
7538 Nucleic Acids Research, 2017, Vol. 45, No. 12 Published online 4 May 2017
doi: 10.1093/nar/gkx401

Corrigendum

Two ribosome recruitment sites direct multiple
translation events within HIV1 Gag open reading frame
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The Authors would like to apologize for a spelling mistake in the name of one of the authors of the above paper. The correct
spelling is Afaf Saaidi. This has now been corrected online and in print.
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