T helper (Th) cells has
been traditionally underappreciated. However, CD4+ Th cells constitute an essential part of the
immune system due to their ability to interact with and regulate other immune cells through cell-to-
cell contacts and cytokine secretion. Effector Th cells may participate in the antitumor immune
response in various ways, either directly by eliminating tumor cells or indirectly by providing
cytokines and co-stimulatory signals that improve the efficacy of CTL responses (1). In contrast, a
different subset of CD4+ T cells, called regulatory T (Treg) cells, are known for their ability to
restrain effector T cell responses and may also suppress the immune response to tumors (reviewed
in another article of this issue) (2).
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The majority of current anticancer therapies rely on drugs
that either kill dividing cells or prevent cell division, which
usually come at a high price and cause adverse effects on
healthy cells and tissues. The host immunity to tumors, on the
other hand, may be highly specific for tumor antigens and not
injure normal cells or tissues. Therefore, immunotherapy has the
potential of being the most tumor-specific treatment that can be
conceived. The earliest attempts to harness the immune system
to fight tumors trace back to the late 19th century with the works
of Wilhelm Busch, Friedrich Fehleisen and William B. Coley
among others. Busch (3) and Fehleisen (4) realized that some
cancer patients experienced notable tumor regression after
developing erysipelas, a skin infection usually caused by
Streptococcus pyogenes. Busch was actually the first to inoculate
bacteria as a therapy for cancer in 1868 (5). Coley continued and
expanded this work during the 1890s. He reported new cases of
tumor regression upon contraction of erysipelas (6) and began
treating bone and soft tissue sarcomas first with live streptococcal
cultures and later, after two infection-related deaths, with heat-
killed Streptococcus and Serratia mixtures (the famous Coley’s
toxins) (7). Although it was criticized at the time because of
inconsistent results, this initial form of immunotherapy was used
for the next 40 years until it was replaced by chemotherapy and
radiotherapy treatments. It was not until the end of the 20th
century and beginning of the 21st that the field of
immunotherapy was revitalized with several key discoveries,
including the identification of tumor-associated antigens, the
use of recombinant cytokines such as IL-2, tumor-specific
monoclonal antibodies, adoptive cell therapy with tumor-
infiltrating lymphocytes (TILs) (8), dendritic cell vaccines (9),
chimeric antigen receptor (CAR) T cells (10), and immune
checkpoint inhibitors (ICI) (11). Among these, ICI therapy and
CAR T cell therapy are perhaps the most promising, as they have
achieved surprising results in subsets of patients with several
malignancies that had limited therapeutic options. However, ICI
therapy is beneficial only to a small fraction of cancer patients
(12, 13), therefore there is still much to understand to unleash the
full potential of ICI therapy.

In this review, we will discuss recent evidences that highlight
the importance of Th cells in the efficacy of ICI therapy. Th1,
Th2, Th9, Th17 and T follicular helper (TFH) cells have been
broadly studied in cancer immunotherapy. However, due to
length limitations, we will focus on Th1, Th9 and Th17 cells.
ICI THERAPY: A PARADIGM SHIFT IN
CANCER TREATMENT

The notion that certain molecules expressed on the surface of T
cells may function as immune brakes dates back to the 1990s.
Cytotoxic T cell antigen 4 (CTLA-4) was first described in 1987
by Brunet et al. (14), but its role as a negative regulator of T cell
proliferation and function was not demonstrated until 1995 by
the group of J.P. Allison (15) and the generation of CTLA-4–
deficient mice (16). CTLA-4 is a receptor that structurally
belongs to the immunoglobulin superfamily and is homologous
Frontiers in Immunology | www.frontiersin.org 2
to CD28 (14, 17), the main co-stimulatory receptor on T cells. It is
mainly expressed on CD4+ and CD8+ T cells upon activation, but
is constitutively expressed on Tregs where it contributes to their
suppressive function (18). Like CD28, CTLA-4 binds to CD80
(B7-1) and CD86 (B7-2) molecules on APCs, but with much
higher avidity than CD28 (17) and with opposite effect (15, 19).

Programmed cell death 1 (PD-1) was identified in 1992 by the
group of T. Honjo (20), who also proved its role as a negative
regulator of immune responses (21, 22). PD-1 is expressed on
activated T and B cells and other myeloid cells, and is bound by
PD-ligand 1 (PD-L1) and PD-L2, which also belong to the B7
family. PD-L1 (also known as B7 homolog 1, or B7-H1) is
constitutively expressed on myeloid cells and is inducible in
many other cell types, including tumor cells, in the presence of
inflammatory signals (23). Compared to PD-L1, basal expression
of PD-L2 (also known as B7-DC) is low and mainly restricted to
dendritic cells and activated macrophages, although its
expression can be induced in other immune cells and non-
immune cells under certain stimuli (24). Akin to PD-L1, PD-
L2 may be also expressed by tumor cells (25). In addition to
CTLA-4 and PD-1, other inhibitory molecules have been also
discovered, such as TIM3 (T cell immunoglobulin and mucin-
domain containing 3) (26), LAG-3 (lymphocyte activation gene 3)
(27, 28), or TIGIT (T cell immunoglobulin and ITIM domain)
(29, 30).

These inhibitory molecules are generally referred to as
immune checkpoints and are crucial to maintaining self-
tolerance, preventing autoimmunity, and controlling the
duration and extent of immune responses in order to minimize
collateral tissue damage. The antibodies that block them are
therefore known as immune checkpoint inhibitors (ICIs). ICI
therapy was born based on the hypothesis that blocking the
negative signals provided by CTLA-4 and PD-1 with monoclonal
antibodies (mAb) could unleash the T cell-dependent immune
response against cancer. The remarkable results of these
therapies in animal models and clinical trials led to the first
approval, in 2011, of an anti–CTLA-4 mAb (Ipilimumab) for the
treatment of advanced melanoma. This was followed by the
approval of other mAbs targeting PD-1 (Nivolumab and
Pembrolizumab) and PD-L1 (Atezolizumab, Durvalumab) in
2014 and 2016 respectively. These therapies have changed the
pattern of treatment and the outcome for certain groups of
patients with advanced cancers. The U.S. food and drug
administration (FDA) has already approved the use of these
therapies in at least 15 cancer types (31), including advanced
melanoma, lung cancer, renal cell carcinoma, urothelial cancer,
liver cancer or squamous cell carcinoma. In addition, there are
currently hundreds of clinical trials, including more than 30
registered phase III studies, testing the efficacy of ICIs in different
types of cancer (www.clinicaltrials.gov). A clear example of this
paradigm shift is the fact that, at present, nearly all patients
diagnosed with metastatic lung cancer receive PD-L1 blockade as
part of their treatment (32).

However, ICI therapy still presents two main drawbacks: the
high percentage of patients that do not respond to therapy, and
the development of immune-related adverse events due to an
March 2021 | Volume 12 | Article 625667
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overactive immune response. Intensive experimental research is
now focused on deciphering the mechanisms of action with the
aim of overcoming these drawbacks. In addition, clinical trials
are testing anti–CTLA-4, anti–PD-1, or anti–PD-L1 mAbs in
combination with each other and with other agents, trying to
find therapeutic regimes with improved efficacy and safety.
BRIEF OVERVIEW OF Th CELL
DEVELOPMENT AND DIFFERENTIATION

CD4+ T cells express a T cell receptor (TCR) that recognizes
peptide antigens presented by class II major histocompatibility
complex (MHC-II) molecules on the surface of antigen-
presenting cells (APCs). The CD4 molecule is a co-receptor
that binds to the beta-chain of the MHC-II molecule and
facilitates the interaction of the TCR with the peptide-MHC-II
complex (33). T lymphocytes originate from pluripotent
precursor cells that arise in the fetal liver or adult bone
marrow and mature in the thymus, where they are referred to
as thymocytes. CD4+ T cells that successfully undergo this
thymic maturation process become naïve T cells (Th0).
Therefore, naïve CD4+ T cells are cells that, by definition, have
not yet encountered antigen and lack effector functions. Naïve T
cells are activated by a “two-signal” interaction with APCs. First,
Frontiers in Immunology | www.frontiersin.org 3
their TCR recognizes peptide antigens presented by MHC-II
molecules on APCs and, second, they receive co-stimulatory
signals from other molecules on the surface of these APCs. Upon
activation, naïve T cells have the ability to proliferate and
differentiate into one of several subsets of effector Th cells or
Treg cells. Subset differentiation depends on the cytokine milieu
that is present during TCR activation, which drives the
upregulation of key transcription factors that in turn regulate
the expression of specific surface markers and effector cytokines
associated with each subset (34, 35). In addition to the cytokine
environment, the strength of the TCR signal has been also shown
to regulate the differentiation program of naïve CD4+ T cells
(36). At least 6 subsets of effector Th cells exist, namely Th1, Th2,
Th9, Th17, Th22 and T follicular helper (TFH) cells (Figure 1). It
was initially thought that the differentiation of naïve T cells into
different lineages was an irreversible event. However, ample
evidence now supports that these subsets, particularly Th17
and Treg cells, are not terminally differentiated cells and retain
a certain degree of plasticity, allowing for conversion to other
lineages under particular stimulation or pathogenic conditions
(37, 38). Another classical concept in immunology was that naïve
T cells are a homogeneous population of uncommitted precursor
cells that differ only in their TCR specificity (34). However, this
concept has been also challenged by data showing that some
naïve T cells are already pre-committed to a specific subset, with
Th17 and Treg cells again on the spotlight (39, 40).
FIGURE 1 | CD4+ T cell differentiation in different helper subsets. Naïve CD4+ T cells (Th0) can differentiate into different subsets of T helper (Th) cells. This
differentiation depends on the cytokine milieu that is present during antigen recognition and TCR stimulation. In response to these signals, naïve CD4+ T cells
upregulate key transcription factors that control subset differentiation, which in turn determines the production of signature cytokines that mediate the effector
function of each Th subset.
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THE MULTIFACETED ROLES OF Th
SUBSETS IN ICI THERAPY

There is still much to learn about the immunological
mechanisms and impact of ICI therapy in many tumors. It is
nonetheless becoming clear that successful immunotherapy-
induced anti-tumor immune responses requires both CD8+

and CD4+ T cells. A recent report by Alspach et al. showed
that this is true even in tumors that do not express MHC-II
molecules (41). The authors also found that ICI therapy was
more effective when tumor cells express both MHC-I and MHC-
II neoantigens, i.e., they are targets for both CD8+ and CD4+ cells
(41). CD4+ cells support multiple CTL functions including clonal
expansion, cytotoxicity, and their ability to infiltrate tumors
[reviewed by Borst et al. (1)]. At the molecular level, CD4+ T
cell help instills a transcriptomic signature in CTLs that not only
promotes their cytotoxic or migratory potential, but also
downregulates the expression of inhibitory receptors such as
PD-1 or LAG-3 (42). Mechanistically, it was shown that this help
was largely mediated by the interaction of CD4+ cells with DCs,
causing upregulation of CD70 on the DCs that in turn relay the
Frontiers in Immunology | www.frontiersin.org 4
costimulatory signal through CD70-CD27 interactions on the
CTLs (42). In addition, the impact of CD4+ T cells on the
transcriptional profile of memory CTLs has been recently
identified (43). Using a vaccination strategy that excludes or
includes “help” signals and genome-wide analyses, the authors
show that CD4+ T cell help during CTL priming supports the
expansion of the T central memory (TCM) and T effector
memory (TEM) subpopulations, as well as the upregulation of
many genes associated with cytotoxic function (including
granzyme B, perforin or IFN-g) within the TEM population.
Remarkably, the authors also showed that memory CTLs
generated in the presence of help signals acquire epigenetic
traits that allow them to respond more vigorously upon
subsequent antigen-independent cytokine stimulation or
antigen-dependent but help-independent re-challenge (43).

These and other studies (1) reflect the importance of CD4+ T
cell responses in the tumor microenvironment (TME). However,
different Th subsets may have distinct or even contrasting roles
in the clinical response to ICI therapy (Table 1). In addition, the
expression pattern of some immune checkpoints may vary
among different Th subsets. A recent report showed that Th1
TABLE 1 | Summary of positive and negative effects of Th1, Th9, and Th17 subsets in the efficacy of ICI therapy.

CD4+ Th
subset

Human or mouse
study

Effect on ICI therapy References

Th1
Mouse Prolonged IFN-g signaling mediates both PD-L1-dependent and -independent resistance to ICI therapy (44)
Human IFN-g-related gene expression signatures predict responses to PD-1 and CTLA-4 blockade in melanoma and other

tumors
(45, 46)

Mouse Combination of CTLA-4 and PDL-1 blockade increases IFN-g production and enhances tumor rejection in melanoma (47)
Human and mouse Deficiency in IFN-g signaling impairs melanoma tumor rejection after CTLA-4 blockade (48)
Human and mouse Blockade or genetic deletion of CTLA-4, alone or in combination with PD-1 blockade, expands a population of ICOS+

Th1-like cells
(49, 50)

Mouse Activation of ICOS signaling and high frequency of ICOS+ Th1-like cells correlates with higher tumor rejection after
CTLA-4 blockade

(51, 52)

Mouse IFN-g impairs Treg function, activates CD103+ DCs that present tumor antigens, and induces polarization of iNOS+

macrophages
(53–55)

Human High frequency of Th1 cells is associated with IRAEs in the skin and the gastrointestinal tract of patients treated with
ICI inhibitors

(56–58)

Th17
Mouse Th17 polarization reduces the efficacy of CTLA-4 and PD-1 combination blockade in bone metastases. (59)
Mouse Concomitant blockade of TGFb signaling and CTLA-4 or PD-1 reduces Th17 differentiation and promotes melanoma

and breast cancer tumor rejection
(60)

Human Patients with stage IV melanoma that respond to anti–PD-1 therapy present with higher frequencies of IL-17A+CD4+

cells
(61)

Mouse HDAC6-deficient Th17 cells enhance the production of IFN-g by CD8+ T cells. Deletion of HDAC6 in CD4+ T cells
promotes HCC rejection upon PD-1 blockade

(62)

Mouse IL-21 derived from Th17 cells increases the frequency of intratumoral CX3CR1+CD8+ T cells, which improves
melanoma tumor rejection

(63)

Human Th17 cells are associated with IRAEs in patients with melanoma receiving anti–CTLA-4 therapy (64, 65)
Th9

Human and mouse Th9 cells are increased in melanoma patients that respond to PD-1 therapy. IL-9 favors the cytotoxic function of
mouse CD8+ T cells

(66)

Human Infiltration of IL-9+ cells in the TME correlated with exhausted phenotype of CD8+ cells, but it favored the response to
anti–PD-1 therapy in bladder cancer

(67)

Human and mouse Th9 cells infiltrate CRC in humans and are associated with higher CD8+ cell frequency. PD-1 blockade enhances IL-9
production in human CRC and mouse HCC.

(68, 69)

Mouse IL-21 derived from Th9 cells induces the production of IFN-g by CD8+ cells (70)
March 2021 | Volume 12 | A
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and Th2 cells display a higher expression of CTLA-4 compared
to Th17 cells in healthy subjects and in patients with multiple
sclerosis or lupus (71). Based on heatmap representation of flow
cytometry data, the expression of LAG-3 seemed also higher in
Th2 cells compared to Th1 or Th17 cells, at least in healthy
subjects, whereas the expression of other immune checkpoints
including PD-1 or TIGIT remained mostly unchanged in these
three subject groups (71). However, the differential expression of
immune checkpoints in different Th subsets from cancer patients
is an interesting question that remains unexplored. Last, it is
important to identify the differences that may exist within
different organs and tumor niches. In the following sections,
we discuss the contribution of Th1, Th9, and Th17 subsets to the
success of ICI therapy.
Th1 Cells and ICI Therapy
Th1 cells are generated when naïve T cells are activated in the
presence of IL-12 and express the T-box transcription factor
TBX21 (T-bet), which induces the prototypical Th1 cytokine
IFN-g (72). In addition to Th1 cells, IFN-g can be secreted by
CD8+ T cells, gd T cells, NK cells and, to a lesser extent, by NKT
cells and APCs (73). IFN-g is one of the most intensively studied
cytokines in the field of cancer biology. It plays a major role in
anticancer immunity by promoting the activity of CTL and NK
cells, as well as by upregulating MHC expression and antigen
presentation by dendritic cells. Moreover, IFN-g inhibits Treg
function and promotes the differentiation of macrophages towards
a more pro-inflammatory and tumoricidal M1 phenotype (73).
However, IFN-g may also have pro-tumorigenic effects. One
important negative effect is that cancer cells may express PD-L1
after exposure to IFN-g, impairing antitumor immunity (74). In
a sense, this evasion mechanism developed by tumors
emphasizes the importance of this cytokine during T cell
immunosurveillance. Accordingly, IFN-g production in the
TME could have negative effects with immunotherapy
treatments that do not block PD-1/PD-L1 pathway.
Conversely, when therapeutic regimens incorporate anti–PD-
1/PD-L1 agents, the presence of IFN-g could correlate with
better response and overall survival (75–77). Nevertheless,
positive and negative effects of this Th1-associated cytokine in
ICI therapy have been reported, and recent reports show that
the influence of IFN-g in cancer immunotherapy goes beyond
the PD-1/PD-L1 pathway.

A study by Benci et al. showed that prolonged IFN signaling
may promote both PD-L1-dependent and -independent
resistance to ICI therapy and to combination of ICI with
radiation (44). Importantly, both IFN-g (type II) and type I
IFN signaling seemed to have a similar effect, causing tumors to
enhance the expression of ligands for multiple T cell inhibitory
receptors such as TIM3 and LAG-3 (44). These results support
the notion that persistent exposure to IFN contributes not only
to PD-L1 expression in tumor cells but also to PD-L1-
independent evasion mechanisms. On the other hand, a study
by Ayers et al. identified that a TME characterized by active IFN-
g signaling is a common feature of tumors that respond to PD-1
Frontiers in Immunology | www.frontiersin.org 5
blockade with Pembrolizumab (45). The authors demonstrate
that a set of IFN-g-responsive genes associated with antigen
presentation, cytotoxic T cell responses and chemokine
expression were necessary for clinical benefit in up to 9
different cancer types (45). Similarly, upregulation of an IFN-g-
responsive gene expression signature appears to be important for
the clinical success of anti–CTLA-4 mAb, as evidenced by the
analysis of tumor specimens from melanoma patients treated
with Ipilimumab (46). Consistently, combination therapy of
anti–CTLA-4 and anti–PDL-1 mAbs plus an anticancer
vaccine resulted in a significant increase in IFN-g production
by both CD4+ and CD8+ cells, which correlated with higher rates
of melanoma tumor rejection (47). In fact, a surprisingly high
proportion (9 out of 12) of metastatic melanoma patients that do
not respond to Ipilimumab harbor tumors with loss of IFN-g
signaling (48). Furthermore, mice bearing melanoma tumors
deficient in IFN-g receptor 1 (IFNGR1) had impaired tumor
rejection after CTLA-4 blockade (48).

The expression of inducible co-stimulator (ICOS) seems to be
an important marker of Th1-associated antitumor response. This
was first identified in a clinical trial for the use of Ipilimumab in
bladder cancer patients (49). Although this trial did not allow
correlation with clinical outcome, it did show that CD4+ T cells
from blood and tumor tissue of all treated patients increased the
expression of ICOS and the production of IFN-g. These
CD4+ICOShiIFN-g-producing cells were able to recognize
tumor antigens and their expansion increased the ratio of Teff/
Treg cells in peripheral blood and tumors (49). Subsequent
studies further demonstrated the antitumor role of ICOS+

Th1-like effector T cells. In mice bearing melanoma tumors,
ICOS+ cells comprised a population of tumor-specific and Th1
cytokine-producing effector cells (78). Moreover, in ICOS- or ICOS
ligand (ICOSL)-deficient mice, the efficacy of anti–CTLA-4 therapy
was significantly diminished, although the specific contribution of
ICOS+CD4+ cells versus ICOS+CD8+ cells in tumor rejection was
not addressed in this study (78). Additionally, concomitant CTLA-4
blockade and ICOS engagement by tumor cells that express ICOSL
significantly improved rejection of established melanoma and
prostate cancer in mice (51). Notably, this therapeutic
combination gave rise to a population of tumor-infiltrating CD4+

T cells with high expression of IFN-g and TNF-a in response to re-
stimulation with tumor antigens, suggesting that these cells were
potent tumor antigen-specific Th1 cells (51). Moreover, IFN-g was
indispensable for tumor protection since IFN-g-receptor deficient
mice lost the survival benefit of this therapeutic combination (51).
The importance of ICOS+ Th1 cells was further highlighted in
another study by Wei et al. (50). Using mass cytometry and
computational approaches, the authors show that CTLA-4 not
only attenuates T cell activation but also regulates CD4+ T cell
differentiation in mice, but not CD8+ differentiation. Both the
genetic absence of CTLA-4 and anti–CTLA-4 therapy led to the
development of non-canonical ICOS+ Th1-like effector cells (50).
When comparing anti–CTLA-4 and anti–PD-1 monotherapies, it
seems that anti–CTLA-4 treatment is more effective expanding the
ICOS+CD4+ Th1 compartment than anti–PD-1 treatment (79).
Interestingly, this Th1 population also upregulates PD-1, which
March 2021 | Volume 12 | Article 625667
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may limit further expansion (52). In fact, when anti–CTLA-4 and
anti–PD-1 are administered together there is a further increase in
the frequency of these Th1-like effector cells compared with anti–
CTLA-4 monotherapy (52). As in prior observations, a higher
frequency of these Th1-like cells correlated with higher tumor
rejection in a colon adenocarcinoma xenograft model (52).
Altogether, these data suggest that ICOS+CD4+ Th1-like effector
cells play an important role in the response to ICI therapy
(Figure 2).

In addition to IFN-g, the Th1-related cytokine IL-12 is also
important for the immune response in general, and for ICI
therapy in particular. Using intravital real-time imaging and
single-cell RNA sequencing analysis, Garris et al. elegantly
showed that effective anti–PD-1 therapy in mice requires IL-12
production by intratumoral DCs (80). Similarly, intratumoral
delivery of IL-12 in combination with IL-7, by a tumor-selective
oncolytic vaccinia virus, culminated in tumor rejection and
increased multiple antitumor immune pathways (81).
Moreover, this strategy further increased the anti-tumor
efficacy of PD-1 or CTLA-4 blockade in previously resistant
tumors (81). Additional mechanisms whereby Th1 cells can
improve ICI therapy include the control of Treg cells, which
contribute to tumor tolerance, or the activation of specific
subsets of myeloid cells. A study by Overacre-Delgoffe et al.
showed that IFN-g can induce Treg “fragility,” defined as loss of
function ex vivo and loss of tumor tolerance in vivo, and that
IFN-g-induced Treg fragility is required for effective anti–PD-1
therapy in a colon adenocarcinoma model (53). It has been also
shown that combination of PD-1 and CTLA-4 blockade directly
triggers a Th1-like response that activates the tumor-infiltrating
CD103+ DCs (54), which are highly efficient at presenting tumor
antigens and show enhanced IL-12 production. In a positive
feedback loop, IL-12 production by these cells boosted T-bet
Frontiers in Immunology | www.frontiersin.org 6
expression and IFN-g production by intra-tumoral CD4+ T cells
which increased the therapeutic effect of anti–CTLA-4/anti–PD-1
therapy (54). Recent findings provided further evidence of the
modulation of specific myeloid subsets by Th1-associated
cytokines during anti–PD-1/anti–CTLA-4 combination therapy.
Using single-cell RNAseq and cytometry by time of flight
(CyTOF), Gubin et al. observed multiple subpopulations of
monocytes/macrophages that changed overtime in a manner
partially dependent of IFN-g (55). Of note, the authors show
that IFN-g production in the TME by revitalized CD4+ cells drives
polarization of newly arrived monocytes into iNOS+ pro-
inflammatory macrophages, which contribute to tumor rejection
(55). Together, these results support the hypothesis that
modulation of tumor-infiltrating myeloid cells by IFN-g-
producing Th1 effector cells is at least partially responsible for
the success of ICI combination therapy.
Th17 Cells and ICI Therapy
Th17 cells play divergent roles in carcinogenesis, and whether
they promote or inhibit cancer seem to be dependent on the type
of the tumor or the anatomical localization. The pro-tumorigenic
role of Th17 cells in carcinogenesis is often related to chronic
inflammation. It is widely accepted that excessive inflammation
from Th17 cells may play important pathogenic functions in
several inflammation-associated cancers, including colon, lung
and liver cancers (82–85). On the other hand, antitumor
functions of Th17 cells have also been reported, mainly
through the recruitment and activation of neutrophils, NK
cells and CTLs into the TME (86).

With respect to ICI therapy, the role of Th17 cells is not fully
uncovered and both positive and negative effects have been
reported. As discussed above, ICI therapy seems to expand the
FIGURE 2 | The importance of ICOS+ Th1 cells in ICI therapy. Genetic absence of CTLA-4 or blocking with anti–CTLA-4 antibody induces the differentiation of
ICOS+ Th1-like cells. Additionally, concomitant PD-1 blockade may promote the proliferation of these ICOS+ T cells, which have the ability to migrate to tumors. In
the tumor microenvironment, ICOS pathway activation by APCs or tumor cells induces positive co-stimulation, while CTLA-4 and/or PD-1 blockade prevents
negative co-stimulatory signals. The result is a population of tumor-infiltrating CD4+ T cells with high expression of IFN-g and TNF-a, which can recognize tumor
antigens and boost the antitumor immune response. APC, Antigen presenting cell; CTLA-4, Cytotoxic T cell antigen 4; ICOS, Inducible co-stimulator; IFN, Interferon;
PD-1, Programmed death 1; TNF, Tumor necrosis factor.
March 2021 | Volume 12 | Article 625667

https://www.frontiersin.org/journals/immunology
http://www.frontiersin.org/
https://www.frontiersin.org/journals/immunology#articles


Lee et al. Th Subsets in ICI Therapy
Th1 population in different tumor types. However, tissue-specific
conditions or differences in the tumor niche may skew the
differentiation of CD4+ T cells towards other Th subsets. A
recent paper by Jiao et al. showed that, in patients with
metastatic prostate cancer, Ipilimumab enhanced the Th1 subset
signature in soft tissue metastases, but expanded the Th17 lineage
in bone metastases (59). In addition, the authors injected prostate
tumor cells into mice either subcutaneously or intraosseously, as
models of soft tissue metastases or bone metastases respectively,
and evaluated the effect of anti–CTLA-4 plus anti–PD-1
combination therapy in both models. When tumor cells were
injected subcutaneously, the treatment resulted in an increase of
intra-tumoral Th1 populations and improved survival. When
tumor cells were injected into the bone, intra-tumoral T cells
were polarized to Th17 rather than Th1, and the treatment had
minimal effects on tumor volume or survival (59).
Mechanistically, the authors showed that bone tumors promote
excessive bone resorption, which results in high amounts of TGF-b
within the TME. In turn, TGF-b may restrain Th1 differentiation
and, in the presence of IL-6, promote Th17 polarization. Consistent
with this hypothesis, concomitant blockade of TGF-b potentiated
the efficacy of ICI therapy by restoring Th1 lineage polarization in
the bone tumors (59). Very similar conclusions can be taken from
another study in which the importance of TGF-b, both in the
efficacy of ICI therapy and in the differentiation of Th1 and Th17
cells within the TME, was demonstrated by the use of bifunctional
antibody-ligand traps (60). These traps are comprised of an anti–
CTLA-4 or anti–PD-L1 antibody fused to a TGF-b receptor II
ectodomain, so they simultaneously block one of the immune
checkpoints and TGF-b signaling in the target cell. Anti–CTLA-4/
TGF-bRII trap was able to abrogate the differentiation of CD4+ T
cells into Th17 cells and switch them to IFN-g-producing Th1 cells
(60). In addition, both anti–CTLA-4/TGF-bRII and anti–PD-L1/
TGF-bRII traps were more effective in inhibiting tumor progression
compared with CTLA-4 or PD-L1 monotherapy in melanoma and
breast cancer mouse models, which was associated with an elevation
in tumor-reactive IFN-g-expressing CD8+ cells and a reduction in
Treg cells (60). Together, both studies (59, 60) suggest that driving
CD4+ T cells away from Treg or Th17 phenotype to a Th1
phenotype may improve the efficacy of ICI therapy by enabling
effective activation of antitumor CD8+ T cells. This concept is also
supported by data from colorectal cancer (CRC) studies, both in
humans and mouse models. In mice, IL-17 signals directly within
transformed colonic epithelial cells to promote their proliferation
and early tumor development (87) and to inhibit their production of
CXC chemokine ligand 9 (CXCL9) and CXCL10 (88). These
chemokines are recognized by the CXCR3 receptor, which
mediates the migration of CD8+ T cells to sites of inflammation
and tumors (89, 90). Therefore, by blocking CXCL9/10 production,
IL-17 inhibits the infiltration of CD8+ CTLs into CRC and reduces
antitumor immunity (88). A similar observation has been recently
reported in humans (91). IL-17A levels were increased in sera from
patients with advance-stage CRC, which was associated with
downregulated CXCR3 expression on CD8+ T cells. Furthermore,
the presence of Th17 cells in the TME was negatively associated
with the presence of CXCR3+CD8+ cells. Noteworthy, patients with
Frontiers in Immunology | www.frontiersin.org 7
high levels of IL-17A and low CXCR3 expression on CD8+ T cells
had worse prognosis (91).

However, the notion that the Th17/IL-17 axis is always
associated with poor responses in cancer immunotherapy has
been challenged by other studies. Krieg et al. (61) characterized
the immune cell subsets in the peripheral blood of patients with
stage IV melanoma receiving anti–PD-1 therapy and analyzed
the differences between responders and non-responders. After
therapy, T cells from responders presented with higher
frequencies for IL-17A along with other markers of T cell
activation such as IFN-g, PD-1 and granzyme B (61). Anker
et al. (92) used an uropathogenic strain of Escherichia coli,
known as CP1, to study whether the immunostimulatory
properties of bacteria can be utilized to enhance immunotherapies
in immunologically “cold” tumors such as prostate cancer. Use of
CP1 in combination with PD-1 blockade increased survival and
decreased tumor burden, whereas anti–PD-1 monotherapy did not
(92). This therapeutic effect coincided with tumor infiltration by
multiple anti-tumor immune cell types including IFN-g-producing
CD8+ cells, M1-polarized macrophages, and NK cells. Within the
CD4+ T cell compartment, CP1 increased infiltration of Th17 cells
with a corresponding decrease of Treg cells (92), although the specific
contribution of Th17 cells to the therapeutic effect was not addressed.
Qiu et al. (62) showed that a subset of histone deacetylase 6
(HDAC6)-deficient Th17 cells enhanced the production of IFN-g
by CD8+ T cells, which correlated with higher PD-1 and PD-L1
expression in hepatocellular carcinoma (HCC) tumor cells.
Consequently, specific deletion of HDAC6 in total CD4+ T cells
resulted in stronger antitumor response and HCC tumor rejection
upon anti–PD-1 treatment in mice, although this effect was only
partially attributable to IL-17 (62).

Beyond IL-17, other cytokines that can be produced by Th17
cells, such as IL-21 or IL-22, may also be important in ICI
therapy. In muscle-invasive bladder cancer, the presence of IL-
22+ cells in the tumor was associated with poor prognosis and
increased expression of exhaustion markers such as PD-1,
CTLA-4, TIM3, and LAG-3 in CD8+ T cells, but also with a
better response to Nivolumab in in vitro assays with freshly
resected tumor tissue (93). However, whether IL-22 expression
could be used as a predictor for the response to Nivolumab in
these patients still needs to be investigated in prospective clinical
studies. Recently, using single-cell RNA sequencing and various
models of mixed bone marrow chimera and T cell adoptive
transfer in mice, Zander et al. demonstrated that IL-21 derived
from CD4+ T cells has a critical role in promoting the formation
of CX3CR1+ CD8+ T cells, a subset of CD8+ T cells with potent
cytolytic activity during viral infections (63). Moreover, using the
B16-F10 melanoma model, the authors showed that IL-21
produced by in vitro differentiated Th17 cells also increases the
frequency of CX3CR1+ CD8+ T cells in the tumor, which in turn
was associated with reduced tumor burden (63). IL-21 is also
secreted by TFH and Th9 cells, and therefore it will be discussed
in more detail later.

Altogether, the role of Th17 cells in cancer immunotherapy is
complex, as it is in carcinogenesis as well. Whether Th17 cells
have a positive or negative influence on ICI therapy may be
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dependent on the tumor type, the severity of the disease, or
differences within the TME. Another important factor that may
contribute to such functional diversity is their plasticity. Th17
cells are probably the most plastic of the Th subsets. For example,
Th17 cells can acquire Th1-like characteristics and the ability to
secrete high amounts of IFN-g (37, 94), which would likely play a
role in enhancing antitumor immune responses. On the other
hand, Th17 cells can also transdifferentiate into suppressive IL-
17+Foxp3+ or IL-17−Foxp3+ Treg cells (95), serving as a source of
tumor-associated Treg cells. Such plasticity complicates the
therapeutic use of these cells, but it may serve as a valuable
strategy to enhance cancer immunotherapies.
Th9 Cells and ICI Therapy
IL-9-producing Th cells (Th9) comprise a relatively new T cell
subset that, despite being able to co-produce large quantities of
IL-10, has been implicated in tissue inflammation and immunity
against parasites (96, 97). The presence of Th9 cells in the TME
of solid tumors is associated with a robust anti-tumor immune
response through both innate and adaptive immune
mechanisms, which have been reviewed recently (98). With
regards to ICI therapy, a study with 46 melanoma patients
treated with Nivolumab (anti–PD-1 Ab) showed a significant
increase in the frequency of Th9 cells in the peripheral blood of
those patients that responded to the therapy, while other Th
subsets remained unchanged between responders and non-
responders (66). Blocking IL-9 signaling reduced the
expression of granzyme B and perforin in human CD8+ T
cells, and stimulation with recombinant IL-9 enhanced the
cytotoxicity of tumor-specific mouse CD8+ T cells (66). In
addition, blocking IL-9 in vivo promoted tumor progression in
the B16 melanoma xenograft model and in the Braf/Pten model,
in which tumors are developed de novo in the mouse skin (66).
Paradoxically, in muscle-invasive bladder cancer patients, higher
infiltration of IL-9+ cells in the tumor tissue correlated with
impaired cytotoxic function of CD8+ T cells and NK cells, higher
frequencies of Treg cells, and poor prognosis (67). These CD8+ T
cells showed an exhausted phenotype with high expression of
PD-1, TIM3, and LAG-3. However, after PD-1 blockade with
Nivolumab, these cells regained their proliferative and cytotoxic
potential in vitro, measured by higher expression of granzyme B
and perforin, while CD8+ T cells from tumor samples with low
infiltration of IL-9+ cells did not respond to anti–PD-1 treatment
(67). These in vitro results suggest that the presence of Th9 cells
could be a predictive marker for the use of anti–PD-1 therapy in
bladder cancer patients, although this hypothesis should be
tested in clinical or in vivo studies. Anti–PD-1 therapy can also
have a direct effect on Th9 cells. A recent study using tumor
samples from CRC patients detected the presence of PD-1+ Th9
cells within the TIL population, which showed a positive
correlation with the frequency of CD8+ cells (68). Moreover,
PD-1 engagement suppressed IL-9 production by these cells,
which was restored after PD-1 blockade (68). In mice, higher
plasma levels of IL-9 were also found after PD-1 blockade in an
orthotopic model of HCC (69). Therefore, it might be speculated
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that ICI therapy increases the anti-tumor response of Th9 cells in
CRC or HCC.

In the presence of IL-1b, Th9 cells secrete large quantities of
IL-21 (70), a pleiotropic cytokine that also possesses anticancer
properties. For example, IL-21 derived from Th9 cells induces
the production of IFN-g by CD8+ and NK cells, which was
required for the anti-tumor effects of Th9 cells (70). A recent
study evaluated the importance of intra-tumoral delivery of IL-
21 using tumor cell lines expressing human EGFR (hEGFR)
epitope and anti-hEGFR monoclonal antibody (Erbitux)-IL-21
fusion protein (Erb-IL-21) (99). Erb-IL-21 administration
increased the frequency of IFN-g+CD8+ T cells in the TME
and reduced the overall expression of PD-1 in these cells. This
reduction in PD-1 expression was attributed to the expansion of
PD-1intTIM3-CD8+ cells and a reduction in the proliferation of
PD-1+TIM3+CD8+ population (99). Congruently, intra-tumoral
IL-21 administration enhanced the efficacy of both anti–PD-1
and anti–CTLA-4 therapy in mice bearing colon adenocarcinoma
xenograft tumors (99). However, it is important to note that IL-21
can be produced by other T cell populations, including Th17 cells
(as discussed above) and TFH cells, and therefore its effects may
not always be attributable to a particular Th subset. Identifying the
source of IL-21 would provide additional information on the
immune profile of the TME.

In summary, Th9 cells may play an important role in the
response to ICI therapy. These data provide the rationale to
investigate the use of adoptive transfer of Th9 cells in
combination with ICI therapy, or as a predictive biomarker for
the efficacy of ICI treatments.
Th CELLS AS IMPORTANT MEDIATORS
OF IMMUNE-RELATED ADVERSE
EVENTS (IRAES)

Cancer patients receiving ICI therapy may suffer from a diverse
array of immune-related adverse events (IRAEs), specially at the
skin, gastrointestinal tract, liver and endocrine system. These
reactions may vary from mild to severe or even fatal (100), and
they can precipitate the abandonment of the therapy even after
favorable responses have been observed. Both the success and the
adverse events of ICI therapy are the result of an invigorated
immune system, and therefore over-activated CD4+ Th subsets
may be also involved in such IRAEs. The epidemiology and
pathophysiology of IRAEs has been the subject of several recent
reviews (100, 101), and therefore we will focus only on recent
data that reflects the role of Th subsets on these negative
immune reactions.

A higher number of Th1 cells, compared to Th2 and Treg
cells, was present in skin lesions of cancer patients who
developed lichenoid dermatitis after treatment with
Nivolumab, Pembrolizumab or a combination of Ipilimumab
and Nivolumab (56). These results suggest that Th1 cells may
mediate the appearance of inflammatory skin lesions, although
other Th subsets such as Th9 or Th17 cells were not analyzed in
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this study. Moreover, Th1 cells seem mostly associated with
gastrointestinal adverse events. Analysis of tissue samples from
melanoma patients with Ipilimumab-associated colitis revealed
IFNg as the highest expressed inflammatory cytokine in the
colonic mucosa of these patients (57). Similarly, severe colitis
with robust infiltration of T-bet+ Th1 cells was recently
documented in patients with metastatic melanoma after
Nivolumab treatment (58). TNF-a, which can be produced by
activated Th1 cells, is also well known for its involvement in
IRAEs. Indeed, anti-TNF-a agents such as infliximab (anti-TNF-a
antibody) are commonly used, after initial corticosteroid
therapy, for the management of ICI-related colitis. This has
been supported by several studies showing that blocking TNF-a
ameliorates gastrointestinal IRAEs without affecting the efficacy
of ICI therapy. Using different mouse models of intestinal
inflammation exacerbated by combined anti–PD-1 and anti–
CTLA-4 therapy, Pérez-Ruiz et al. showed that prophylactic or
concurrent blockade of TNF-a ameliorates the development of
colitis without affecting the antitumor response (102). In
addition, blocking TNF-a with infliximab, after tapering of
glucocorticoid therapy, also reduced colitis in cancer patients
treated with different ICI inhibitors without affecting their
efficacy (103). These results were corroborated in a large
cohort of melanoma patients receiving infliximab for the
management of severe ICI-related colitis (104).

Th17 cells have been also associated with adverse events of the
ICI therapy. It was reported that Th17 cells were increased after
CTLA-4 blockade in patients with metastatic melanoma,
although there were no differences between responder
and non-responder patients indicating that Th17 cells did
not participate in the response to therapy (64). Importantly,
this increase in Th17 cells was driven mostly by patients with
IRAEs, suggesting a possible role for Th17 cells in ICI-induced
toxicities. Similar results were obtained in another study
performed in melanoma patients treated with ipilimumab, in
which pre-treatment IL-17 levels were associated with the
development of severe intestinal inflammation (65).

In summary, Th1 and/or Th17 cells may be implicated in the
inflammatory adverse events that are associated with ICI
therapy. The role of Th9 cells in these adverse events has
not been explored, but based on the reported effects of ICI
therapy on the Th9 population and the potent anti-tumor
activity triggered by these cells, it could be speculated that
over-activation of Th9 cells may also contribute to the
development of IRAEs.
CONCLUDING REMARKS

For many years, immunotherapy approaches have focused on
studying the direct antitumor effect of cytotoxic cells, such as
CTLs and NK cells, while the role of CD4+ T cells have remained
somewhat underappreciated. However, the recent literature
discussed herein shows how different subsets of Th cells may
respond differently to immune checkpoint blockade and how
Frontiers in Immunology | www.frontiersin.org 9
they affect the efficacy of this therapy. It seems therefore clear
that successful ICI therapy requires appropriate effector Th
responses. Among all Th subsets, Th1 or Th1-like cells seem to
be the most beneficial. In particular, ICOS+ Th1-like effector
cells, which arise after CTLA-4 or CTLA-4 plus PD-1 blockade,
are important for the therapeutic effect of Ipilimumab and are
associated with longer survival. Therefore, therapeutic
approaches to activate the ICOS pathway in combination with
immune checkpoint blockade represents a promising option.
CD4+ T cell plasticity is another important element that should
be further investigated in the context of ICI therapy. For many
years it was believed that CD4+ T cells differentiate along discrete
pathways that dictate their effector functions. However, we know
now that the process of T cell differentiation is more fluid, and
that certain Th cell subsets can change their phenotype to acquire
traits of a different Th cell or Treg cells. Understanding the
mechanisms of T cell plasticity will provide additional
opportunities to enhance the efficacy of ICI therapy, for
example by inducing the conversion of other Th subsets into
Th1 cells or reducing their transformation into Treg cells.

ICI therapy is becoming a therapeutic option for a growing
number of malignancies. Moreover, the use of ICIs in
combination with radiation, chemotherapy or surgery is also
the subject of many ongoing clinical trials in melanoma, non-
small cell lung cancer and other cancers. Using the immune
system to fight cancer has, at least, three major advantages:
specificity, memory and adaptability. There are also obstacles,
such as the appearance of adverse reactions or IRAEs. In
addition, these therapies still fail to work in a significant
proportion of patients. Studying the impact of other
therapeutic agents on the immune system, identifying reliable
predictive biomarkers, targeting new molecules to improve
efficacy, and dissecting the cellular and molecular mechanisms
whereby CD4+ T cells are involved in the antitumor effect are
some critical issues that need to be resolved for further clinical
development of ICI therapy.
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et al. The intracellular signalosome of PD-L1 in cancer cells. Signal
Transduct Target Ther (2018) 3:26. doi: 10.1038/s41392-018-0022-9

24. Rozali EN, Hato SV, Robinson BW, Lake RA, Lesterhuis WJ. Programmed
death ligand 2 in cancer-induced immune suppression. Clin Dev Immunol
(2012) 2012:656340. doi: 10.1155/2012/656340

25. Yang H, Zhou X, Sun L, Mao Y. Correlation Between PD-L2 Expression and
Clinical Outcome in Solid Cancer Patients: A Meta-Analysis. Front Oncol
(2019) 9:47. doi: 10.3389/fonc.2019.00047

26. Monney L, Sabatos CA, Gaglia JL, Ryu A, Waldner H, Chernova T, et al.
Th1-specific cell surface protein Tim-3 regulates macrophage activation and
severity of an autoimmune disease. Nature (2002) 415(6871):536–41. doi:
10.1038/415536a

27. Huard B, Tournier M, Hercend T, Triebel F, Faure F. Lymphocyte-activation
gene 3/major histocompatibility complex class II interaction modulates the
antigenic response of CD4+ T lymphocytes. Eur J Immunol (1994) 24
(12):3216–21. doi: 10.1002/eji.1830241246

28. Workman CJ, Vignali DAA. The CD4-related molecule, LAG-3 (CD223),
regulates the expansion of activated T cells. Eur J Immunol (2003) 33
(4):970–9. doi: 10.1002/eji.200323382

29. Yu X, Harden K, Gonzalez LC, Francesco M, Chiang E, Irving B, et al. The
surface protein TIGIT suppresses T cell activation by promoting the
generation of mature immunoregulatory dendritic cells. Nat Immunol
(2009) 10(1):48–57. doi: 10.1038/ni.1674

30. Anderson AC, Joller N, Kuchroo VK. Lag-3, Tim-3, and TIGIT: Co-
inhibitory Receptors with Specialized Functions in Immune Regulation.
Immunity (2016) 44(5):989–1004. doi: 10.1016/j.immuni.2016.05.001

31. Vaddepally RK, Kharel P, Pandey R, Garje R, Chandra AB. Review of
Indications of FDA-Approved Immune Checkpoint Inhibitors per NCCN
Guidelines with the Level of Evidence. Cancers (Basel) (2020) 12(3):738. doi:
10.3390/cancers12030738

32. Schoenfeld AJ, Hellmann MD. Acquired Resistance to Immune Checkpoint
Inhibitors. Cancer Cell (2020) 37(4):443–55. doi: 10.1016/j.ccell.2020.03.017

33. König R, Huang LY, Germain RN. MHC class II interaction with CD4
mediated by a region analogous to the MHC class I binding site for CD8.
Nature (1992) 356(6372):796–8. doi: 10.1038/356796a0

34. Geginat J, Paroni M, Facciotti F, Gruarin P, Kastirr I, Caprioli F, et al. The
CD4-centered universe of human T cell subsets. Semin Immunol (2013) 25
(4):252–62. doi: 10.1016/j.smim.2013.10.012

35. Zhu J, Yamane H, Paul WE. Differentiation of effector CD4 T cell
populations (*). Annu Rev Immunol (2010) 28:445–89. doi: 10.1146/
annurev-immunol-030409-101212

36. Bhattacharyya ND, Feng CG. Regulation of T Helper Cell Fate by TCR
Signal Strength. Front Immunol (2020) 11:624. doi: 10.3389/
fimmu.2020.00624

37. Zhou L, Chong MMW, Littman DR. Plasticity of CD4+ T cell lineage
differentiation. Immunity (2009) 30(5):646–55. doi : 10.1016/
j.immuni.2009.05.001

38. Mirlekar B. Co-expression of master transcription factors determines CD4+
T cell plasticity and functions in auto-inflammatory diseases. Immunol Lett
(2020) 222:58–66. doi: 10.1016/j.imlet.2020.03.007

39. Martin B, Auffray C, Delpoux A, Pommier A, Durand A, Charvet C, et al.
Highly self-reactive naive CD4 T cells are prone to differentiate into
regulatory T cells. Nat Commun (2013) 4:2209. doi: 10.1038/ncomms3209

40. Cosmi L, De Palma R, Santarlasci V, Maggi L, Capone M, Frosali F, et al.
Human interleukin 17-producing cells originate from a CD161+CD4+ T cell
precursor. J Exp Med (2008) 205(8):1903–16. doi: 10.1084/jem.20080397

41. Alspach E, Lussier DM, Miceli AP, Kizhvatov I, DuPage M, Luoma AM,
et al. MHC-II neoantigens shape tumour immunity and response to
immunotherapy. Nature (2019) 574(7780):696–701. doi: 10.1038/s41586-
019-1671-8

42. Ahrends T, Spanjaard A, Pilzecker B, Bąbała N, Bovens A, Xiao Y, et al. CD4
+ T Cell Help Confers a Cytotoxic T Cell Effector Program Including
Coinhibitory Receptor Downregulation and Increased Tissue Invasiveness.
Immunity (2017) 47(5):848–861.e5. doi: 10.1016/j.immuni.2017.10.009

43. Ahrends T, Busselaar J, Severson TM, Bąbała N, de Vries E, Bovens A, et al.
CD4+ T cell help creates memory CD8+ T cells with innate and help-
March 2021 | Volume 12 | Article 625667

https://doi.org/10.1038/s41577-018-0044-0
https://doi.org/10.3389/fimmu.2021.625783
https://doi.org/10.1055/s-0029-1196806
https://doi.org/10.1097/00000658-189112000-00015
https://doi.org/10.1097/00000441-189305000-00001
https://doi.org/10.1038/s41577-020-0306-5
https://doi.org/10.1038/s41577-019-0210-z
https://doi.org/10.1126/science.aar6711
https://doi.org/10.1038/s41577-020-0275-8
https://doi.org/10.1038/s41577-020-0275-8
https://doi.org/10.1016/j.immuni.2019.12.011
https://doi.org/10.1186/s40425-019-0805-8
https://doi.org/10.1038/328267a0
https://doi.org/10.1084/jem.182.2.459
https://doi.org/10.1016/1074-7613(95)90125-6
https://doi.org/10.1084/jem.174.3.561
https://doi.org/10.1126/science.1160062
https://doi.org/10.1084/jem.183.6.2541
https://doi.org/10.1084/jem.183.6.2541
https://doi.org/10.1002/j.1460-2075.1992.tb05481.x
https://doi.org/10.1002/j.1460-2075.1992.tb05481.x
https://doi.org/10.1016/S1074-7613(00)80089-8
https://doi.org/10.1126/science.291.5502.319
https://doi.org/10.1038/s41392-018-0022-9
https://doi.org/10.1155/2012/656340
https://doi.org/10.3389/fonc.2019.00047
https://doi.org/10.1038/415536a
https://doi.org/10.1002/eji.1830241246
https://doi.org/10.1002/eji.200323382
https://doi.org/10.1038/ni.1674
https://doi.org/10.1016/j.immuni.2016.05.001
https://doi.org/10.3390/cancers12030738
https://doi.org/10.1016/j.ccell.2020.03.017
https://doi.org/10.1038/356796a0
https://doi.org/10.1016/j.smim.2013.10.012
https://doi.org/10.1146/annurev-immunol-030409-101212
https://doi.org/10.1146/annurev-immunol-030409-101212
https://doi.org/10.3389/fimmu.2020.00624
https://doi.org/10.3389/fimmu.2020.00624
https://doi.org/10.1016/j.immuni.2009.05.001
https://doi.org/10.1016/j.immuni.2009.05.001
https://doi.org/10.1016/j.imlet.2020.03.007
https://doi.org/10.1038/ncomms3209
https://doi.org/10.1084/jem.20080397
https://doi.org/10.1038/s41586-019-1671-8
https://doi.org/10.1038/s41586-019-1671-8
https://doi.org/10.1016/j.immuni.2017.10.009
https://www.frontiersin.org/journals/immunology
http://www.frontiersin.org/
https://www.frontiersin.org/journals/immunology#articles


Lee et al. Th Subsets in ICI Therapy
independent recall capacities. Nat Commun (2019) 10(1):5531. doi: 10.1038/
s41467-019-13438-1

44. Benci JL, Xu B, Qiu Y, Wu TJ, Dada H, Twyman-Saint Victor C, et al. Tumor
Interferon Signaling Regulates a Multigenic Resistance Program to Immune
Checkpoint Blockade. Cell (2016) 167(6):1540–54.e12. doi: 10.1016/
j.cell.2016.11.022

45. Ayers M, Lunceford J, Nebozhyn M, Murphy E, Loboda A, Kaufman DR,
et al. IFN-g-related mRNA profile predicts clinical response to PD-1
blockade. J Clin Invest (2017) 127(8):2930–40. doi: 10.1172/JCI91190

46. Mo X, Zhang H, Preston S, Martin K, Zhou B, Vadalia N, et al. Interferon-g
Signaling in Melanocytes and Melanoma Cells Regulates Expression of
CTLA-4. Cancer Res (2018) 78(2):436–50. doi: 10.1158/0008-5472.CAN-
17-1615

47. Curran MA, Montalvo W, Yagita H, Allison JP. PD-1 and CTLA-4
combination blockade expands infiltrating T cells and reduces regulatory
T and myeloid cells within B16 melanoma tumors. Proc Natl Acad Sci U S A
(2010) 107(9):4275–80. doi: 10.1073/pnas.0915174107

48. Gao J, Shi LZ, Zhao H, Chen J, Xiong L, He Q, et al. Loss of IFN-g Pathway
Genes in Tumor Cells as a Mechanism of Resistance to Anti-CTLA-4
Therapy. Cell (2016) 167(2):397–404.e9. doi: 10.1016/j.cell.2016.08.069

49. Liakou CI, Kamat A, Tang DN, Chen H, Sun J, Troncoso P, et al. CTLA-4
blockade increases IFNgamma-producing CD4+ICOShi cells to shift the ratio of
effector to regulatory T cells in cancer patients. Proc Natl Acad Sci U S A (2008)
105(39):14987–92. doi: 10.1073/pnas.0806075105

50. Wei SC, Sharma R, Anang N-AAS, Levine JH, Zhao Y, Mancuso JJ, et al.
Negative Co-stimulation Constrains T Cell Differentiation by Imposing
Boundaries on Possible Cell States. Immunity (2019) 50(4):1084–98.e10.
doi: 10.1016/j.immuni.2019.03.004

51. Fan X, Quezada SA, Sepulveda MA, Sharma P, Allison JP. Engagement of the
ICOS pathway markedly enhances efficacy of CTLA-4 blockade in cancer
immunotherapy. J Exp Med (2014) 211(4):715–25. doi: 10.1084/jem.20130590

52. Wei SC, Anang N-AAS, Sharma R, Andrews MC, Reuben A, Levine JH, et al.
Combination anti-CTLA-4 plus anti-PD-1 checkpoint blockade utilizes
cellular mechanisms partially distinct from monotherapies. Proc Natl Acad
Sci U S A (2019) 116(45):22699–709. doi: 10.1073/pnas.1821218116

53. Overacre-Delgoffe AE, Chikina M, Dadey RE, Yano H, Brunazzi EA, Shayan
G, et al. Interferon-g Drives Treg Fragility to Promote Anti-tumor
Immunity. Cell (2017) 169(6):1130–41.e11. doi: 10.1016/j.cell.2017.05.005

54. Beavis PA, Henderson MA, Giuffrida L, Davenport AJ, Petley EV, House IG,
et al. Dual PD-1 and CTLA-4 Checkpoint Blockade Promotes Antitumor
Immune Responses through CD4+Foxp3- Cell-Mediated Modulation of
CD103+ Dendritic Cells. Cancer Immunol Res (2018) 6(9):1069–81. doi:
10.1158/2326-6066.CIR-18-0291

55. Gubin MM, Esaulova E, Ward JP, Malkova ON, Runci D, Wong P, et al.
High-Dimensional Analysis Delineates Myeloid and Lymphoid
Compartment Remodeling during Successful Immune-Checkpoint Cancer
Therapy. Cell (2018) 175(4):1014–30.e19. doi: 10.1016/j.cell.2018.09.030

56. Curry JL, Reuben A, Szczepaniak-Sloane R, Ning J, Milton DR, Lee CH, et al.
Gene expression profiling of lichenoid dermatitis immune-related adverse
event from immune checkpoint inhibitors reveals increased CD14+ and
CD16+ monocytes driving an innate immune response. J Cutan Pathol
(2019) 46(9):627–36. doi: 10.1111/cup.13454

57. Bamias G, Delladetsima I, Perdiki M, Siakavellas SI, Goukos D,
Papatheodoridis GV, et al. Immunological Characteristics of Colitis
Associated with Anti-CTLA-4 Antibody Therapy. Cancer Invest (2017) 35
(7):443–55. doi: 10.1080/07357907.2017.1324032

58. Yoshino K, Nakayama T, Ito A, Sato E, Kitano S. Severe colitis after PD-1
blockade with nivolumab in advanced melanoma patients: potential role of
Th1-dominant immune response in immune-related adverse events: two
case reports. BMC Cancer (2019) 19(1):1019. doi: 10.1186/s12885-019-6138-7

59. Jiao S, Subudhi SK, Aparicio A, Ge Z, Guan B, Miura Y, et al. Differences in
Tumor Microenvironment Dictate T Helper Lineage Polarization and
Response to Immune Checkpoint Therapy. Cell (2019) 179(5):1177–
90.e13. doi: 10.1016/j.cell.2019.10.029

60. Ravi R, Noonan KA, Pham V, Bedi R, Zhavoronkov A, Ozerov IV, et al.
Bifunctional immune checkpoint-targeted antibody-ligand traps that
simultaneously disable TGFb enhance the efficacy of cancer immunotherapy.
Nat Commun (2018) 9(1):741. doi: 10.1038/s41467-017-02696-6
Frontiers in Immunology | www.frontiersin.org 11
61. Krieg C, Nowicka M, Guglietta S, Schindler S, Hartmann FJ, Weber LM,
et al. High-dimensional single-cell analysis predicts response to anti-PD-1
immunotherapy. Nat Med (2018) 24(2):144–53. doi: 10.1038/nm.4466

62. Qiu W, Wang B, Gao Y, Tian Y, Tian M, Chen Y, et al. Targeting Histone
Deacetylase 6 Reprograms Interleukin-17-Producing Helper T Cell
Pathogenicity and Facilitates Immunotherapies for Hepatocellular
Carcinoma. Hepatology (2020) 71(6):1967–87. doi: 10.1002/hep.30960

63. Zander R, Schauder D, Xin G, Nguyen C, Wu X, Zajac A, et al. CD4+ T Cell
Help Is Required for the Formation of a Cytolytic CD8+ T Cell Subset that
Protects against Chronic Infection and Cancer. Immunity (2019) 51
(6):1028–42.e4. doi: 10.1016/j.immuni.2019.10.009

64. von Euw E, Chodon T, Attar N, Jalil J, Koya RC, Comin-Anduix B, et al.
CTLA4 blockade increases Th17 cells in patients with metastatic melanoma.
J Transl Med (2009) 7:35. doi: 10.1186/1479-5876-7-35

65. Tarhini AA, Zahoor H, Lin Y, Malhotra U, Sander C, Butterfield LH, et al.
Baseline circulating IL-17 predicts toxicity while TGF-b1 and IL-10 are
prognostic of relapse in ipilimumab neoadjuvant therapy of melanoma.
J Immunother Cancer (2015) 3:39. doi: 10.1186/s40425-015-0081-1

66. Nonomura Y, Otsuka A, Nakashima C, Seidel JA, Kitoh A, Dainichi T, et al.
Peripheral blood Th9 cells are a possible pharmacodynamic biomarker of
nivolumab treatment efficacy in metastatic melanoma patients.
Oncoimmunology (2016) 5(12):e1248327. doi: 10.1080/2162402X.2016.1248327

67. Zhou Q, Zhang H, Wang Z, Zeng H, Liu Z, Huang Q, et al. Poor clinical
outcomes and immunoevasive contexture in interleukin-9 abundant muscle-
invasive bladder cancer. Int J Cancer (2020) 147(12):3539–49. doi: 10.1002/
ijc.33237

68. Wang C, Lu Y, Chen L, Gao T, Yang Q, Zhu C, et al. Th9 cells are subjected
to PD-1/PD-L1-mediated inhibition and are capable of promoting CD8 T
cell expansion through IL-9R in colorectal cancer. Int Immunopharmacol
(2020) 78:106019. doi: 10.1016/j.intimp.2019.106019

69. Yimingjiang M, Tuergan T, Chen X, Wen H, Shao Y, Zhang R, et al.
Comparative Analysis of Immunoactivation by Nanosecond Pulsed Electric
Fields and PD-1 Blockade in Murine Hepatocellular Carcinoma. Anal Cell
Pathol (Amst) (2020) 2020:9582731. doi: 10.1155/2020/9582731
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