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Altered gut microbiota and a damaged colon mucosal barrier have been implicated in the
development of colon cancer. Astragalus mongholicus Bunge-Curcuma aromatica Salisb.
(ACE) is a common herbal drug pair that widely used clinically to treat cancer. However,
whether the anti-cancer effect of ACE is related to gut microbiota remains unclear yet. We
standardized ACE and investigated the effects of ACE on tumour suppression and analyze
the related mechanisms on gut microbiota in CT26 colon cancer-bearing mice in the
present study. Firstly, four flavonoids (calycosin-7-glucoside, ononin, calycosin,
formononetin) and three astragalosides (astragaloside A, astragaloside II, astragaloside
I) riched in Astragalus mongholicus Bunge, three curcumins (bisdemethoxycurcumin,
demethoxycurcumin, curcumin) and four essential oils (curdione, curzerene, germacrone
and β-elemene) from Curcuma aromatica Salisb., in concentrations from 0.08 to 2.07 mg/
g, were examined in ACE. Then the results in vivo studies indicated that ACE inhibited solid
tumours, liver and spleen metastases of colon cancer while simultaneously reducing
pathological tissue damage. Additionally, ACE regulated gut microbiota dysbiosis and the
short chain fatty acid content in the gut, repaired intestinal barrier damage. ACE treatment
suppressed the overgrowth of conditional pathogenic gut bacteria, including Escherichia-
Shigella, Streptococcus and Enterococcus, while the probiotic gut microbiota like
Lactobacillus, Roseburia, Prevotellaceae_UCG-001 and Mucispirillum were increased.
More interestingly, the content level of SCFAs such as propionic acid and butyric acid was
increased after ACE administration, which further mediates intestinal SDF-1/CXCR4
signalling pathway to repair the integrity of the intestinal barrier, decrease Cyclin D1
and C-myc expressions, eventually suppress the tumor the growth and metastasis of
colon cancer. To sum up, the present study demonstrated that ACE could efficiently
suppress colon cancer progression through gut microbiota modification, which may
provide a new explanation of the mechanism of ACE against colon cancer.
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INTRODUCTION

Colorectal cancer (CRC) is reported to be a leading cause of death
worldwide, the mean age at diagnosis is getting younger, and the
incidence of colon cancer is higher than that of rectal cancer
(Siegel et al., 2020). Local recurrence and distal metastasis rates
after surgical resection contribute to the lethal nature of CRC
(Backes et al., 2019). Effective therapies for the elimination of
solid tumours, disseminated metastatic nodules and the
simultaneous prevention of tumour recurrence are urgently
needed. It is not surprising that the intestinal microbiome, the
barrier that mediates between our environment and our genes,
has been seen as a main cause of many diseases, such as colon
cancer, diabetes, obesity, and the development of autoimmune
diseases (Imhann et al., 2018; Sethi et al., 2018; Olsson et al.,
2020). Direct or indirect interventions to regulate disease
progression by affecting the intestinal microbiome, through
strategies such as faecal transplantation, drugs and diet, have
become a hot new topic of research (Bauer et al., 2018; Huang F.
et al., 2019; Pop et al., 2020).

Symbiotic bacteria can directly contribute to the development
of colon cancer by increasing gene mutations in epithelial cells or
activating specific oncogenic pathways, while the flora can
strongly regulate the host’s immune system to influence
tumour growth indirectly (Cremonesi et al., 2018). Single
species with oncogenes have been identified as a result of
developments in biological technology, including BFT toxin
expressed by enterotoxigenic Bacteroides fragilis (ETBF), pks
virulence islands by Escherichia coli, and the FadA and Fap2
adhesins by Fusobacterium nucleatum (Arthur et al., 2012;
Bullman et al., 2017).

Traditional Chinese medicine (TCM), the largest application
category including Chinese herbal medicine (CHM), has been
widely used as a main complementary and alternative therapy for
cancer patients because of its effectiveness and few side effects
(Zhai et al., 2018; Huang WC. et al., 2019; Peng et al., 2019; Chan
et al., 2021). In previous studies, we found that the mixed
preparation of extract of Astragalus mongholicus Bunge
[Fabaceae; Astragali Radix]- Curcuma aromatica Salisb.
[Zingiberaceae; Curcumae Rhizoma] (ACE) produced
synergistic effects on promoting the extract of bioactive
ingredients, such as curcumenol, curdione, isocurcumenol,
furanodienone, curcumol, and germacrone (Yin et al., 2018).
And the ACE intervention showed a good effect on lung, liver,
and colon cancers and was particularly effective in inhibiting liver
metastases from colon cancer (Tang et al., 2019; Sun et al., 2021).
However, whether the inhibitory effect is related to gut
microbiota regulation is still not clear.

In this study, we sought to investigate the gut microbiota that
occurs in the setting of colon cancer, whichmight prompt tumour
formation and distal metastasis. We hypothesized that ACE-
induced alterations in the gut microbiota inhibit the
development and metastasis of colon cancer through certain
pathways. Targeting such mechanisms may provide a new way
to develop therapeutics against colon cancer and liver metastasis,
and provide ideas for the development of antitumour Chinese

medicine like Astragalus mongholicus Bunge-Curcuma aromatica
Salisb.

MATERIALS AND METHODS

Sample and Standards Preparation
Sample of Astragalus mongholicus Bunge [Fabaceae] and
Curcuma aromatica Salisb. [Zingiberaceae], authenticated by
Professor Tulin Lu of Nanjing University of Chinese Medicine,
used in the study were prepared as before (Sun et al., 2021). 400 g
Astragalus mongholicus Bunge and 200 g Curcuma aromatica
Salisb. (at the optimized proportion of 2:1) were weighted and
extracted two times with 10 volumes of water for 60 min each
time using a heat reflux system. Meanwhile, the essential oil
components were recovered via a Soxhlet extract unit. The
extraction was freeze-dried to powder after coalescing the
twice filtrates, and the extraction rate was 11.71%. The freeze-
dried extract powder and essential oils were preserved in the Key
Laboratory of High Technology of Prescription Research in
Jiangsu Province (NO. 20190654-AC).

The Astragalus mongholicus Bunge standards astragaloside Ⅰ
(C16J8G37958), astragaloside II (YM0306HD14), astragaloside
(J04M8T30363), formononetin (F27J7S18516), ononin
(R28O8F46957), calycosin (Y24N9Y75652) and calycosin-7-
glucoside (Y27F9H54731) were all provided by Shanghai
Yuanye Biotechnology Co. For the standards of Curcuma
aromatica Salisb., β-elemene (100268-201903, China Academy
of Food and Drug Administration, Beijing, China), curcumene
(JBZ-0330, Nanjing Jin Yi Bai Biotechnology Co., Ltd., Beijing,
China), curdione (LW17090612), germacrone (LW17040709),
curcumin (LW17091410), demethoxycurcumin (LW16090803)
and bis-demethoxycurcumin (LW16090905), the purity of each
standard was over 98%, and all these standards were purchased
from Nanjing Liangwei Biotechnology Co.

UPLC–MS/MS Analysis Conditions
An ACQUITY UPLC™ (Waters, Milford, MA, United States)
system equiped with a Q-Trap® 6500+, a triple quadrupole/
composite linear ion trap mass spectrometer with a Turbo V™
ion source, an Analyst V1.6.3 workstation andMultiQuant™ data
processing software (AB SCIEX, CA, United States) was used for
the quantitative analysis. An ACQUITY™ UPLC BEH C18
(100 mm × 2.1 mm, 1.7 μm) column was used. The column
was operated with column temperature of 30°C, flow rate of
0.4 ml/min, autosampler temperature of 10°C and injection
volume of 2 μl. The mobile phase included phase A (water
with 0.1% formic acid) and phase B (acetonitrile), and linear
gradient elution was performed as below: 5-20% B, 0-2 min; 20-
45% B, 2-6 min; 45-70% B, 6-12 min; 70-80% B,12-13 min; 13-14
min, 80-100% B. All samples were dissolved in 80% methanol in
water, and the supernatant was extracted as the test solution after
a 0.22 μm microporous membrane filtering.

The MS/MS parameters were optimized as follows: positive
and negative modes; ion-spray voltages: 4.5 and 5.5 kV; curtain
gas: 35 psi; nebulizer gas (GS1, nitrogen): 45 psi; auxiliary heater
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gas (GS2, nitrogen): 50 psi; ion source atomization temperature:
400°C; scanning method: multi-reaction ion monitoring (MRM).

Animal Modelling
Cell culture: CT26. WT cells were obtained from Beijing Cancer
Research Institute. RPMI-1640 medium with 10% foetal bovine
serum, penicillin (100 U/ml), and streptomycin (100 U/ml) were
chose to culture the cells. And cells were incubated in a
humidified atmosphere at 37°C and 5% CO2.

Orthotopic transplantation model of colon cancer and
grouping: The colon cancer mice was modelled as the
orthotopic transplantation tumour model according to
previous operation (Jackstadt and Sansom, 2016; Sun et al.,
2021). Male BALB/c mice (3-5 weeks, weight 20 ± 2 g) were
kept in the Experimental Animal Center of Nanjing University of
Chinese Medicine (Nanjing, Jiangsu, China) at in a constant
atmosphere at 26°C temperature and 45% humidity. All mice
were provided by Huaxing Experimental Animal Farm
(Zhengzhou, Henan, China). The experimental animal licence
number was SCXK (Yu) 2019-0002. Five breeder mice were
vaccinated with 1×106 CT26 cells in the right axilla. Then, the
mice were sacrificed about 5 days until the tumor in the axilla
grows to a soybean size. The tumor was peeled off and the fish-
like cancer tissue was cut into small cubes of 1 mm3.

After isoflurane anesthesia, the left lower abdome of model
mice were incised. Then tumour cube was adhered to the
scratched caecum site with histoacryl adhesive in model mice.
The wound was sewed and treated with anti-infective operation,
and the mice were returned to cages. The success rate of the
orthotopic-transplanted colon cancer model was 98.18%. The
sham group underwent all operations except for tumour grafting.
The 50 cancer-bearing mice were randomly divided into five
groups: the model group; the 5-FU group (30 mg/kg/3 days);
ACE_L group (0.32 g/kg/day); ACE_M group (0.64 g/kg/day);
and ACE_H group (1.28 g/kg/day). 10 mice in each group
received drug administration for 15 days. Mice in the sham
and model groups were administered normal saline at the
same dose. Except for the intraperitoneal injection of 5-FU
every 3 days, the other intervention agents were given by
intragastric administration once a day.

The entire operation process followed the principle of aseptic
operation and was in compliance with the National Institute of
Health Guide for the Care and Use of Laboratory Animals, and no
antibiotics are required after surgery.

Sample Collection
Stool specimen collection: Mice were fixed, and the tails were
lifted. The lower abdomen was stroked with fingers to promote
defecation. Fresh faeces were collected with sterile EP tubes,
placed in liquid nitrogen, then transferred to the refrigerator
(−80°C) for storage.

Orbital blood serum: Mouse blood was obtained via the orbital
vein. The supernatant was collected as the serum after 1,500 × g
centrifugal speed for 10 min after drug treatment, and stored
at −80°C.

Tissue sample collection: An abdominal autopsy was
performed The intact liver, spleen and solid tumours were

collected out and weighed after mice sacrificed with cervical
dislocation, and the number of metastases in the liver and
spleen were observed and recorded. The collected tissue
samples were placed in 4% paraformaldehyde or liquid nitrogen.

Genomic DNA Extract, 16S Amplification
and Illumina Sequencing
The gut microbiota sequencing assay was consistent with our
previous study (Gu et al., 2017). 16S amplification DNA were
quantified by a PowerSoil DNA isolation kit (MO BIO
Laboratories, Carlsbad, CA, United States) and NanoDrop
2000 Spectrophotometer (Thermo, Waltham, United States).
PCR primers for 16S rRNA amplification were used with 319F
and 806R to amplify the hypervariable V3-V4 region. Then,
amplicon pyrosequencing was performed on an Illumina
MiSeq® system (Illumina, Inc., San Diego, CA, United States)
according to the manufacturer’s instructions at LC Biotech Co.,
Ltd., Hangzhou, Zhejiang, China. The raw data of libraries
generated during this study is publicly available at the
Sequence Read Archive (SRA) portal of NCBI (https://www.
ncbi.nlm.nih.gov/sra/) under accession number PRJNA738850.

Sequence data were analysed by FastQC (Version 0.10.1) and
QIIME software (Version MacQIIME 1.9.1-20150604). A 97%
high-quality 16S rRNA sequence identity were clustered into
operational taxonomic units (OTUs) with via CD-HIT (Version
4.6.8). The taxonomy of all high-quality sequences was selected to
recalculate and clustered by the UniFrac method with the R
software package. The alpha_diversity.py script, computed by
rarefaction of OTUs, was used to calculate metrics such as
observed OTUs, Shannon index, Simpson index, and Chao1
index. The beta_diversity_through_plots.py script was also run
to visualize beta diversity.

Gas Chromatography Mass Spectrometry
To determine the targeted fatty acid quantitation, faecal samples
from the mice were harvested, homogenized, and snap frozen in
liquid N2. The standards (acetic acid, propionic acid, butyric acid,
isobutyric acid, valeric acid, isovaleric acid, and hexanoic acid,
purity ≥99.0%) provided by Sigma-Aldrich Corp (St. Louis, MO,
United States) were thawed on ice, and ddH2O 300 μL,
isopropanol/pyridine solution (500 μL, 3:2, v/v), and PCF
solution 100 μL were used to the derivatization reaction. The
experimental conditions and calibration curves for SCFA
quantification were optimized by the derivatized standards,
and 50 μL DL-2-methylbutyric acid was added as an internal
standard. Approximately 30 mg of faecal sample was weighed and
homogenized with 15% phosphoric acid 50 μL, 125 μg/ml
internal standard 100 μL and ether 400 μL for 1 min. The
supernatant was obtained for SCFA detection after
centrifuging at 5,000 × g for 10 min at 4°C.

A Thermo Scientific TRACE™ 1310-ISQ LT GC-Ion Trap MS
instrument coupled with a TRACE™ 1310 gas chromatography
system and a 1310 autosampler (Thermo Fisher Scientific,
Waltham, MA, United States) was used to detect SCFAs. An
Agilent HP-INNOWAX capillary column (30 m × 0.25 mm
ID × 0.25 μm, Santa Clara, CA, United States) was used for
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SCFA separation. The sample was injected in a split flow with
1 μL injection at a ratio of 10:1. The ion source temperature was
230°C, the transmission line was 250°C and the quadrupole
temperature was 150°C. The programme was started at 90°C,
followed by 120°C at 10°C/min, 150°C at 5°C/min and 250°C at
25°C/min for 2 min. The carrier helium gas was at 1.0 ml/min.
The energy of electron ionization (EI) was 70 eV. As shown in the
TIC diagram (Supplementary Figure S1), all short-chain fatty
acids can be distinguished.

Histopathological Studies
The colon tissues and solid and liver tumours were dehydrated
and embedded in paraffin. 3 mm paraffin specimens were
rehydrated and stained with haematoxylin and eosin (H&E).
Histological images were observed with an IX51 microscope
(Olympus Corporation, Japan).

Enzyme-Linked Immunosorbent Assay
The contents of zonulin (H389-1-2), IL-6 (H007-1-2), LPS
(H255-1-2), IL-22 (H019-1-2) and IL-17A (H014-2-2) in
serum were detected using ELISAs. All assay kits were
obtained from Nanjing Jiancheng Bioengineering Institute
(Nanjing, Jiangsu, China). Related experiments were perated
and calculated according to the instructions.

Western Blot Analysis
Proteins were extracted from solid tumours and colon tissues
with 1% phosphatase inhibitor cocktail, quantified by BCA
protein assay kit (Thermo Fisher Scientific, Waltham, MA,
United States). 10% SDS–PAGE were chose to resolve
samples and then transferred to PVDF membranes (EMD
Millipore, Burlington, United States). After blocking with 5%
BSA for 2 h, the membrane was incubated with primary
antibodies: occludin (1:1000; ab167161, Abcam,
Cambridge, United Kingdom), SDF-1 (1:1000; ab9797,
Abcam), CXCR4 (1:1000; ab124824, Abcam), ZO-1 (1:
1000; CST#13663, Cell Signaling Technology, Darmstadt,
Germany), cyclin D1 (1:500; CST#2978, Cell Signaling
Technology) and c-myc (1:500; CST#5605, Cell Signaling
Technology), then gentle shaked overnight at 4°C. After
washing, the membranes were incubated with the second
antibodies for 1 h (goat anti-rabbit or IgG anti-mouse, 1:
5,000; Cell Signalling Technology). Immunoreactivity was
visualized with an enhanced chemiluminescence system
(ECL kit; Santa Cruz Biotechnology, United States) and
quantified using Image Lab 4.0 (Bio-Rad, Hercules, CA,
United States).

Statistical Analysis
The datas are calculated as the mean ± standard error (mean ±
SE), and SPSS software (version 22.0, IBM Corp, Chicago, IL,
United States) were used to performe statistical analyses. The
independent samples t test was used to compare normally
distributed data with homogeneous variances between two
groups. The Mann-Whitney nonparametric test was used
when there was no assumption of a normal distribution.
Analysis of Variance (ANOVA) was used to calculate the

significant differences in basal characteristics between the
groups. p values < 0.05 were considered significant.

RESULTS

Standardization of ACE
A rapid, sensitive and accurate UPLC-MS/MS analysis method
was established to reveal the chemical profile and quantify the
main ingredients of ACE extract before drug treatment. 14
compounds, including calycosin-7-glucoside 1), ononin 2),
calycosin 3), astragaloside A 4), astragaloside II 5),
formononetin 6), astragaloside I 7), bisdemethoxycurcumin 8),
demethoxycurcumin 9), curcumin 10), curdione 11), curzerene
12), germacrone 13) and β-elemene 14) were identified fromACE
through the individual standards comparison (Figure 1,
Supplementary Table S1). Their contents were 1.15, 0.13,
0.30, 1.19, 0.18, 0.09, 0.63, 0.08, 0.17, 0.57, 0.73, 0.67, 0.42 and
2.07 mg/g, respectively. The main ingredients analysis results
served as a quality control for the reproducibility of the
follow-up research.

ACE Inhibited Colon Cancer Tumour
Growth in Tumour-Bearing Mice
During the course of administration (Figure 2A), the mice in the
sham-operated group had soft and healthy fur and were active. In
contrast, the mice in the model group had increasingly bulging
abdomens, relatively grey fur, were less active and less responsive
to stimuli. Compared with the mice in the model group, mice
treated with ACE had relatively healthy fur and were more active
while the mice in the 5-FU group were less active. Body weight
after tumour removal and thymus indices of the mice in the
model and 5-FU groups were significantly lower than the sham
mice (p < 0.01), while the mice in the ACE group had significantly
higher body weight (without tumour) and enhanced immune
function compared with tumour-bearing mice in model group
(p < 0.01, Figures 2B,C). After administration, the tumour
weights and sizes of colon cancer tumours were suppressed in
all drug-treated mice (Figures 2D–F). After 5-FU administration,
the tumour weight of cancer-bearing mice was decreased
significantly (p < 0.01, Figure 2D), and the tumour inhibition
rate was the highest among all groups, at 65.92% (p < 0.01,
Figure 2F). Tumour growth was also significantly inhibited by
ACE administration (p < 0.05), and the medium dose showed a
better tumour suppression rate than the high and low doses, with
a rate of 43.43%. In the sham group, the junctional tissue of the
caecum, the same location as the tumour implantation site of the
model mice, was taken as a negative control. The intestinal
mucosal epithelium was intact, the intestinal glands were
abundant and closely arranged, and the number of cupped
cells was abundant. In the model group, the HE staining of
cancer tissues showed obvious inflammatory cell infiltration (red
arrows), disordered nuclei (black arrows), and haemorrhage with
red blood cells (green arrows) alongside tumour cells. The nuclei
were stained, fragmented and lysed, with increased cytoplasmic
eosinophilia (orange arrows). Tumour cells in the 5-FU group

Frontiers in Pharmacology | www.frontiersin.org August 2021 | Volume 12 | Article 7143224

Gu et al. Suppresses Colon Cancer Progression

https://www.frontiersin.org/journals/pharmacology
www.frontiersin.org
https://www.frontiersin.org/journals/pharmacology#articles


were seen to have large areas of tissue necrosis. After ACE
administration, the alteration tumour nuclear staining was less
than model cancer-bearing mice, and the pathological score was
significantly improved (p < 0.01, Figure 2G). These results
demonstrated that ACE could improve the body weight of
tumour-bearing mice and inhibit the growth of colon cancer
to a certain degree.

ACE Reduced Liver Metastases in
Tumour-Bearing Mice
In the morphological analysis of liver tissues after dissection,
obvious metastatic foci were seen on the liver and spleen of mice
in the model group as single or multiple white nodules. The
number of liver metastatic nodules was lower than that in the
model group after drug intervention (blue arrows, Figures
3A–D). Compared with those of the sham group, the livers of
colon cancer-bearing mice exhibited hepatocyte granular
degeneration with loose, lightly stained granular cytoplasm
(yellow arrows) and altered nuclear staining (black arrows).
The histopathological changes in the liver in all herbal
treatment groups were improved (p < 0.01, Figure 3E).
Therefore, the ACE combination for colon cancer could

reduce the number of liver metastases and inhibit liver
metastasis in mice with colon cancer.

ACE Modulated the Gut Microbiota
The sequencing data reached saturation and were able to cover
the majority of species in the mouse gut microbiome community
(Supplementary Figure S2). The results of the microbial
community alpha diversity index showed differences in
diversity between individual samples. The results from the
Chao and Shannon indices revealed that the alpha diversity of
mouse faeces after modelling was lower than that in the sham
group, implying that the abundance and diversity of the gut
microbiota decreased after colon cancer modelling. The intestinal
microbial diversity and richness of colon cancer mice were
improved to different degrees after intervention treatment with
ACE, especially in the middle dose group (Figure 4A,
Supplementary Figure S1).

At the phylum level, as shown in Figure 4B, the dominant
microbiota phyla were Firmicutes and Bacteroidetes. Compared
with those in the sham mice, the relative abundances of
Proteobacteria and Cyanobacteria were increased, while the
abundances of Firmicutes and Bacteroidetes were decreased,
and the structure of the flora was changed. The change in the

FIGURE 1 | Chemical profile of Astragalus mongholicus Bunge-Curcuma aromatica Salisb. extract detected by UPLC–MS/MS.
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relative abundance of microbiota at the phylum level was reversed
after ACE administration. The ratio of Firmicutes and
Bacteroidetes in modelling drug-free mice was significantly
increased compared with that in the sham group (p < 0.01,
Figure 4C). The ratio was decreased after ACE intervention,
and the difference was significant in the medium dose (0.64 g/kg)
group compared with the model group (p < 0.05). At the genus
level, significant differences were shown in the composition and
abundances of intestinal flora in the model group compared to
the normal group. Compared to that of the sham group, the
microbiota structure of the model group was significantly altered
(Figures 4A–D). Among the 21 top differentially abundant
genera (Supplementary Figure S3), the abundances of
Escherichia-Shigella, Streptococcus and Enterococcus were
increased significantly, while those of Lactobacillus,
Prevotellaceae_UCG-001, Roseburia and Mucispirillum were
significantly reduced (p < 0.01, Figure 4E). The ACE
intervention significantly restored the levels of these genera
(p < 0.05, p < 0.01). However, 5-FU had a smaller effect on
the reversion of intestinal genus levels in colon cancer-bearing
mice, and it even tended to increase further for Streptococcus.
Principal coordinate analysis (PCoA) revealed similarities and
differences between samples and groups. The results of the
analysis showed that the samples in the model group were far
apart from those in the sham group, indicating successful

modelling. The majority of the samples in the ACE
administration group were distributed between the model and
sham groups; the samples from the ACE_L and ACE_M groups
were close to those from the sham-operated group, while the
samples from the ACE_H and 5-FU groups were close to those
from the model group (Figure 4F). Therefore, ACE was able to
modulate the abundances of intestinal flora members and
regulate the intestinal flora structure in colon cancer model mice.

ACE Improved Changes in SCFAs and
Intestinal Barrier Integrity
The contents of the seven SCFAs were determined in the
intestinal contents of each group of mice (Figure 5A and
Supplementary Table S2). Compared with the sham group,
the contents of acetic acid, propionic acid, butyric acid,
isobutyric acid, valeric acid, and isovaleric acid in the faeces of
mice in the model group were reduced significantly (p < 0.05, p <
0.01), while the decrease in the content of hexanoic acid was not
significant. After ACE administration, the faecal content of
SCFAs was increased; specifically, the changes in the intestinal
faecal propionic acid and butyric acid contents of mice in the
colon cancer model were significantly reversed by ACE treatment
(p < 0.05). This finding implies that the ameliorative effect of ACE
on intestinal damage in colon cancer may be achieved by

FIGURE 2 | The effect of Astragalus mongholicus Bunge-Curcuma aromatica Salisb. extract on solid tumours of colon cancer-bearing mice. (A) Schematic
diagram of the experimental design process; (B) Body weight after tumour removal of mice after ACE administration; (C) Thymus index of mice after ACE administration;
(D) Pictures of solid tumours in each group; (E) Tumour weight; (F) Tumour suppression rate; (G) Tumour histopathological changes (haematoxylin and eosin (HE) stain).
Inflammatory cells (red arrows), disordered nuclei (black arrows), haemorrhage with red blood cells (green arrows) in tumour cells, cytoplasmic eosinophilia (orange
arrows). ##p < 0.01, compared with the sham group; *p < 0.05 and **p < 0.01, compared with the model group. n � 10.
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improving the content of SCFAs in the intestinal content of colon
cancer-bearing mice.

As shown in Figure 5B, the mucosal layer of the intestinal glands
in the model group partially disappeared (yellow arrows), and the
surrounding intestinal glands were irregularly arranged with small
areas of erosion and inflammatory cell infiltration (red arrows). In the
5-FU group, epithelial cells were also shed, and lymphocytes were
infiltrated. The pathological changes in the mice in the ACE_L group
were obvious, with epithelial cells detached from the mucosal layer,
connective tissue hyperplasia and a small amount of inflammatory cell
infiltration. In the mice in the sham-operated, ACE_M and ACE_H
groups, the intestinal glands were closely arranged without obvious
abnormalities. Severe focal infiltration of lymphocytes in the
mesentery in tumour-bearing mice was also shown, and ACE
showed a significant improvement after administration, especially
in the mid-dose group (red arrows, Figure 5C).

Tight junction protein (TJP) is the main element in
maintaining intestinal barrier function and is consistent with
histomorphological changes in the colon. The protein expression
levels of ZO-1 and occludin were significantly reduced in colon
tissue after colon cancer modelling (p < 0.01, Figure 5D). The
expression levels of ZO-1 and occludin were significantly
upregulated after administration of different doses of ACE
(p < 0.01), indicating that the intestinal mechanical barrier
was repaired. High doses of ACE had a better influence than
low and medium doses in increasing the protein expression levels
of ZO-1 and occludin. Compared with the shammice, the content
of zonulin was decreased significantly in the serum of cancer-
bearing mice (p < 0.05). After drug administration, the content

was increased in the cancer-bearing mice; in particular, the high
dose of ACE showed a significant upregulation (p < 0.05,
Figure 5E).

ACE Altered the SDF-1/CXCR4 Pathway to
Adjust Inflammatory Factors Associated
With Colon Cancer Progression
The protein and mRNA expression levels of SDF-1 and CXCR4 and
their downstream proteins cyclin D1 and c-myc in the tumour tissues
of mice with colon cancer were detected by Western blot. The results
in Figure 6A, B show that the protein expressions of SDF-1, CXCR4,
cyclin D1 and c-myc in the tumour tissues of colon cancer mice were
significantly upregulated (p < 0.01). However, the results in the ACE
intervention groups were reversed, as the expression levels of SDF-1,
CXCR4, cyclin D1 and c-myc were callback to those in the sham
group (p< 0.05, p< 0.01). Similar to the differentialmicrobiota results,
systemic inflammatory cytokines were positively correlated with the
colon cancer process, and key protein levels of LPS, IL-6, IL-22 and IL-
17A in mouse serumwere significantly higher after modelling than in
the sham group (p < 0.01 or p < 0.01, Figure 6C). After ACE
administration, the indicators of inflammation were relieved to some
extent, especially the levels of IL-6 and IL-17A (p < 0.05).

DISCUSSION

Colon cancer, a malignant tumour that forms in colon tissue,
causes the leading cancer-related deaths all over the world. At

FIGURE 3 | The effect of Astragalus mongholicus Bunge-Curcuma aromatica Salisb. extract on metastases of colon cancer-bearing mice. (A) Liver metastasis
number of mice after ACE administration; (B) Spleen metastasis mumber of mice after ACE administration; (C) Pictures of liver metastasis nodules in each group (blue
arrows); (D) Pictures of spleen metastasis nodules in each group (blue arrows); (E) Liver metastasis histopathological changes (haematoxylin and eosin (HE) stain).
Granular cytoplasm (yellow arrows) and altered nuclear staining (black arrows). ##p < 0.01, compared with the sham group; *p < 0.05, compared with the model
group. n � 10.
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FIGURE 4 | The effect ofAstragalusmongholicusBunge-Curcuma aromatica Salisb. extract on the gut microbiota of colon cancer-bearing mice. (A) Alpha diversity
index analysis (Chao and Shannon indices); (B) Community bar plot analysis of gut microbiota at the phylum level; (C) The ratio of relative abundances of Firmicutes and
Bacteroidetes; (D) Community heatmap analysis at the genus level; (E) Representative differentiated genera; (F) PCoA analysis of gut microbiota. ##p < 0.01, compared
with the sham group; *p < 0.05 and **p < 0.01, compared with the model group. n � 6.
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FIGURE 5 | The effect of Astragalus mongholicus Bunge-Curcuma aromatica Salisb. extract on SCFAs and the intestinal barrier of colon cancer-bearing mice. (A)
The contents of short-chain fatty acids in stool specimens after ACE administration. (B) Colon tissue histopathological changes (haematoxylin and eosin (HE) stain),
disappearance of the mucosal layer (yellow arrows), and inflammatory cell infiltration (red arrows). (C) Conjunctival tissue histopathological changes (haematoxylin and
eosin (HE) stain) and inflammatory cell infiltration (red arrows). (D) Expression of tight junction proteins (ZO-1 and Occludin) detected by WB. (E) The content of
zonulin in serum detected by ELISA. #p < 0.05 and ##p < 0.01, compared with the sham group; *p < 0.05 and **p < 0.01, compared with the model group. n � 10.

Frontiers in Pharmacology | www.frontiersin.org August 2021 | Volume 12 | Article 7143229

Gu et al. Suppresses Colon Cancer Progression

https://www.frontiersin.org/journals/pharmacology
www.frontiersin.org
https://www.frontiersin.org/journals/pharmacology#articles


present, the main clinical treatment options are surgery and
chemotherapy (Iveson et al., 2019). However, the therapeutic
efficacy of anticancer agents has been limited due to the cancer
stage and location at the period of diagnosis, the individual
characteristics, as well as the drug resistance which develops in
nearly all cancer patients (Gao et al., 2019). Therefore, it is a hot
and urgent topic in modern medical research to find suitable,
effective and safe anti-tumor drugs.

CHM has been demonstrated to exhibit antitumour effects in
many cancers, and compared to radiotherapy and chemotherapy,
it could enhance quality of life and prolong the survival rate with
fewer toxic effects (Xiang et al., 2019). Astragalus mongholicus
Bunge, a typical CHM used in many clinical antitumour
formulas, contains saponins, flavonoids and polysaccharides
and shows pivotal anticancer efficacy in multiple types of
cancers (Wang et al., 2018; Li W. et al., 2019; Wang et al.,
2021). Curcuma aromatica Salisb. mainly contains essential oil
components and is frequently used in the clinic for tumour
treatment (Liu et al., 2019). Its main bioactive compounds,
such as β-elemene, curcumol, and curcumin, also display
significant anticancer activity by inducing apoptosis, targeting
miRNA, and modulating gut microbiota (Di Meo et al., 2019;
Giordano and Tommonaro, 2019). The results of UPLC–MS/MS
analysis showed that ACE contained astragaloside I, astragaloside
II, astragaloside A, formononetin, ononin, calycosin, calycosin-7-
glucoside, β-elemene, curzerene, curdione, germacrone,

curcumin, demethoxycurcumin and bisdemethoxycurcumin.
Among them, astragaloside A (astragaloside IV) is regarded as
a standard of content determination for quality control of
Astragalus mongholicus Bunge, can inhibit cancer progression
and metastasis (Jia et al., 2019), enhance cisplatin
chemosensitivity in cancer, modulate gut microbiota profile
and promote butyric acid generation (He et al., 2020).
β-elemene, one of the main ingredients in essential oils of
Curcuma aromatica Salisb., has been widely used as in clinical
anti-tumor treatment as elemene injection (Zhai et al., 2020). In
addition, previous studies have shown that curcumin and
germacrone derived from Curcuma aromatica Salisb. effctively
suppressed the development of tumor by improving intestinal
barrier function, modulating colonic microbiota and promoting
autophagosomes formation (Giordano and Tommonaro, 2019;
Zhao et al., 2020). Consistent with the results of previous studies,
the combination of Astragalus mongholicus Bunge and Curcuma
aromatica Salisb. (ACE) significantly inhibited the growth and
metastasis of colon cancer and improved pathological histological
changes in solid tumours and liver tissue.

Numerous data support that altered microbiota communities
can modulate the efficacy of anticancer drugs via mediating or
modifying the environmental factors of colon cancer (Nakatsu
et al., 2015; Mori and Pasca, 2021). The proportional imbalance
between pathogenic and beneficial bacteria aggravates intestinal
mucositis. Analysis of the mucosa faeces of patients undergoing

FIGURE 6 | The effect of Astragalus mongholicus Bunge-Curcuma aromatica Salisb. extract on SDF-1/CXCR4 and inflammatory factors in colon cancer-bearing
mice. (A)Greyscale strips of SDF-1, CXCR4, Cyclin D1 and C-myc detected by WB; (B) Protein expression of SDF-1, CXCR4, Cyclin D1 and C-myc; (C) The content of
LPS, il-6, IL-22 and IL-17A in serum detected by ELISA. #p < 0.05 and ##p < 0.01, compared with the sham group; *p < 0.05 and **p < 0.01, compared with the model
group. n � 10.
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cancer therapy shown that bateria that ferment fibre and produce
short-chain fatty acids (SCFAs) are siginificantly decreased. In
our study, the abundance and diversity of the gut microbiota was
significantly reduced in mice after colon cancer modelling, and
the flora structure was restored after ACE administration, while
5-FU showed no significant improvement in this parameter.
Lactobacillus is a common probiotic with health maintenance
and immune modulating properties, and its increased abundance
inhibits the multiplication of pathogenic bacteria (Sharma et al.,
2014). Roseburia is capable of producing butyrate, which in
moderate amounts can relieve inflammation to maintain a
healthy gut (Kellermayer, 2019). The genus Mucispirillum, a
mucosal-resident bacterium, can form a colony film in which
inherently mucosa-resident bacteria can protect the host by
inhibiting contact between the pathogen and the host mucosa.
The increased proportions of Akkermansia muciniphila and
Mucispirillum schaedleri positively regulated the thickness of
the intestinal mucus layer and the integrity of the intestinal
barrier and promoted the effectiveness of immunotherapy.
Mucispirillum also showed a significant negative correlation
with TNF-α (Campbell et al., 2018; Alvarado et al., 2019).
Pathogenic bacteria, such as Escherichia-Shigella and
Streptococcus and Enterococcus, were significantly increased in
CRC in the intestinal microbiota. Therefore, damage to the
intestinal barrier was increased due to the increasing
pathogenic factors (endotoxins and ammonia) produced by
these bacteria (Han S. et al., 2019). Some harmful bacteria,
such as Escherichia-Shigella, can still increase significantly after
5-FU induction (Chen et al., 2020). Our present study showed
that ACE treatment significantly attenuated intestinal microbial
dysbiosis in colon cancer-bearing mice. ACE increased the levels
of probiotic gut microbiota like Prevotellaceae_UCG-001,
Lactobacillus and Roseburia, whereas inhibited the levels of
pathogenic gut bacteria, including Escherichia-Shigella,
Streptococcus and Enterococcus.

With the probiotic bacteria decreasing in colon cancer, SCFAs
produced by Lactobacillus, Prevotellaceaee_UCG-001 and
Roseburia, were also decreased. As one of the important
metabolites of intestinal microbiota, SCFA supplementation
enhances IL-22 production, which protects intestines from
inflammation (Yang et al., 2020). They affect a series of
activities of the host and play a key effect on maintaining
energy homeostasis and intestinal barrier integrity and have
some clinical implications in the treatment of disease. It was
reportwd that after four SCFA-producers (Bifidobacterium
longum, Clostridium symbiosum, Faecalibacterium prausnitzii,
and Lactobacillus fermentum) transplantation, poststroke
neurological deficits and inflammation were alleviated, and
gut, brain and plasma SCFA concentrations were elevated in
aged stroke mice (Lee et al., 2020). Overall changes in anaerobic
bacteria can be assessed by measuring the levels of SCFAs, and
their levels may also reflect bacterial activity. SCFAs are involved
in the development and progression of colon cancer by regulating
gastrointestinal metabolism (Albasri et al., 2019). Our results
indicated that the content of SCFAs in the intestine of colon
cancer-bearing mice was significantly decreased compared with
the sham mice, except for hexanoic acid. Among these, acetic

acid, propionic acid and butyric acid produced by the degradation
of carbohydrates via intestinal bacteria accounted for most of the
contents (Li L. et al., 2019), and regulate the absorption of various
nutrients and hormone production in the intestine, and are
widely involved in energy metabolism. Lower level of butyrate-
producing bacteria was observed in the gut of people with
metabolic and inflammatory diseases (Kasahara et al., 2018).
And butyric acid can increase the production of Lactobacillus
and reduce the number of Escherichia coli, which means it stores
energy (Patman, 2015). The content of SCFAs increased to
varying degrees after ACE administration, but only the levels
of propionate and butyrate were reversed significantly in colon
cancer-bearing mice at ACE medium doses.

Dysbiosis of the intestinal flora can lead to alterations in key
proteases and metabolites that induce the degradation of
E-calmodulin, leading to dysfunction of barrier permeability
and activation of Wnt/β-catenin and NF-κB signalling
pathways that promote colon cancer development (Elinav
et al., 2013). Furthermore, chemokines produced by colon
cancer cells could be stimulate by the intestinal microbiota.
SDF-1, the only ligand of CXCR4, is widely expressed at the
apical surface of human intestinal epithelial cells (Teicher and
Fricker, 2010). It was shown that butyrate as a histone deacetylase
inhibitor--HDACi and other SCFAs significantly suppressed the
expression of SDF-1, and sodium butyrate also up-regulated
CXCR4 expression (Gupta et al., 2001; Vangaveti et al., 2014;
Chandra Roy et al., 2018). SDF-1 and CXCR4 are commonly
highly expressed in various human malignancies (Xu et al., 2015),
and the SDF-1/CXCR4 axis plays a central role in the
development of cancer. The SDF-1/CXCR4 axis has been
demonstrated to activate the transcription factor NF-κB, which
affects the proliferation and survival of cancer cells. We also
examined the protein and mRNA expression levels of the anti-
colon cancer action pathway, SDF-1/CXCR4 axis before and after
intervention with the ACE drug pair. The results showed that
ACE treatment could significantly reduce both the protein and
mRNA expression levels of SDF-1 and CXCR4 in tumour tissues.

There might be a crucial function for SDF-1/CXCR4 in
promoting chemotaxis lung cancer cells gather to the brain
astrocytes and secreting lysozyme to damage BBB. AMD3100,
CXCR4 antagonist, exerts therapeutic effects on experimental
colitis by inhibiting colonic inflammation and enhancing
epithelial barrier integrity (Xia et al., 2010). The activation
of CXCR4 regulates mucosal host defense through
stimulating epithelial cell migration and promoting
intestinal barrier integrity (Agle et al., 2010). Intestinal
tight junction proteins (TJPs) regulate the permeability of
the intestinal barrier. Zonula occludens-1 (ZO-1) and
occludin are essential in maintaining intestinal barrier
function. Studies have shown that the protein expressions
of ZO-1 and occludin are reduced in adenocarcinoma of the
digestive tract and that the intestinal barrier is impaired,
followed by increased intestinal permeability (Han X. et al.,
2019). Simultaneously, butyrate in colon contents could
decrease expressions of occludin-1 and ZO-1 in colon
tissue (Wei et al., 2020). In the present study, intestinal
barrier was injured after colon cancer modelling,
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accompanied with infiltration of lymphocytes, monocytes in
the intestinal mucosal layer, and a decreasing in intestinal
tight junction proteins. After ACE intervention, the
alteration was reversed siginificantly compared with those
in the tumour-bearing mice.

Cell cycle regulatory protein Cyclin D1 and C-myc gene
expressions could be stimulated by CXCR4 and its ligand
CXCL12 (Dimova et al., 2014). Cyclin D1 is a cell cycle
regulatory protein that drives the transition from G1 to S
phase of the cell cycle and promotes cell proliferation. Many
studies have found that Cyclin D1 is highly expressed in colon
cancer and is considered to be an independent factor for poor
prognosis, and it could be inhibited by inhibiting NF-κB
(Bimonte et al., 2015). The oncogene C-myc, the
endogenous homologue of the oncogene V-myc, has been
shown to have a transforming effect and has a dual function
of regulating cell proliferation and apoptosis. It also
facilitates the transition of cells to a malignant phenotype,
is associated with tumour development, metastasis and is also
associated with patient prognosis (Al-Kuraya et al., 2007). We
also detected the protein and mRNA expression levels of the
downstream molecules of SDF-1/CXCR4 axis before and after
intervention with the ACE drug pair. The results showed that
ACE treatment could significantly reduce expressions of
Cyclin D1 and C-myc of tumour tissues both in protein
and mRNA level.

The dose levels used here followed the dosages tested in
this study were based on the body surface area conversion,
which, however, resulted in a dose level which is likely to
cause artefacts in the model used. Therefore, studies at a
therapeutically more relevant dose level are suggested as one
of the next steps.

CONCLUSION

Overall, our findings highlight a real need for a more
complete understanding of how Astragalus mongholicus
Bunge-Curcuma aromatica Salisb. (ACE) influences the
progression of colon cancer via the gut microbiome in
CT26-bearing mice. The mechanism of colon cancer
progression is relate to intestinal bacteria dysbiosis, and
the drug pair ACE might improve the diversity and
abundance of the related gut microbiota, in turn to
increase the content level of SCFAs such as propionic acid
and butyric acid, which further mediate intestinal SDF-1/
CXCR4 signalling pathway to repair the integrity of the
intestinal barrier, decrease Cyclin D1 and C-myc
expressions, eventually inhibiting the growth and
metastasis of colon cancer (Figure 7).

DATA AVAILABILITY STATEMENT

The data generated in this article can be found in NCBI using
accession number PRJNA738850.

ETHICS STATEMENT

The animal study was reviewed and approved by Animal Ethics
Committee of Nanjing University of Chinese Medicine.

AUTHOR CONTRIBUTIONS

Conceptualization: JG, DT and XC; methodology: JG; software:
RS; validation: JG, DT and XC; formal analysis: QW and RS;
resources: FL; data curation: JG, DT and XC; writing—original
draft preparation: JG; writing—review and editing: XC;
visualization: RS; supervision: XC; project administration: JG,
XC and DT; funding acquisition: JG and DT.

FUNDING

This work was supported by the National Natural Science
Foundation of China (Grant No. 81904059), the Natural
Science Research in Jiangsu Province (19KJB360015,
BK20190803), and the Youth Project of Nanjing University of
Chinese Medicine (NZY81904059).

SUPPLEMENTARY MATERIAL

The SupplementaryMaterial for this article can be found online at:
https://www.frontiersin.org/articles/10.3389/fphar.2021.714322/
full#supplementary-material

FIGURE 7 | Standardized Astragalus mongholicus Bunge-Curcuma
aromatica Salisb. extract efficiently suppresses colon cancer progression
through gut microbiota modification in CT26-bearing mice.

Frontiers in Pharmacology | www.frontiersin.org August 2021 | Volume 12 | Article 71432212

Gu et al. Suppresses Colon Cancer Progression

https://www.frontiersin.org/articles/10.3389/fphar.2021.714322/full#supplementary-material
https://www.frontiersin.org/articles/10.3389/fphar.2021.714322/full#supplementary-material
https://www.frontiersin.org/journals/pharmacology
www.frontiersin.org
https://www.frontiersin.org/journals/pharmacology#articles


REFERENCES

Agle, K. A., Vongsa, R. A., and Dwinell, M. B. (2010). Calcium Mobilization
Triggered by the Chemokine CXCL12 Regulates Migration in Wounded
Intestinal Epithelial Monolayers. J. Biol. Chem. 285 (21), 16066–16075.
doi:10.1074/jbc.M109.061416

Albasri, A. M., Elkablawy, M. A., Ansari, I. A., and Alhujaily, A. S. (2019).
Prognostic Significance of Cyclin D1 Over-expression in Colorectal Cancer:
An Experience from Madinah, Saudi Arabia. Asian Pac. J. Cancer Prev. 20 (8),
2471–2476. doi:10.31557/APJCP.2019.20.8.2471

Al-Kuraya, K., Novotny, H., Bavi, P., Siraj, A. K., Uddin, S., Ezzat, A., et al. (2007).
HER2, TOP2A, CCND1, EGFR and C-MYC Oncogene Amplification in
Colorectal Cancer. J. Clin. Pathol. 60 (7), 768–772. doi:10.1136/jcp.2006.038281

Alvarado, D. M., Chen, B., Iticovici, M., Thaker, A. I., Dai, N., VanDussen, K. L.,
et al. (2019). Epithelial Indoleamine 2,3-Dioxygenase 1 Modulates Aryl
Hydrocarbon Receptor and Notch Signaling to Increase Differentiation of
Secretory Cells and Alter Mucus-Associated Microbiota. Gastroenterology
157 (4), 1093–e11. doi:10.1053/j.gastro.2019.07.013

Arthur, J. C., Perez-Chanona, E., Mühlbauer, M., Tomkovich, S., Uronis, J. M., Fan,
T. J., et al. (2012). Intestinal Inflammation Targets Cancer-Inducing Activity of
the Microbiota. Science 338 (6103), 120–123. doi:10.1126/science.1224820

Backes, Y., Seerden, T. C. J., van Gestel, R. S. F. E., Kranenburg, O., Ubink, I.,
Schiffelers, R. M., et al. (2019). Tumor Seeding during Colonoscopy as a
Possible Cause for Metachronous Colorectal Cancer. Gastroenterology 157
(5), 1222–e4. doi:10.1053/j.gastro.2019.07.062

Bauer, P. V., Duca, F. A., Waise, T. M. Z., Dranse, H. J., Rasmussen, B. A., Puri, A.,
et al. (2018). Lactobacillus Gasseri in the Upper Small Intestine Impacts an
ACSL3-dependent Fatty Acid-Sensing Pathway Regulating Whole-Body
Glucose Homeostasis. Cell Metab 27 (3), 572–e6. doi:10.1016/
j.cmet.2018.01.013

Bimonte, S., Barbieri, A., Palma, G., Rea, D., Luciano, A., D’Aiuto, M., et al. (2015).
Dissecting the Role of Curcumin in Tumour Growth and Angiogenesis in
Mouse Model of Human Breast Cancer. Biomed. Res. Int. 2015, 878134.
doi:10.1155/2015/878134

Bullman, S., Pedamallu, C. S., Sicinska, E., Clancy, T. E., Zhang, X., Cai, D., et al.
(2017). Analysis of Fusobacterium Persistence and Antibiotic Response in
Colorectal Cancer. Science 358 (6369), 1443–1448. doi:10.1126/science.aal5240

Campbell, C., Dikiy, S., Bhattarai, S. K., Chinen, T., Matheis, F., Calafiore, M., et al.
(2018). Extrathymically Generated Regulatory T Cells Establish a Niche for
Intestinal Border-Dwelling Bacteria and Affect Physiologic Metabolite Balance.
Immunity 48 (6), 1245–e9. doi:10.1016/j.immuni.2018.04.013

Chan, P. W., Chiu, J. H., Huang, N., Chen, C. M., Yu, H., Liu, C. Y., et al. (2021).
Influence of Traditional Chinese Medicine on Medical Adherence and
Outcome in Estrogen Receptor (+) Breast Cancer Patients in Taiwan: A
Real-World Population-Based Cohort Study. Phytomedicine 80, 153365.
doi:10.1016/j.phymed.2020.153365

Chandra Roy, A., Wang, Y., Zhang, H., Roy, S., Dai, H., Chang, G., et al. (2018).
Sodium Butyrate Mitigates iE-DAP Induced Inflammation Caused by High-
Concentrate Feeding in Liver of Dairy Goats. J. Agric. Food Chem. 66 (34),
8999–9009. doi:10.1021/acs.jafc.8b02732

Chen, H., Zhang, F., Li, R., Liu, Y., Wang, X., Zhang, X., et al. (2020). Berberine
Regulates Fecal Metabolites to Ameliorate 5-fluorouracil Induced Intestinal
Mucositis through Modulating Gut Microbiota. Biomed. Pharmacother. 124,
109829. doi:10.1016/j.biopha.2020.109829

Cremonesi, E., Governa, V., Garzon, J. F. G., Mele, V., Amicarella, F., Muraro, M.
G., et al. (2018). Gut Microbiota Modulate T Cell Trafficking into Human
Colorectal Cancer. Gut 67 (11), 1984–1994. doi:10.1136/gutjnl-2016-313498

Di Meo, F., Margarucci, S., Galderisi, U., Crispi, S., and Peluso, G. (2019).
Curcumin, Gut Microbiota, and Neuroprotection. Nutrients 11 (10). 2426.
doi:10.3390/nu11102426

Dimova, N., Wysoczynski, M., and Rokosh, G. (2014). Stromal Cell Derived
Factor-1α Promotes C-Kit+ Cardiac Stem/progenitor Cell Quiescence
through Casein Kinase 1α and GSK3β. Stem Cells 32 (2), 487–499.
doi:10.1002/stem.1534

Elinav, E., Nowarski, R., Thaiss, C. A., Hu, B., Jin, C., and Flavell, R. A. (2013).
Inflammation-induced Cancer: Crosstalk between Tumours, Immune Cells and
Microorganisms. Nat. Rev. Cancer 13 (11), 759–771. doi:10.1038/nrc3611

Gao, Y., Maria, A., Na, N., da Cruz Paula, A., Gorelick, A. N., Hechtman, J. F., et al.
(2019). V211D Mutation in MEK1 Causes Resistance to MEK Inhibitors in
Colon Cancer. Cancer Discov. 9 (9), 1182–1191. doi:10.1158/2159-8290.CD-19-
0356

Giordano, A., and Tommonaro, G. (2019). Curcumin and Cancer. Nutrients 11
(10), 2376. doi:10.3390/nu11102376

Gu, J.-F., Su, S.-L., Guo, J.-M., Zhu, Y., Zhao, M., and Duan, J.-A. (2017). The Aerial
Parts of Salvia Miltiorrhiza Bge. Strengthen Intestinal Barrier andModulate Gut
Microbiota Imbalance in Streptozocin-Induced Diabetic Mice. J. Funct. Foods
36, 362–374. doi:10.1016/j.jff.2017.06.010

Gupta, S. K., Pillarisetti, K., and Aiyar, N. (2001). CXCR4 Undergoes Complex
Lineage and Inducing Agent-dependent Dissociation of Expression and
Functional Responsiveness to SDF-1alpha during Myeloid Differentiation.
J. Leukoc. Biol. 70 (3), 431–438. doi:10.1189/jlb.70.3.431

Han, S., Pan, Y., Yang, X., Da, M., Wei, Q., Gao, Y., et al. (2019a). Intestinal
Microorganisms Involved in Colorectal Cancer Complicated with Dyslipidosis.
Cancer Biol. Ther. 20 (1), 81–89. doi:10.1080/15384047.2018.1507255

Han, X., Lee, A., Huang, S., Gao, J., Spence, J. R., and Owyang, C. (2019b).
Lactobacillus Rhamnosus GG Prevents Epithelial Barrier Dysfunction Induced
by Interferon-Gamma and Fecal Supernatants from Irritable Bowel Syndrome
Patients in Human Intestinal Enteroids and Colonoids. Gut Microbes 10 (1),
59–76. doi:10.1080/19490976.2018.1479625

He, Q., Han, C., Huang, L., Yang, H., Hu, J., Chen, H., et al. (2020). Astragaloside
IV Alleviates Mouse Slow Transit Constipation by Modulating Gut Microbiota
Profile and Promoting Butyric Acid Generation. J. Cel. Mol. Med. 24 (16),
9349–9361. doi:10.1111/jcmm.15586

Huang, F., Zheng, X., Ma, X., Jiang, R., Zhou, W., Zhou, S., et al. (2019a).
Theabrownin from Pu-Erh tea Attenuates Hypercholesterolemia via
Modulation of Gut Microbiota and Bile Acid Metabolism. Nat. Commun.
10 (1), 4971. doi:10.1038/s41467-019-12896-x

Huang,W. C., Chang, M. S., Huang, S. Y., Tsai, C. J., Kuo, P. H., Chang, H.W., et al.
(2019b). Chinese Herbal Medicine Ganoderma Tsugae Displays Potential Anti-
cancer Efficacy on Metastatic Prostate Cancer Cells. Int. J. Mol. Sci. 20 (18),
4418. doi:10.3390/ijms20184418

Imhann, F., Vich Vila, A., Bonder, M. J., Fu, J., Gevers, D., Visschedijk, M. C., et al.
(2018). Interplay of Host Genetics and Gut Microbiota Underlying the Onset
and Clinical Presentation of Inflammatory Bowel Disease. Gut 67, 108–119.
doi:10.1136/gutjnl-2016-312135

Iveson, T., Boyd, K. A., Kerr, R. S., Robles-Zurita, J., Saunders, M. P., Briggs, A. H.,
et al. (2019). 3-month versus 6-month Adjuvant Chemotherapy for Patients
with High-Risk Stage II and III Colorectal Cancer: 3-year Follow-Up of the
SCOT Non-inferiority RCT. Health Technol. Assess. 23 (64), 1–88. doi:10.3310/
hta23640

Jackstadt, R., and Sansom, O. J. (2016). Mouse Models of Intestinal Cancer.
J. Pathol. 238 (2), 141–151. doi:10.1002/path.4645

Jia, L., Lv, D., Zhang, S., Wang, Z., and Zhou, B. (2019). Astragaloside IV Inhibits
the Progression of Non-small Cell Lung Cancer through the Akt/GSK-3β/
β-Catenin Pathway. Oncol. Res. 27 (4), 503–508. doi:10.3727/
096504018X15344989701565

Kasahara, K., Krautkramer, K. A., Org, E., Romano, K. A., Kerby, R. L., Vivas, E. I.,
et al. (2018). Interactions between Roseburia Intestinalis and Diet Modulate
Atherogenesis in a Murine Model. Nat. Microbiol. 3 (12), 1461–1471.
doi:10.1038/s41564-018-0272-x

Kellermayer, R. (2019). Roseburia Species: Prime Candidates for Microbial
Therapeutics in Inflammatory Bowel Disease. Gastroenterology 157 (4),
1164–1165. doi:10.1053/j.gastro.2019.05.073

Lee, J., d’Aigle, J., Atadja, L., Quaicoe, V., Honarpisheh, P., Ganesh, B. P., et al.
(2020). Gut Microbiota-Derived Short-Chain Fatty Acids Promote Poststroke
Recovery in Aged Mice. Circ. Res. 127 (4), 453–465. doi:10.1161/
CIRCRESAHA.119.316448

Li, L., Li, X., Zhong, W., Yang, M., Xu, M., Sun, Y., et al. (2019a). Gut Microbiota
from Colorectal Cancer Patients Enhances the Progression of Intestinal
Adenoma in Apcmin/+ Mice. EBioMedicine 48, 301–315. doi:10.1016/
j.ebiom.2019.09.021

Li, W., Song, K., Wang, S., Zhang, C., Zhuang, M., Wang, Y., et al. (2019b). Anti-
tumor Potential of astragalus Polysaccharides on Breast Cancer Cell Line
Mediated by Macrophage Activation. Mater. Sci. Eng. C Mater. Biol. Appl.
98, 685–695. doi:10.1016/j.msec.2019.01.025

Frontiers in Pharmacology | www.frontiersin.org August 2021 | Volume 12 | Article 71432213

Gu et al. Suppresses Colon Cancer Progression

https://doi.org/10.1074/jbc.M109.061416
https://doi.org/10.31557/APJCP.2019.20.8.2471
https://doi.org/10.1136/jcp.2006.038281
https://doi.org/10.1053/j.gastro.2019.07.013
https://doi.org/10.1126/science.1224820
https://doi.org/10.1053/j.gastro.2019.07.062
https://doi.org/10.1016/j.cmet.2018.01.013
https://doi.org/10.1016/j.cmet.2018.01.013
https://doi.org/10.1155/2015/878134
https://doi.org/10.1126/science.aal5240
https://doi.org/10.1016/j.immuni.2018.04.013
https://doi.org/10.1016/j.phymed.2020.153365
https://doi.org/10.1021/acs.jafc.8b02732
https://doi.org/10.1016/j.biopha.2020.109829
https://doi.org/10.1136/gutjnl-2016-313498
https://doi.org/10.3390/nu11102426
https://doi.org/10.1002/stem.1534
https://doi.org/10.1038/nrc3611
https://doi.org/10.1158/2159-8290.CD-19-0356
https://doi.org/10.1158/2159-8290.CD-19-0356
https://doi.org/10.3390/nu11102376
https://doi.org/10.1016/j.jff.2017.06.010
https://doi.org/10.1189/jlb.70.3.431
https://doi.org/10.1080/15384047.2018.1507255
https://doi.org/10.1080/19490976.2018.1479625
https://doi.org/10.1111/jcmm.15586
https://doi.org/10.1038/s41467-019-12896-x
https://doi.org/10.3390/ijms20184418
https://doi.org/10.1136/gutjnl-2016-312135
https://doi.org/10.3310/hta23640
https://doi.org/10.3310/hta23640
https://doi.org/10.1002/path.4645
https://doi.org/10.3727/096504018X15344989701565
https://doi.org/10.3727/096504018X15344989701565
https://doi.org/10.1038/s41564-018-0272-x
https://doi.org/10.1053/j.gastro.2019.05.073
https://doi.org/10.1161/CIRCRESAHA.119.316448
https://doi.org/10.1161/CIRCRESAHA.119.316448
https://doi.org/10.1016/j.ebiom.2019.09.021
https://doi.org/10.1016/j.ebiom.2019.09.021
https://doi.org/10.1016/j.msec.2019.01.025
https://www.frontiersin.org/journals/pharmacology
www.frontiersin.org
https://www.frontiersin.org/journals/pharmacology#articles


Liu, R., Pei, Q., Shou, T., Zhang, W., Hu, J., and Li, W. (2019). Apoptotic Effect of
green Synthesized Gold Nanoparticles from CurcumaWenyujin Extract against
Human Renal Cell Carcinoma A498 Cells. Int. J. Nanomedicine 14, 4091–4103.
doi:10.2147/IJN.S203222

Mori, G., and Pasca, M. R. (2021). Gut Microbial Signatures in Sporadic and
Hereditary Colorectal Cancer. Int. J. Mol. Sci. 22 (3), 1312. doi:10.3390/
ijms22031312

Nakatsu, G., Li, X., Zhou, H., Sheng, J., Wong, S. H., Wu, W. K., et al. (2015). Gut
Mucosal Microbiome across Stages of Colorectal Carcinogenesis. Nat.
Commun. 6, 8727. doi:10.1038/ncomms9727

Olsson, L. M., Poitou, C., Tremaroli, V., Coupaye, M., Aron-Wisnewsky, J.,
Bäckhed, F., et al. (2020). Gut Microbiota of Obese Subjects with Prader-
Willi Syndrome Is Linked toMetabolic Health.Gut 69, 1229–1238. doi:10.1136/
gutjnl-2019-319322

Patman, G. (2015). Gut Microbiota: Lactobacillus Acidophilus Opens the Door to
Butyrate.Nat. Rev. Gastroenterol. Hepatol. 12 (10), 552. doi:10.1038/nrgastro.2015.153

Peng, F., Xie, X., and Peng, C. (2019). Chinese Herbal Medicine-Based Cancer
Therapy: Novel Anticancer Agents Targeting MicroRNAs to Regulate Tumor
Growth and Metastasis. Am. J. Chin. Med. 47 (8), 1711–1735. doi:10.1142/
S0192415X19500873

Pop, O. L., Vodnar, D. C., Diaconeasa, Z., Istrati, M., Binţinţan, A., Binţinţan, V. V.,
et al. (2020). An Overview of Gut Microbiota and Colon Diseases with a Focus
on Adenomatous Colon Polyps. Int. J. Mol. Sci. 21 (19), 7359. doi:10.3390/
ijms21197359

Sethi, V., Kurtom, S., Tarique, M., Lavania, S., Malchiodi, Z., Hellmund, L., et al.
(2018). Gut Microbiota Promotes Tumor Growth in Mice by Modulating
Immune Response. Gastroenterology 155 (1), 33–e6. doi:10.1053/
j.gastro.2018.04.001

Sharma, R., Kapila, R., Kapasiya, M., Saliganti, V., Dass, G., and Kapila, S. (2014). Dietary
Supplementation of Milk Fermented with Probiotic Lactobacillus Fermentum
Enhances Systemic Immune Response and Antioxidant Capacity in Aging Mice.
Nutr. Res. 34 (11), 968–981. doi:10.1016/j.nutres.2014.09.006

Siegel, R. L., Miller, K. D., Goding Sauer, A., Fedewa, S. A., Butterly, L. F., Anderson,
J. C., et al. (2020). Colorectal Cancer Statistics, 2020. CA Cancer J. Clin. 70 (3),
145–164. doi:10.3322/caac.21601

Sun, R., Gu, J., Chang, X., Liu, F., Liang, Y., Yang, X., et al. (2021). Metabonomics
Study on Orthotopic Transplantion Mice Model of colon Cancer Treated with
Astragalus Membranaceus-Curcuma Wenyujin in Different Proportions via
UPLC-Q-TOF/MS. J. Pharm. Biomed. Anal. 193, 113708. doi:10.1016/
j.jpba.2020.113708

Tang, D., Zhang, S., Shi, X., Wu, J., Yin, G., Tan, X., et al. (2019). Combination of
Astragali Polysaccharide and Curcumin Improves the Morphological Structure
of Tumor Vessels and Induces Tumor Vascular Normalization to Inhibit the
Growth of Hepatocellular Carcinoma. Integr. Cancer Ther. 18,
1534735418824408. doi:10.1177/1534735418824408

Teicher, B. A., and Fricker, S. P. (2010). CXCL12 (SDF-1)/CXCR4 Pathway in
Cancer. Clin. Cancer Res. 16 (11), 2927–2931. doi:10.1158/1078-0432.CCR-09-
2329

Vangaveti, V. N., Rush, C., Thomas, L., Rasalam, R. R., Malabu, U. H., McCoombe,
S. G., et al. (2014). Short-chain Fatty Acids Increase Expression and Secretion of
Stromal Cell-Derived Factor-1 in Mouse and Human Pre-adipocytes.
Hormones (Athens) 13 (4), 532–542. doi:10.14310/horm.2002.1519

Wang, S., Mou, J., Cui, L., Wang, X., and Zhang, Z. (2018). Astragaloside IV
Inhibits Cell Proliferation of Colorectal Cancer Cell Lines through Down-
Regulation of B7-H3. Biomed. Pharmacother. 102, 1037–1044. doi:10.1016/
j.biopha.2018.03.127

Wang, X., Gao, S., Song, L., Liu, M., Sun, Z., and Liu, J. (2021). Astragaloside IV
Antagonizes M2 Phenotype Macrophage Polarization-Evoked Ovarian Cancer
Cell Malignant Progression by Suppressing the HMGB1-TLR4 axis. Mol.
Immunol. 130, 113–121. doi:10.1016/j.molimm.2020.11.014

Wei, L., Yue, F., Xing, L., Wu, S., Shi, Y., Li, J., et al. (2020). Constant Light
Exposure Alters Gut Microbiota and Promotes the Progression of
Steatohepatitis in High Fat Diet Rats. Front. Microbiol. 11, 1975.
doi:10.3389/fmicb.2020.01975

Xia, X. M., Wang, F. Y., Xu, W. A., Wang, Z. K., Liu, J., Lu, Y. K., et al. (2010).
CXCR4 Antagonist AMD3100 Attenuates Colonic Damage in Mice with
Experimental Colitis. World J. Gastroenterol. 16 (23), 2873–2880.
doi:10.3748/wjg.v16.i23.2873

Xiang, Y., Guo, Z., Zhu, P., Chen, J., and Huang, Y. (2019). Traditional Chinese
Medicine as a Cancer Treatment: Modern Perspectives of Ancient but
Advanced Science. Cancer Med. 8 (5), 1958–1975. doi:10.1002/cam4.2108

Xu, C., Zhao, H., Chen, H., and Yao, Q. (2015). CXCR4 in Breast Cancer:
Oncogenic Role and Therapeutic Targeting. Drug Des. Devel Ther. 9,
4953–4964. doi:10.2147/DDDT.S84932

Yang, W., Yu, T., Huang, X., Bilotta, A. J., Xu, L., Lu, Y., et al. (2020). Intestinal
Microbiota-Derived Short-Chain Fatty Acids Regulation of Immune Cell IL-22
Production and Gut Immunity. Nat. Commun. 11 (1), 4457. doi:10.1038/
s41467-020-18262-6

Yin, G., Cheng, X., Tao,W., Dong, Y., Bian, Y., Zang,W., et al. (2018). Comparative
Analysis of Multiple Representative Components in the Herb Pair Astragali
Radix-Curcumae Rhizoma and its Single Herbs by UPLC-QQQ-MS. J. Pharm.
Biomed. Anal. 148, 224–229. doi:10.1016/j.jpba.2017.09.015

Zhai, X. F., Liu, X. L., Shen, F., Fan, J., and Ling, C. Q. (2018). Traditional Herbal
Medicine Prevents Postoperative Recurrence of Small Hepatocellular
Carcinoma: A Randomized Controlled Study. Cancer 124 (10), 2161–2168.
doi:10.1002/cncr.30915

Zhai, B., Wu, Q., Wang, W., Zhang, M., Han, X., Li, Q., et al. (2020). Preparation,
Characterization, Pharmacokinetics and Anticancer Effects of PEGylated
β-elemene Liposomes. Cancer Biol. Med. 17 (1), 60–75. doi:10.20892/
j.issn.2095-3941.2019.0156

Zhao, R., Du, S., Liu, Y., Lv, C., Song, Y., Chen, X., et al. (2020). Mucoadhesive-to-
penetrating Controllable Peptosomes-In-Microspheres Co-loaded with Anti-
miR-31 Oligonucleotide and Curcumin for Targeted Colorectal Cancer
Therapy. Theranostics 10 (8), 3594–3611. doi:10.7150/thno.40318

Conflicts of Interest: The authors declare that the research was conducted in the
absence of any commercial or financial relationships that could be construed as a
potential conflict of interest.

Publisher’s Note: All claims expressed in this article are solely those of the authors
and do not necessarily represent those of their affiliated organizations, or those of
the publisher, the editors and the reviewers. Any product that may be evaluated in
this article, or claim that may be made by its manufacturer, is not guaranteed or
endorsed by the publisher.

Copyright © 2021 Gu, Sun, Wang, Liu, Tang and Chang. This is an open-access
article distributed under the terms of the Creative Commons Attribution License (CC
BY). The use, distribution or reproduction in other forums is permitted, provided the
original author(s) and the copyright owner(s) are credited and that the original
publication in this journal is cited, in accordance with accepted academic practice.
No use, distribution or reproduction is permitted which does not comply with
these terms.

Frontiers in Pharmacology | www.frontiersin.org August 2021 | Volume 12 | Article 71432214

Gu et al. Suppresses Colon Cancer Progression

https://doi.org/10.2147/IJN.S203222
https://doi.org/10.3390/ijms22031312
https://doi.org/10.3390/ijms22031312
https://doi.org/10.1038/ncomms9727
https://doi.org/10.1136/gutjnl-2019-319322
https://doi.org/10.1136/gutjnl-2019-319322
https://doi.org/10.1038/nrgastro.2015.153
https://doi.org/10.1142/S0192415X19500873
https://doi.org/10.1142/S0192415X19500873
https://doi.org/10.3390/ijms21197359
https://doi.org/10.3390/ijms21197359
https://doi.org/10.1053/j.gastro.2018.04.001
https://doi.org/10.1053/j.gastro.2018.04.001
https://doi.org/10.1016/j.nutres.2014.09.006
https://doi.org/10.3322/caac.21601
https://doi.org/10.1016/j.jpba.2020.113708
https://doi.org/10.1016/j.jpba.2020.113708
https://doi.org/10.1177/1534735418824408
https://doi.org/10.1158/1078-0432.CCR-09-2329
https://doi.org/10.1158/1078-0432.CCR-09-2329
https://doi.org/10.14310/horm.2002.1519
https://doi.org/10.1016/j.biopha.2018.03.127
https://doi.org/10.1016/j.biopha.2018.03.127
https://doi.org/10.1016/j.molimm.2020.11.014
https://doi.org/10.3389/fmicb.2020.01975
https://doi.org/10.3748/wjg.v16.i23.2873
https://doi.org/10.1002/cam4.2108
https://doi.org/10.2147/DDDT.S84932
https://doi.org/10.1038/s41467-020-18262-6
https://doi.org/10.1038/s41467-020-18262-6
https://doi.org/10.1016/j.jpba.2017.09.015
https://doi.org/10.1002/cncr.30915
https://doi.org/10.20892/j.issn.2095-3941.2019.0156
https://doi.org/10.20892/j.issn.2095-3941.2019.0156
https://doi.org/10.7150/thno.40318
https://creativecommons.org/licenses/by/4.0/
https://creativecommons.org/licenses/by/4.0/
https://www.frontiersin.org/journals/pharmacology
www.frontiersin.org
https://www.frontiersin.org/journals/pharmacology#articles

	Standardized Astragalus Mongholicus Bunge-Curcuma Aromatica Salisb. Extract Efficiently Suppresses Colon Cancer Progression ...
	Introduction
	Materials and Methods
	Sample and Standards Preparation
	UPLC–MS/MS Analysis Conditions
	Animal Modelling
	Sample Collection
	Genomic DNA Extract, 16S Amplification and Illumina Sequencing
	Gas Chromatography Mass Spectrometry
	Histopathological Studies
	Enzyme-Linked Immunosorbent Assay
	Western Blot Analysis
	Statistical Analysis

	Results
	Standardization of ACE
	ACE Inhibited Colon Cancer Tumour Growth in Tumour-Bearing Mice
	ACE Reduced Liver Metastases in Tumour-Bearing Mice
	ACE Modulated the Gut Microbiota
	ACE Improved Changes in SCFAs and Intestinal Barrier Integrity
	ACE Altered the SDF-1/CXCR4 Pathway to Adjust Inflammatory Factors Associated With Colon Cancer Progression

	Discussion
	Conclusion
	Data Availability Statement
	Ethics Statement
	Author Contributions
	Funding
	Supplementary Material
	References


