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ITRAQ-based
quantitative analysis reveals
proteomic changes in Chinese
cabbage (BrassicarapalL.) in
response to Plasmodiophora
brassicae infection
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Correction to: Scientific Reports https://doi.org/10.1038/s41598-019-48608-0, published online 19 August 2019

In the original version of the Article, in Figure 4, the names of the differentially expressed proteins were outdated
and have now been corrected to the international gene names.

Additionally, in the Supplementary Figures S2, S3 and S4 originally published with this Article, the names of the
differentially expressed proteins were incorrect.

These errors have now been corrected in the PDF and HTML versions of the article, and in the Supplementary
Figure files that accompany the Article.
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