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Abstract: The internal transcribed spacer (ITS) region of the nuclear ribosomal repeat unit is the most popular locus for 
species identifi cation and subgeneric phylogenetic inference in sequence-based mycological research. The region is known 
to show certain variability even within species, although its intraspecifi c variability is often held to be limited and clearly 
separated from interspecifi c variability. The existence of such a divide between intra- and interspecifi c variability is implicitly 
assumed by automated approaches to species identifi cation, but whether intraspecifi c variability indeed is negligible within 
the fungal kingdom remains contentious. The present study estimates the intraspecifi c ITS variability in all fungi presently 
available to the mycological community through the international sequence databases. Substantial differences were found 
within the kingdom, and the results are not easily correlated to the taxonomic affi liation or nutritional mode of the taxa 
considered. No single unifying yet stringent upper limit for intraspecifi c variability, such as the canonical 3% threshold, 
appears to be applicable with the desired outcome throughout the fungi. Our results caution against simplifi ed approaches 
to automated ITS-based species delimitation and reiterate the need for taxonomic expertise in the translation of sequence 
data into species names.
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Introduction
That DNA sequence information is assigned material importance in contemporary mycology is exem-
plifi ed by the recent notion of fungal barcoding, which seeks to standardize DNA-borne species iden-
tifi cation through the use of one or more gene sequences from aptly chosen and annotated reference 
specimens (Hebert et al. 2003; Seifert et al. 2007; Bruns et al. 2008). The need for such protocols in 
mycology is patently clear: the vast number of extant fungi coupled with the dwindling number of 
taxonomic experts and the recondite nature of fungal life jointly make a persuasive case for barcoding-
type approaches to species identifi cation in the fungi (Guarro et al. 1999; Taylor et al. 2000; Schadt 
et al. 2003). The most popular locus for DNA-based mycological studies at the subgeneric level, and 
hence for species identifi cation, is the internal transcribed spacer (ITS) region of the nuclear ribosomal 
repeat unit (Horton and Bruns, 2001; Bridge et al. 2005). This multi-copy, tripartite, and roughly 
550-basepair (bp) segment combines the advantages of resolution at various scales (ITS1: rapidly evolv-
ing, 5.8S: very conserved, ITS2: moderately rapid to rapid; Hillis and Dixon, 1991; Hershkovitz 
and Lewis, 1996) with the ease of amplifi cation of a multi-copy region into a readily obtainable product 
whose variability typically refl ects synapomorphies at the species level.

Genome scans and novel molecular insights have brought attention to other genes of various copy 
number—notably the mitochondrial cytochrome C oxidase I (COI; Hebert et al. 2003; Little and 
Stevenson, 2007; Seifert et al. 2007)—that potentially could meet the occasional shortcomings of the 
multi-copy ITS region, such as pleomorphism and alignment diffi culties (c.f. Álvarez and Wendel, 2003; 
Avis et al. 2006; Feliner and Rosselló, 2007). While the use of these new regions for purposes of spe-
cies identifi cation is certain to complement—perhaps even replace—that of the ITS region in some 
groups of fungi (Geiser et al. 2004), the diffi culty associated with their generic primer design and 
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amplifi cation from low-quantity samples such as 
herbarium specimens suggest that the much more 
easily amplifi ed ribosomal DNA will remain in 
frequent use for the foreseeable future (Tautz et al. 
2003; Bruns and Shefferson, 2004; Blaxter et al. 
2005). Many aspects of the nuclear ribosomal 
repeat region are but partly understood, however, 
and the prospects of the region as a barcode for the 
fungi has mainly been evaluated within limited 
taxonomic scopes. Using all 4185 available, fully 
identifi ed fungal species represented by at least 
two satisfactory ITS sequences in the International 
Nucleotide Sequence Database (INSD: GenBank, 
EMBL, DDBJ; Benson et al. 2007), this study 
pursues the following questions:

Can intraspecifi c ITS variability 
in the fungi be captured in one 
generally applicable yet stringent 
interval, such as 0–3%?
It is often assumed, implicitly or otherwise, that 
fungal intraspecifi c variability is comparatively 
low and generally applicable across the kingdom 
such that it can be represented by a percentage 
interval, notably 0–3% (c.f. Cohan, 2002; Izzo 
et al. 2005; Ciardo et al. 2006). While this indeed 
seems to be the case for some groups of fungi 
(Druzhinina et al. 2005; Hinrikson et al. 2005; 
Smith et al. 2007), such a contention probably does 
not hold true for others (Martin et al. 2002; 
Edwards and Turco, 2005). As the absence of such 
a fungal-wide interval would be expected to com-
promise automated attempts at separation of intra- 
and interspecifi c variation, it would be of value to 
attain detailed knowledge on intraspecifi c ITS vari-
ability in all fungi presently available to the myco-
logical community through INSD.

Is ITS1 always more variable than 
ITS2?
Much attention has been focused on ITS1 as the 
more variable sublocus of the two and thereby, 
presumably, the better species marker (Chen et al. 
2001; Narutaki et al. 2002; Hinrikson et al. 2005). 
There are, however, observations to the contrary 
(Leaw et al. 2006), and knowledge of the extent of 
this deviance, as well as of any systematic signal 
in it, would add to our understanding of how ITS-
based species identification efforts best be 
designed.

Is the ITS a straightforward barcode 
region for the fungi?
The ITS region is more often advocated than cau-
tioned against as a vector for species identifi cation 
in fungi, but these reports are typically based on 
subsets of fungi, often at the family level or lower 
(Sugita et al. 1999; Henry et al. 2000; Iwen et al. 
2002). The picture emerging from joint analysis of 
all available fungal ITS sequences should be highly 
indicative of the performance of the ITS as a bar-
code region in the fungi.

This study uses the INSD data on an as-is 
basis. It is well known that the taxonomic reli-
ability in public sequence databases is less than 
ideal (Bridge et al. 2003; Binder et al. 2005; 
Nilsson et al. 2006) and that there are other com-
pounding factors such as chimeric sequences and 
obsolete classifi cation systems and synonyms 
(Ashelford et al. 2005; Bidartondo et al. 2008; 
Ryberg et al. 2008) that render diffi cult the extri-
cation of true taxonomic signal from the welter 
of noise surrounding it. While this will always 
hamper automated approaches to en masse 
sequence analysis, the present study takes several 
measures to account for these complications as 
to provide reasonably objective answers to the 
above questions.

Materials and Methods

Compilation of data
All fungal ITS sequences identifi ed to species level 
in INSD as of August 6, 2007 were downloaded 
using emerencia 1.0 (Nilsson et al. 2005). The 2995 
entries identifi ed by Nilsson et al. (2006) as poten-
tially misidentifi ed or otherwise problematic were 
discarded from the study. Similarly, sequences with 
less than 100 bp. in either of ITS1 or ITS2, as well 
as sequences with more than 1% IUPAC DNA 
ambiguity symbols in any of the three ITS subre-
gions, were excluded. Hidden Markov Models 
(HMMs) of the fl anking nuclear small sub-unit 
(nSSU), 5.8S, and nuclear large sub-unit (nLSU) 
were constructed from the large-scope fungal align-
ments of Tehler et al. (2003); Larsson et al. (2004); 
Binder et al. (2005); and James et al. (2006) using 
HMMER 2.3.2 (Eddy, 1998). After calibration, the 
HMMs enabled in silico extraction of ITS1, 5.8S, 
and ITS2 from the downloaded sequences using 
Perl (Supplementary Document 1).
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Data analysis
Intraspecifi c pairwise alignments of all loci consid-
ered (ITS1, 5.8S, ITS2, and jointly) were generated 
in Clustal W 1.83 (Thompson et al. 1997) for all 
4185 species for which satisfactory INSD data 
from two or more specimens were available. 
Sequence similarity in the form of absolute, 
uncorrected (Hamming) distances (c.f. Minichini 
and Sciarrino, 2006) for all combinations of two 
conspecifi c specimens were computed in Python 
(Supplementary Document 1); from these distance 
matrices, median intraspecifi c similarities for each 
species were retrieved as to further reduce 
the impact of potentially contestable records using 
the statistical language R 2.5.1 (R Development 
Core Team, 2007; Supplementary Document 1). For 
the 16 species represented by more than 100 ITS 
sequences in INSD, the estimates were based on a 
random sample of 100 sequences from these. To 
derive global values for the intraspecifi c variability 
of the kingdom Fungi and its fi ve conceptual phyla 
(Ascomycota, Basidiomycota, Chytridiomycota, 
Glomeromycota, and Zygomycota), weighted aver-
ages with weights proportional to the number of 
available sequences for each species were com-
puted; the weighting scheme employed assigns 
higher importance to well-sampled species without 
disregarding more poorly represented species.

Results and Discussion
The ease with which the ITS region can be ampli-
fi ed from a variety of fungi in various morphs and 
states of preservation—as well as its high level 
of synapomorphic variability in many groups of 
fungi—have given impetus to several ITS-based 
barcoding-type efforts for select groups of fungi 
(e.g. Druzhinina et al. 2005; Kopchinskiy et al. 
2005; Kõljalg et al. 2005). Given the decisive role 
assigned to the region, it may perhaps seem curious 
that many of its facets remain poorly understood, 
and the present study seeks to provide the data 
needed to examine these in a critical way. The 
questions pursued and the results obtained are 
constrained by, and to some extent refl ective of, 
the wanting state of taxonomic reliability in the 
public sequence databases. Attempts were made 
to correct for outlier sequences, thereby abating 
the impact of inconsistent application of species 
names and the vagaries of laboratory work. Even 
so, for some common root-and soil associated fungi 
such as Rhizoctonia, Latin binomials seem little 

more than convenient placeholders under which 
specimens are subsumed in the absence of confl ic-
tory, but also confi rmatory, evidence. Our results 
furthermore capture taxonomic complications such 
as the hypothesized presence of hybridisation in 
Tricholoma sulphureum (Comandini et al. 2004) 
and cryptic speciation in Laetiporus sulphureus 
(Rogers et al. 1999). As such the data obtained 
seem to corroborate one of the corollaries arising 
from the barcoding debate, namely that it may not 
lie in the interest of the mycological community 
to allow open and non-validated submission of 
barcodes to the international sequence databases. 
Similarly, continuous curation of taxonomic and 
nomenclatural aspects of reference sequences on 
part of both the sequence authors and the database 
in question appears a crucial element of molecular 
mycology.

One noticeable aspect of our assessment of 
fungal intraspecifi c variability is that the uncer-
tainty of the estimates tends to decrease as the 
number of conspecifi c sequences available for 
any given species increases (Supplementary 
Document 2). In other words, more than some few 
conspecifi c sequences may be required to encom-
pass the genetic variation found among populations 
of distinct localities. This observation calls into 
question the considerable number of barcoding 
studies based on less than a handful of collections 
per species (c.f. Little and Stevenson, 2007) and 
indeed the use of a single, defi ning sequence as 
arbiter of conspecifi city in the fi rst place. Other 
conveyors of amalgamated information, notably 
HMMs and multiple alignments (Eddy, 1998; 
Nilsson et al. 2004), appear much more suited to 
capture and relay such complexity.

Intraspecifi c ITS variability
The fungal intraspecifi c ITS variability as expressed 
in INSD does not readily lend itself to partitioning 
into clearly defi ned units. As defi ned in Materials 
and Methods, the weighted average of the intraspe-
cifi c ITS variability of the kingdom Fungi is 2.51% 
with a standard deviation (SD) of 4.57 (Ascomy-
cota: 1.96%, SD 3.73; Basidiomycota: 3.33%, SD 
5.62; Chytridiomycota: 5.63%, SD 10.49; Glomero-
mycota: 7.46%, SD 4.14; Zygomycota: 3.24%, SD 
6.12; Table 1). The comparatively well-studied 
Dikarya (Ascomycota and Basidiomycota) stands 
out as less variable than the basal fungal lineages, 
although these regions of the kingdom are rather 
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sparsely represented by ITS sequences such that 
taxonomic intricacies and the defi cient state of some 
sequence data are likely to attain a higher degree 
of penetration for these taxa. The canonical 3% 
threshold value for intraspecifi c variation fares 
surprisingly well for the fungi (Fig. 1), but it is 
nevertheless refuted by multiple examples from all 
fungal phyla (Supplementary Document 3).

Interestingly, our results also offer examples of 
well-and independently sampled species with low 
or no intraspecific variability (e.g. Boletus 
pinophilus and Serpula lacrymans; Supplementary 
Document 3). The wide spread in intraspecifi c 
variability observed testifi es to the apparent futility 
of trying to fi nd a single unifying yet stringent 
fungal-wide cut-off value to demarcate intra- from 
interspecific variability (Fig. 1; Supplemen-
tary Document 2). Such divides between intra- and 
interspecifi c variability—barcoding gaps—will, if 
at all in existence, have to be sought in different 
regions of variation space depending on the taxa 
under consideration; there is furthermore little to 
suggest that such divides in similarity could be 
deduced by taxonomic knowledge and logic alone. 
Even when collapsing the mushroom-forming 
Agaricomycetes in Supplementary Document 3 
into formal orders as applicable (Hibbett et al. 
2007), no such group could be classifi ed as “easily 
barcoded”: all orders feature taxa that are consid-
erably below, roughly at, and markedly above the 
fungal-wide average for intraspecifi c ITS variabil-
ity. A similar pattern is observed when grouping 
these fungi according to putative nutritional mode, 
but whether these inferences will persist in the light 
of extended taxon sampling remains at issue.

Internal ITS variability
Our results show that the variability of ITS1, at least 
on average, exceeds that of ITS2 (Fig. 1). The dif-
ference in variability is noticeable at times (e.g. 
Hypocrea citrina and Malassezia furfur, both with 

�3% difference). In other cases, such as Boletus 
edulis and Cordyceps bassiana—with less than 1% 
difference—and Agaricus bisporus and Alternaria 
brassicae—with no difference—it is less conspicu-
ous. For 34% of the fungal species compared, how-
ever, ITS2 is more variable than ITS1, which refutes 
the common assumption that ITS1 always is the most 
variable spacer of the ITS region. Indeed, it would 
seem likely that for certain taxa, ITS2 represents a 
better vector of low-level taxonomic information. 
We did not fi nd evidence, however, for any phylum-
wide systematic component to this observation as 
comparatively higher levels of ITS2 variability could 
not be signifi cantly related to phylum-wise affi liation 
(Fisher’s exact test, p-value �0.05). The overall 
variation in ITS1 and ITS2 was found to be highly 
correlated (0.87; Supplementary Document 2) which 
supports the view that the two regions do not evolve 
independently of one another.

The 5.8S is typically fully conserved within a 
species, and the variation sometimes observed is 
negligible (weighted average: 0.21%, SD 0.67). 
Counterintuitively, therefore, the region can be 
expected to interfere with pre-defi ned threshold 
values for intraspecifi c variation. Supplementary 
Document 3 shows that even if both the ITS1 and 
ITS2 are more than 3% variable within one and the 
same species, the inclusion of the very conserved 
5.8S may serve to reduce the apparent variability 
of the joint region into less than 3%, thereby mask-
ing the distinctness indicated by its fl anking regions 
(as is the case for, e.g. Rhizopogon roseolus and 
Xerocomus subtomentosus). Our data suggest that 
the 5.8S, while arguably useful in other contexts 
(Hershkovitz and Lewis, 1996; Larsson et al. 
2004), may be best left out from such estimates.

The ITS region as a fungal barcode
The ever-increasing prevalence of fungal environ-
mental samples generated in ecological studies 
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Figure 1. The proportion of fungal species in this study having intraspecifi c variabilities in the ranges depicted of (A) the ITS1 region, 
(B) the ITS2 region, and (C) the ITS1, 5.8S, and ITS2 regions combined.
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accentuates the need for automated, high-
throughput approaches to species identifi cation, 
and many such initiatives are indeed centered 
around the ITS region. This study shows that the 
ITS region is not equally variable in all groups of 
fungi (Table 2) and that the variation does not seem 
to be easily correlated to the systematic affi liation 
or nutritional mode of the species. These dispari-
ties speak against automated species delimitation 
using, for example, a global 3% cut-off value. To 
devise effi cient fungal barcodes based on the ITS 
region will require, it would seem, far-reaching 
taxonomic knowledge specifi c to each group of 
fungi; a large number of conspecifi c specimens 
from as many populations and geographical 
regions as can be reasonably achieved; and 
possibly the erection of one or more tailored, 

closed-submission databases for the purpose. 
Criticism has been raised against the barcoding 
community for not taking these matters seriously 
enough (Wheeler, 2004; Will et al. 2005; Meier 
et al. 2006), and the present study lends further 
weight to the importance of these claims.

Conclusions
A plexus of pleomorphic organisms, fungi often 
defy assignment to genus or even family level, 
and it is becoming progressively apparent that 
molecular information will soon take over the role 
as the primary source for reliable species identi-
fi cation in all but for some few groups of fungi. It 
is moreover clear that these methods have only 
begun to reveal the true face of fungal diversity 

Table 1. Statistics on all species and sequences included in this study; data as of August 6, 2007. The standard 
deviation is shown in brackets as applicable.

Number of included species  4185 (973 genera)
Number of species excluded due to being represented by only 5428
one (satisfactory) sequence
Average number of sequences per species 7
Total number of pairwise alignments of the study ∼2 million (13 Gb)
Percentage of the estimated 1.5 million fungal species represented 0.28%
by at least two ITS sequences
Median length of the loci (bp)  183 (ITS1), 158 (5.8S),
   173 (ITS2)
Weighted intraspecifi c ITS variability in the kingdom Fungi 2.51% [4.57]
Weighted intraspecifi c ITS variability for the fi ve conceptual
phyla of the kingdom
 Ascomycota (2509 species) 1.96% [3.73]
 Basidiomycota (1582 species) 3.33% [5.62]
 Chytridiomycota (11 species) 5.63% [10.49]
 Glomeromycota (23 species) 7.46% [4.14]
 Zygomycota (60 species) 3.24% [6.12]
Most abundantly represented species for each of the fi ve conceptual phyla
of the kingdom, their intraspecifi c variability, and the number of sequences
 Fusarium solani (Ascomycota) 3.1%, 542
 Thanatephorus cucumeris (Basidiomycota) 15.7%, 608
 Olpidium brassicae (Chytridiomycota) 2.0%, 18
 Glomus intraradices (Glomeromycota) 8.7%, 92
 Rhizopus oryzae (Zygomycota) 0.9%, 143
Correlation coeffi cient for variability between ITS1 and ITS2 0.87 (p-value less than 10−16)
Percentage of species where ITS2 is more variable than ITS1 34%
Percentage of species where ITS1 and ITS2 differ in variability 91%
by less than 0.5%
Percentage of species with either ITS1 or ITS2 fully conserved 22%
and the other one at least 0.25% variable
Percentage of species with fully conserved ITS region 22%
Percentage of species with intraspecifi c variability �3% 75% (ITS1), 77% (ITS2),
   80% (ITS1, 5.8S, ITS2)
Percentage of species where the intraspecifi c variability of 5.8S is �0.5% 80%
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in that the absolute majority of fungi still await 
discovery and formal description (Hawksworth, 
2001; Blackwell et al. 2006; Schmit and Mueller, 
2007). Much of this diversity is recovered from 
ecological samples such as soil and plant debris 
in total absence of any physical manifestation of 
the fungi present. The mere observation that the 
multi-copy ITS region can be amplifi ed from these 
low-quantity samples, whereas many low- and 
single-copy genes currently cannot, implies that 
the ITS region will remain a mycological corner-
stone for a long time to come. That the region 
typically shows variation within, and to an even 
larger extent among, species turns the region into 
a valuable vector for mycological pursuits, 
although one for which not all preconceived ideas 
and assumptions hold true. The large number 
of fungi for which the ITS has been generated 
further serves to increase the usefulness of the 
region for purposes of comparison, but whether it 
will ever be truly useful also for automated species 

delimitation remains an open question—and one 
that the present results do not seem to answer in 
the affi rmative.
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Supplementary Material

Supplementary document 1
Perl code used for in silico extraction of ITS1, 5.8S, and ITS2 from the fungal ITS-region sequences in 
INSD using HMMs; Python code used for alignment and similarity comparison; and R code used for 
calculating the statistics. Released under the GNU-GPLv2 software license.

Supplementary document 2
(a) A histogram of the number of fungal ITS sequences per species as included in this study, showing 
that the majority of species is represented by fewer than fi ve sequences. (b) The number of conspecifi c 
sequences plotted against the median intraspecifi c variability for the species in question, showing a 
decrease in the uncertainty of the estimates with higher number of sequences. Deviant sequences attain 
a higher degree of penetration in sparsely sampled species than in more richly sampled ones, where the 
larger sample sizes lead to estimates of smaller variance. (c) The variability of ITS1 (x axis) plotted 
against that of ITS2 (y axis) on a logarithmic scale. The correlation coeffi cient is 0.87 (p-value �10−16). 
(d) A histogram of the number of species in the study with an intraspecifi c variability in the ranges 
indexed, showing the asymmetric, long-tailed distribution of intraspecifi c variability. Jointly with (a), 
the histogram gives a good overview of the present state of ITS-borne sampling of fungi.

Supplementary document 3
Estimated intraspecifi c variability of all 4185 fungal species of this study; results boiled down to ITS1, 
5.8S, ITS2, and all combined. The number of sequences underlying the estimates, as well as the phylum-
wise affi liation as given in INSD, are indicated. Extreme values are likely, but not necessarily bound, 
to hint at the presence of cryptic species or other unresolved taxonomic issues, laboratory artefacts, or 
additional compounding factors and were found to be distributed in all phyla in proportion to their size 
(Chi2 test: p-value �0.2). In the interest of completeness, no such entries were left out from the study. 
Only organisms annotated in INSD as belonging to the kingdom Fungi are included; organisms tradi-
tionally treated as “fungal allies” but now known to belong elsewhere were not targeted in this study.


# Program name: emerencia 3
# Copyright (C) 2007 R. Henrik Nilsson (henrik.nilsson@dpes.gu.se), Erik Kristiansson, Martin Ryberg
# R. Henrik Nilsson, Göteborg University, Department of Plant and Environmental Sciences, Box 461, 405 30 Göteborg, Sweden
#
# This program is free software; you can redistribute it and/or
# modify it under the terms of the GNU General Public License
# as published by the Free Software Foundation; either version 2
# of the License, or (at your option) any later version.
#
# This program is distributed in the hope that it will be useful,
# but WITHOUT ANY WARRANTY; without even the implied warranty of
# MERCHANTABILITY or FITNESS FOR A PARTICULAR PURPOSE.  See the
# GNU General Public License for more details.
#
# You should have received a copy of the GNU General Public License
# along with this program (as gpl.txt); if not, write to the Free Software
# Foundation, Inc., 51 Franklin Street, Fifth Floor, Boston, MA  02110-1301, USA.

# Some modules we need
import sys
import os
import os.path
import random
import copy
from Bio import Clustalw
from Bio.Align import AlignInfo

# Some settings
SPECIESSTATFILE="Results/SpeciesStat.txt" # Save the results here
CLUSTERPREFIX="Clusters/" # Save the clusters here
CACHEPREFIX="Cache/" # Cache dir
RANDOMTH=100 # Start sample if there are more seq than this number
NSAMPLES=100 # Sample this number of sequences
MINSEQ=2 # Minimum number of sequences in a species
MINSEQLEN=100 # Minimum number of base pairs
RESULTFILEITS1="Results/StatsITS1.txt" # Result file for ITS1
RESULTFILE58s="Results/Stats58s.txt" # Result file for 5.8s
RESULTFILEITS2="Results/StatsITS2.txt" # Result file for ITS2
RESULTFILECOMBINED="Results/StatsCombined.txt" # Result file for combined 
RESULTFILEALL="Results/StatsAll.txt" # Result file for all data
DEBUG=0 # Debug?
SEED=93 # Random seed (for sampling) 
TAINTEDFILE="TaintedAccnos.txt" # File with tainted accnos

random.seed(SEED) # Sets random seed. We do not want to creat new alignments for large group each time.

# Reads tab separated files.
def ParseDataFile(filename):
    
    Data=list()
    
    infile=open(filename)
    
    buf=infile.readline() # Skip header
    buf=infile.readline()
    
    while buf!="":
	Data.append(buf.split("\t"))
	buf=infile.readline()
	
    infile.close()
    
    return Data

# Reads tainted accno file
def ReadTaintedAccnos(filename):
    
    infile=open(filename)
    
    TaintedAccnos=infile.read().split("\n")
    
    infile.close()
    
    return TaintedAccnos
    

# Collect species in a dictionary
def CollectSpecies(Data, TaintedAccnos):    
    
    Species={}
    
    for Row in Data:
	if Row[0] not in TaintedAccnos:
	    if Row[1] not in Species:
		Species[Row[1]]=list()
	    
	    Species[Row[1]].append(Row)
	

    return Species
	
# Write some statistics
def DumpSpeciesStat(Species, filename):
    
    outfile=open(filename, "w")
    
    for Sp in Species:
	Counts=CheckAvailability(Species[Sp])
	outfile.write("%s\t%d\t%d\t%d\t%d\n" % (Sp,len(Species[Sp]), Counts[0], Counts[1], Counts[2]))
    
    outfile.close()
    
    return

# Checks the availability of ITS1 and ITS2 sequences.
def CheckAvailability(SpEntry):

    nITS1=0
    nITS2=0
    n58s=0
    nAll=0
    
    for Row in SpEntry:
	haveITS1=0
	have58s=0
	haveITS2=0	

	if len(Row[3].strip())>=MINSEQLEN:	    
	    haveITS1=1
	if len(Row[4].strip())>=MINSEQLEN:
	    have58s=1
	if len(Row[5].strip())>=MINSEQLEN:
	    haveITS2=1
	
	if haveITS1==1:
	    nITS1+=1
	if haveITS2==1:
	    nITS2+=1
	if have58s==1:
	    n58s+=1
	if haveITS1==1 and have58s==1 and haveITS2==1:
	    nAll+=1

    if nITS1!=n58s or nITS1!=nITS2 or n58s!=nITS2:
	print "Warning: nITS1=%d, n58s=%d, nITS2=%d" % (nITS1, n58s, nITS2)
	    
    return (nITS1, n58s, nITS2, nAll)

# Align all groups of species
def AlignEverything(Species, seqtype):

    Stats=list()
    
    for Sp in Species:
	
	nseq=len(Species[Sp])
	
	print "    "+Sp+" ("+str(nseq)+" sequences):",
	sys.stdout.flush()	
	Median, truenseq=AlignSequences(Species[Sp], seqtype)    
	
	if Median!=0:
	    print "Done! Median sequence similarity = %0.2f" % Median
	    Stats.append((Sp,truenseq, Median))
	else:
	    Stats.append((Sp, 0, -1))
	    
    return Stats

# Given a species, align and parse the sequences
def AlignSequences(Entry, seqtype):

    StatVector=list()
     
    nrows=len(Entry)

    if nrows==0:
	print "Error! Empty entry! Should not happend! Exiting!"
	sys.exit()
    
    Counts=CheckAvailability(Entry)
        
    if seqtype=="ITS1":
	nseq=Counts[0]
	RowNo=3

    elif seqtype=="5.8s":
	nseq=Counts[1]
	RowNo=4

    elif seqtype=="ITS2":
	nseq=Counts[2]
	RowNo=5
    
    elif seqtype=="Combined":
	RowNo=0
	nseq=min(min(Counts[0], Counts[1]), Counts[2])

    else:
	print "Unsupported sequence type! Exiting!"
	sys.exit()
	
    if nseq<MINSEQ:
	print "Too few %s sequences (<%d)" % (seqtype, MINSEQ)
	return (0,-1)	
 	
	
    if nseq<=RANDOMTH:
	for i in range(nrows):
	    for j in range(i):
		if seqtype!="Combined":
		    if len(Entry[i][RowNo].strip())>=MINSEQLEN and len(Entry[j][RowNo].strip())>=MINSEQLEN:
			Stat=DoAlignment(Entry[i], Entry[j], RowNo, seqtype)
			StatVector.append(Stat)
		else:		    
		    if len(Entry[i][3])>=MINSEQLEN and len(Entry[i][4])>=MINSEQLEN and len(Entry[i][5])>=MINSEQLEN and len(Entry[j][3])>=MINSEQLEN and len(Entry[j][4])>=MINSEQLEN and len(Entry[j][5])>=MINSEQLEN:
			Stat=DoAlignment(Entry[i], Entry[j], RowNo, seqtype)
			StatVector.append(Stat)
		
    
    else:
	RNDseq=random.sample(range(nrows), NSAMPLES)
	
	for i in range(NSAMPLES):
	    for j in range(i):
		if seqtype!="Combined":
		    if len(Entry[RNDseq[i]][RowNo].strip())>=MINSEQLEN and len(Entry[RNDseq[j]][RowNo].strip())>=MINSEQLEN:
			Stat=DoAlignment(Entry[RNDseq[i]], Entry[RNDseq[j]], RowNo, seqtype)
			StatVector.append(Stat)
		else:
		    if len(Entry[RNDseq[i]][3])>=MINSEQLEN and len(Entry[RNDseq[i]][4])>=MINSEQLEN and len(Entry[RNDseq[i]][5])>=MINSEQLEN and len(Entry[RNDseq[j]][3])>=MINSEQLEN and len(Entry[RNDseq[j]][4])>=MINSEQLEN and len(Entry[RNDseq[j]][5])>=MINSEQLEN:
			Stat=DoAlignment(Entry[RNDseq[i]], Entry[RNDseq[j]], RowNo, seqtype)
			StatVector.append(Stat)

		
    if len(StatVector)>0:
	Median=CalculateMedian(StatVector)
    else: 
	print "No alignments satisfying quality conditions available!"
	Median=0
			
    return (Median, nseq)

# Given two sequences, align them and parse the result.
def DoAlignment(Row1, Row2, NoRow, SeqType):
    SeqPrefix=CACHEPREFIX+"SequenceFiles/"+SeqType+"/"+Row1[1]+"/"
    ClustPrefix=CLUSTERPREFIX+SeqType+"/"+Row1[1]+"/"

    AddDir(SeqPrefix)
    AddDir(ClustPrefix)
    
    sequencefile=SeqPrefix+"%s_%s.seq" % (Row1[0], Row2[0])
    
    outfile=open(sequencefile, "w")

    if SeqType!="Combined":
	outfile.write(">%s\n%s\n>%s\n%s\n" % (Row1[0], Row1[NoRow], Row2[0], Row2[NoRow]))
    else:
	outfile.write(">%s\n%s%s%s\n>%s\n%s%s%s\n" % (Row1[0], Row1[3], Row1[4], Row1[5], Row2[0], Row2[3], Row2[4], Row2[5]))
    
    outfile.close()
    
    
    alignmentfile=ClustPrefix+"%s_%s.aln" % (Row1[0], Row2[0])
    
    if os.path.exists(alignmentfile)==False:
	commandline="clustalw -INFILE=\"%s\" -OUTFILE=\"%s\" > /dev/null\n" % (sequencefile, alignmentfile)
	#commandline="clustalw -INFILE=\"%s\" -OUTFILE=\"%s\"\n" % (sequencefile, alignmentfile)

	os.system(commandline)
	
    alignment=Clustalw.parse_file(alignmentfile)
    summary_align=AlignInfo.SummaryInfo(alignment)
    PSSM=summary_align.pos_specific_score_matrix(chars_to_ignore=["R", "Y", "S", "W", "K", "M", "B", "D", "H", "V", "N"]) # Remove UIPAC codes (counts as missmatches)
    Stats=GetStatFromPSSM2(PSSM, 2)
    
    return Stats

# Creates a directory if its not there
def AddDir(path):
    
    if(os.path.exists(path)==False):
	os.system("mkdir \""+path+"\"")
	
    return

# Calculate the number of hits and the sequence length of an alignment
def GetStatFromPSSM(PSSMat, nseq):

    seqlen=0
    hits=0
    
    for Row in PSSMat:
	seqlen+=1
        for Letter in Row:
            if int(Row[Letter])==nseq:
		hits+=1
		break
	    
    return (seqlen, hits)

# Calculate sequence similarity from alignment results
def GetStatFromPSSM2(PSSMat, nseq):
    
    AllTotHits=list()
    
    for Row in PSSMat:
	tothits=0
	for Letter in Row:
	    tothits+=int(Row[Letter])
	AllTotHits.append(tothits)
		
    (Start, Stop)=GetStartStop(AllTotHits, nseq)
    
    cntr=0
    seqlen=0
    hits=0 
    for Row in PSSMat:    
	if cntr>=Start and cntr<=Stop:
	    seqlen+=1
	    for Letter in Row:
		if int(Row[Letter])==nseq:
		    hits+=1
		    break
	cntr+=1
    return (seqlen, hits)

# Get start and stop for an alignment. Used to remove leading and ending gaps
def GetStartStop(seq, nseq):
    
    start=0
    stop=0
    
    cntr=0
    while(seq[cntr]<nseq):
	cntr+=1
    
    start=cntr
    
    cntr=len(seq)-1
    
    while(seq[cntr]<nseq):
	cntr-=1
    
    stop=cntr
    
    return (start, stop)


# Calculates the median from a vector of numbers
def CalculateMedian(numbers):
    
    Ratio=list()
    
    for i in numbers:
	Ratio.append(float(i[1])/float(i[0]))

    Ratio.sort()
    
    nnumbers=len(Ratio)
    
    if nnumbers==1:
	return Ratio[0]
    
    tmp=nnumbers/2
    
    if(tmp*2!=nnumbers):
	return Ratio[tmp]
    else:
	return 0.5*(Ratio[tmp]+Ratio[tmp+1])        
	
# Writes statitics to a file
def DumpStat(Stat, Filename):
    
    outfile=open(Filename, "w")
    
    for Row in Stat:
	outfile.write("%s\t%d\t%f\n" % Row)
    
    outfile.close()
    
    return

# Saves the results
def DumpStatAll(StatITS1, Stat58s, StatITS2, StatCombined, filename):
    
    outfile=open(filename, "w")
    
    outfile.write("Name\tNo ITS1\tSeq similarity ITS1\tNo 5.8s\tSeq similarity 5.8s\tNo ITS2\tSeq similarity ITS2\tNo combined\tSeq similarity combined\n")
    
    for nrow in range(len(StatITS1)):
	if not (StatITS1[nrow][2]==-1 and StatITS2[nrow][2]==-1 and Stat58s[nrow][2]==-1 and StatCombined[nrow][2]==-1):
	    outfile.write("%s\t%d\t%f" % (StatITS1[nrow][0], StatITS1[nrow][1], StatITS1[nrow][2]))
	    outfile.write("\t%d\t%f" % (Stat58s[nrow][1], Stat58s[nrow][2]))
	    outfile.write("\t%d\t%f" % (StatITS2[nrow][1], StatITS2[nrow][2]))
	    outfile.write("\t%d\t%f\n" % (StatCombined[nrow][1], StatCombined[nrow][2]))

    
    outfile.close()
    
    return

###########################################

# This is the main code.

print "*** e3 starting"

print "*** reading input files"
indata=ParseDataFile(sys.argv[1])
print "    %s, %d records" % (sys.argv[1], len(indata))
print "*** processing"
print "    reading tainted accnos, ",
taintedaccnos=ReadTaintedAccnos(TAINTEDFILE)
print "%d accnos are tainted" % len(taintedaccnos)
print "    collecting species,",
species=CollectSpecies(indata, taintedaccnos)
print "%d unique species identified" % len(species)
print "    generating statistics,",
DumpSpeciesStat(species, SPECIESSTATFILE)
print "%s written" % SPECIESSTATFILE
print "*** Aligning sequences (ITS1)"
StatITS1=AlignEverything(species, "ITS1")

print "*** Aligning sequences (5.8s)"
Stat58s=AlignEverything(species, "5.8s")

print "*** Aligning sequences (ITS2)"
StatITS2=AlignEverything(species, "ITS2")

print "*** Aligning sequences (ITS1+5.8s+ITS2)"
StatCombined=AlignEverything(species, "Combined")

print "*** Dumping results"
print "    %s" % RESULTFILEITS1
DumpStat(StatITS1, RESULTFILEITS1)
print "    %s" % RESULTFILE58s
DumpStat(Stat58s, RESULTFILE58s)
print "    %s" % RESULTFILEITS2
DumpStat(StatITS2, RESULTFILEITS2)
print "    %s" % RESULTFILECOMBINED
DumpStat(StatCombined, RESULTFILECOMBINED)
print "    %s" % RESULTFILEALL
DumpStatAll(StatITS1, Stat58s, StatITS2, StatCombined, RESULTFILEALL)
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#!/usr/bin/perl -w
use strict;
use DBI;                    # download DBI from CPAN.org; used here to facilitate local MySQL connections
use File::stat;

# Program name: emerencia 3
# Program purpose: locate and extract nSSU, ITS1, 5.8S, ITS2, nLSU from fungal ITS region sequences
# Copyright (C) 2007 R. Henrik Nilsson, Erik Kristiansson, Martin Ryberg et al (henrik.nilsson@dpes.gu.se)
# R. Henrik Nilsson, Goteborg University, Department of Plant and Environmental Sciences, Box 461, 405 30 Goteborg, Sweden
#
# This program is free software; you can redistribute it and/or
# modify it under the terms of the GNU General Public License
# as published by the Free Software Foundation; either version 2
# of the License, or (at your option) any later version.
#
# This program is distributed in the hope that it will be useful,
# but WITHOUT ANY WARRANTY; without even the implied warranty of
# MERCHANTABILITY or FITNESS FOR A PARTICULAR PURPOSE.  See the
# GNU General Public License for more details.
#
# You should have received a copy of the GNU General Public License
# along with this program (as gpl.txt); if not, write to the Free Software
# Foundation, Inc., 51 Franklin Street, Fifth Floor, Boston, MA  02110-1301, USA.

                              # usage: perl emerencia3c.pl | grep "PEET" | sed 's/^PEET//g' > Results.txt
my $HMMPFAM="/usr/local/bin/hmmpfam";  # the HMMPfam component of the HMMER package.change this as needed
                                            # which needs to be installed prior to the use of this script
### login info to loal MySQL database ###################################################################
my ($dbh, $sth);                                                                                        #
my $username="MyUsername"; my $password="MyPassword";      # MySQL username and password                #
my $data_source="DBI:mysql:MyDatabaseName:localhost"; # name of database on localhost                   #
#########################################################################################################
# assumes the repsence of a local MySQL sequence database with fungal ITS sequences. assumes the presence
    # of a "species name" column, an "accession number / identified" column, and a "sequence data" column
     # and in this case the presence of a status flag for all sequences such that I = identified sequence
system("clear");                             # clear screen. convenient. won't work on MacPerl or Windows
my $TotalNumberOfSequences=0;              # global counter for the total number of sequences in database
my $TotalNumberOfCommittedSequences=0;   # global counter: number of sequences found to be OK for purpose
my $TotalNumberOfRevCompSequences=0;          # global counter: number of reverse complementary sequences
my $tempcounter=0;    # nr sequences in which no loci were found in spite of trying reverse complementary
my @NotCommittedAccnos;                              # holds accno for sequences found not OK for purpose
my $NotCommittedAccnosCounter=0;                                       # ...and counts how many these are
my $StartTime=gmtime();                                                   # to give indication of runtime

my $query_string='select accno from alla where ((idstatus="I") and ((species REGEXP "^[A-Za-z]+[[:space:]]+[a-z]+$") or (species REGEXP "^[A-Za-z]+[[:space:]]+[a-z]+[-]+[A-Za-z]+$"))) order by species, accno'; # see comment on query string in subroutine GetAllAccnos
#my $query_string='select accno from alla where accno="AY672924"';   # for trying single accession number
#my $query_string='select accno from alla where species like "sistotrema %" and idstatus="I"'; # try genus

my $LineCounter=49;                               # feed line number here for trivialistic error tracking
my ($temp, $temp2, $temp3, $temp4, $temp5);              # temporary variables for various purposes below
my ($i,$j);                                                                # general global loop counters

my $nSSU_Sequence="no";                                                       # nSSU sequence not set yet
my $nSSU_End_Global=0;                             # global counter for last bp of nSSU if and when found

my $ITS1_Sequence="no";                                                                # ITS1 not set yet
my $ITS1_Start_Global=0;                                                # global counter for its first bp

my $n58S_Sequence="no";                                                                # n58S not set yet
my $n58S_Start_Global=0;                                                # global counter for its first bp
my $n58S_End_Global=0;                                                   # global counter for its last bp

my $ITS2_Sequence="no";                                                                # ITS2 not set yet

my $nLSU_Sequence="no";                                                                # nLSU not set yet
my $nLSU_Start_Global=0;                                                # global counter for its first bp

my $commit="yes";                                         # decision. yes = usable for purpose. no=not so
my @ReasonsForReject;    # save the reason(s) for rejection here. could be > 1 one per sequence; save all
my $ReasonsForRejectCounter=0;                                                         # ...so count them
my $verbose="xyes";                     # yes = verbose mode = print out extra info. anything else: don't

my $printed=0;        # 0 = no region printed (extracted), >=0 = at least 1 region extracted successfully
my $round=1;          # "reading frame" counter. 1=GenBank sequence as-is; 2=trying reverse complementary

$dbh = DBI->connect($data_source, $username, $password) or &err; $LineCounter=76;   # connect to MySQl db


my @AllAccnos=&GetAllAccnos;            # subroutine to get all pertinent accession numbers from database
$TotalNumberOfSequences=scalar @AllAccnos;                    # set global counter of number of sequences
my $NumberOfSequences=scalar @AllAccnos;
my ($Accno, $SpeciesName, $Sequence, $SequenceLength);       # declare for use below. number of sequences
my $LengthOfSequenceParts=0;  # sum up the lengths of the individual parts extracted. should match length

my $TargetFile="work/FullSequence.fasta";                      # first we work against the whole sequence

for ($i=0; $i<=$NumberOfSequences-1; $i++) {                 # loop over all GenBank fungal ITS sequences
    $LengthOfSequenceParts=0;                             # reset the sum of the extracted sequence parts

    if ($round == 1) {              # if first time here, draw a line in the sand. makes output palatable
	print "\n------------------------------------------------------------------------------------------\n\n";
	print $i+1, " / $NumberOfSequences \n"; }                   # print rudimentary " % done" counter
    $TargetFile="work/FullSequence.fasta";        # yes, at this stage we work against the whole sequence

    $Accno=$AllAccnos[$i];                          # this is the accession number we presently deal with
    if ($round==1) {                                  # get sequence data and the species name from MySQL
	($SpeciesName, $Sequence)=&GetSequenceAndSpeciesName($AllAccnos[$i]); }    # call subroutine here
    print ">$Accno $SpeciesName (", length $Sequence, "bp.)\n";   # print that info to screen. convenient
    print "$Sequence \n";                                       # print out the sequence data FASTA-style
    $SequenceLength=length $Sequence;   # sequence length? for comparison with sum of the extracted parts

    $LineCounter=102;   # set this every now and then to know how far the execution progressed (if halted)
    open(FILE,">$TargetFile") or &err;                                         # open outfile for writing
    print FILE ">$Accno\n$Sequence\n";                        # print full sequence FASTA-style for HMMER
    close(FILE) or &err;                                                            # close file or error
    $LineCounter=106;

    $temp=&Findn58SStart;                         # subroutine to see if the beginning of 5.8S is present
    if ($temp =~/[0-9]+/) {                      # if number, then number = global start position of 5.8S
	$n58S_Start_Global=$temp;   # set global start of n58S as the number returned from the subroutine

	if ($verbose eq "yes") { print "n5.8S starts at bp $n58S_Start_Global for $Accno ($SpeciesName) \n"; }

	$temp2=substr($Sequence,0,$n58S_Start_Global-1);       # retrieve the sequence part prior to n58S
	$temp3=$temp2;
	$TargetFile="work/Beforen58SStart.fasta";  # re-assign $TargetFile to point to pre-5.8S data only
	open(FILE,">$TargetFile") or &err;                     # print prior part of sequence to new file
	print FILE ">$Accno\n$temp2\n";            # this will reduce chances of false positives for nSSU
	close(FILE) or &err;                                                        # close file or error
	$LineCounter=120;

	$temp2=substr($Sequence,$n58S_Start_Global-1);          # get me sequence part 5.8S and on to end
	$temp4=$temp2;
	$TargetFile="work/n58SStartAndOn.fasta";            # re-assign $TargetFile to contain 5.8 and on
	open(FILE,">$TargetFile") or &err; # this reduces chances of false positives for 58S end and nLSU
	print FILE ">$Accno\n$temp2\n"; # by removing sequence info not needed at this stage; FASTA style
	close(FILE) or &err;                                                        # close file or error
	$LineCounter=128;

	if ($verbose eq "yes") {                # if so = verbose mode, then print out some cosmetic info
	    print "Before 5.8S start:\n$temp3 \n";                    # sequence part prior to 5.8S start
	    print "After 5.8S start:\n$temp4 \n"; } }               # sequence part 5.8S beginning and on

    else {                       # subroutine didn't return number. this means start of 5.8S not detected
	if ($verbose eq "yes") { print "n5.8S start not found for $Accno ($SpeciesName) \n"; }
	$TargetFile="work/FullSequence.fasta"; }  # we cannot split sequence at this stage. work on whole


    $LineCounter=139;
    $temp=&Findn58SEnd;                  # subroutine to find the end of 5.8S uing pre-made HMMER profile

    $LineCounter=142;
    if ($temp =~/[0-9]+/) {                   # if number, then number = start position of the end o 5.8S
	if ($verbose eq "yes") { print "\nFound end of 5.8S at $temp ; "; }               # cosmetic info

	if ($TargetFile eq "work/n58SStartAndOn.fasta") {  # if we managed split the infile then use that
	    $n58S_End_Global=$n58S_Start_Global + $temp;    # end of 5.8S = start of 5.8S + length of 5.8
	    $n58S_End_Global--;                                 # decrease by one for position indexation

	    $temp4=substr($Sequence,$n58S_End_Global);      # extract sequence segment from full sequence
	    $TargetFile="work/Aftern58End.fasta";                                 # re-assign $TargetFile
	    open(FILE,">$TargetFile") or &err;                       # open for writing or die right away
	    print FILE ">$Accno\n$temp4\n";      # print new sequence segment to file; reduces mismatches
	    close FILE or &err; }                                                   # close file or error

	elsif ($TargetFile eq "work/FullSequence.fasta") {  #    this means we were not able to split seq
	    $n58S_End_Global=$temp;                                    # so this is the true end of 5.8 S

	    $temp4=substr($Sequence,$n58S_End_Global);      # extract sequence segment from full sequence
	    $TargetFile="work/Aftern58End.fasta";                                 # re-assign $TargetFile
	    open(FILE,">$TargetFile") or &err;
	    print FILE ">$Accno\n$temp4\n";
	    close FILE or &err; }

	else { &err; } }                                                                     # else error

    else {                   # non-digits returned = did not find the end of 5.8S. all is not lost though
	if ($verbose eq "yes") { print "\nDid not find end of 5.8S ; "; }     # echo to screen if verbose
	unless ($TargetFile eq "work/FullSequence.fasta") { ; } }                 # does nothing nowadays


    $LineCounter=172;
    $temp=&FindnLSUStart;   # subroutine to find the start of nLSU using long HMMER profile for precision

    unless ($temp=~/[0-9]+/) { $temp=&FindnLSUStartTwo; }    # else, try the shorter HMM (less precision)

    if ($temp =~/[0-9]+/) {                                # if digits then digits=start position of nLSU
	if ($verbose eq "yes") { print "Found start of nLSU "; }                 # produce verbose output

	if ($TargetFile eq "work/FullSequence.fasta") {     # no splitting of sequence was possible above
	    $nLSU_Start_Global=$temp;                                     # global start position of nLSU
	    $nLSU_Start_Global++;                                # increase by one for correct indexation
	    if ($verbose eq "yes") { print "at bp $nLSU_Start_Global ; "; } }            # verbose output

	elsif ($TargetFile eq "work/Aftern58End.fasta") {      # if so, sequence split was possible above
	    $nLSU_Start_Global=$n58S_End_Global + $temp;        # for global value, add value of 5.8S end
	    if ($verbose eq "yes") { print "at bp $nLSU_Start_Global ; "; } }            # verbose output

	else { $LineCounter=189;                                                # for error tracking only
	       $tempcounter++;    # OK, no loci found in spite of trying reverse complementary. counter++
	       $temp4=$temp='';     # reset these global counters; start looking in reverse complementary
	       $n58S_End_Global=$n58S_Start_Global="0";     # this & below lines: reset various variables
	       $nSSU_End_Global=$ITS1_Start_Global="0";
	       $nLSU_Start_Global="0";
	       $nSSU_Sequence="no"; $ITS1_Sequence="no";
	       $n58S_Sequence="no"; $ITS2_Sequence="no";
	       $nLSU_Sequence="no"; $commit="yes"; $printed=0; $round=1;
	       next; } }

    else {
	if ($verbose eq "yes") { print "Did not find start of nLSU."; } }                # verbose output


    if ((-e "work/Beforen58SStart.fasta") and (-s "work/Beforen58SStart.fasta")) {  # if split successful
	$TargetFile="work/Beforen58SStart.fasta"; }      # then use this as the new target file for HMMER
    else { $TargetFile="work/FullSequence.fasta"; }            # else use the whole of the input sequence


    $temp=&FindnSSUEnd;#subroutine to find the end on nSSU using long (29 bp) HMMER profile for precision

    unless ($temp=~/[0-9]+/) { $temp=&FindnSSUEndTwo; }        # if unsuccessful, try shorter (15 bp) HMM

    if ($temp =~/[0-9]+/) {             # if digits then digits = global end position of nSSU in sequence
	if ($verbose eq "yes") { print "nSSU: found its end at $temp \n";  }             # verbose output
	$nSSU_End_Global=$temp; }                                  # set global counter for nSSU end (bp)
    else {
	if ( $verbose eq "yes") { print "nSSU: Did not find it.\n"; } }         # else, no nSSU end found


    &CheckAndPrintToScreen;     # subroutine to check results for validity and to print results to screen
    print "Commit: $commit \n";                    # print decision to use sequence or not: "yes" or "no"
    if (($commit eq "yes") and ($printed > 0)) {      # if decision=yes and have printed at least 1 locus

	if ($i==0) { print "PEETACCNO\tSPECIES\tnSSU\tITS1\tn58S\tITS2\tnLSU\t\n"; }     # results string
	&PrintResultsToScreen; }     # perl emerencia3b.pl | grep "PEET" | sed 's/^PEET//g' > Results.txt
                                        # to get only the core results; else you will get a richer output

    if (($printed==0) and ($round==1)) {     # if no loci printed and direction = as-is, try comp reverse
	$round++;      # complementary mode (called round 2) to see if human error lies behind submission
	print " Trying again with reverse complementary!\n\n";                          # print to screen
	$Sequence=reverse $Sequence;                           # reverse sequence (but not complementary)
	$Sequence=~tr/ATUGCYRSWKMBDHVN/TAACGRYSWMKVHDBN/d;               # this tr does the complementary
	$commit="yes";                                     # go back to default value of $commit variable
	$temp4=$temp='';        # this & below: reset the various counters and temp variables for round 2
	$n58S_End_Global=$n58S_Start_Global="0";
	$nSSU_End_Global=$ITS1_Start_Global="0";
	$nLSU_Start_Global="0";
	$nSSU_Sequence="no"; $ITS1_Sequence="no";
	$n58S_Sequence="no"; $ITS2_Sequence="no";
	$nLSU_Sequence="no";
	redo; }               # redo present loop iteration (i.e., keep the present value of $i and redo)

    if ($commit eq "no") {                  # OK, decision whether to include sequence in results is "no"
	print "Reasons for reject:", @ReasonsForReject, "\n";     # print the reason(s) for this decision

	$NotCommittedAccnos[$NotCommittedAccnosCounter]=$Accno;  # store accno among non-committed accnos
	$NotCommittedAccnosCounter++; }         # and increase counter of non-committed accession numbers

    if (($round==2) and ($commit eq "yes")) { $TotalNumberOfRevCompSequences++; }# inc nr of rev comp seq

    if ($commit eq "yes") { $TotalNumberOfCommittedSequences++; }    # counter for nr of committed accnos

    $temp4=$temp='';  # this line and those below: reset counters and various variables to default values
    $n58S_End_Global=$n58S_Start_Global="0";                                    # for next loop iteration
    $nSSU_End_Global=$ITS1_Start_Global="0";
    $nLSU_Start_Global="0";
    $nSSU_Sequence="no"; $ITS1_Sequence="no";
    $n58S_Sequence="no"; $ITS2_Sequence="no";
    @ReasonsForReject=''; $ReasonsForRejectCounter=0;
    $nLSU_Sequence="no"; $commit="yes"; $printed=0; $round=1; }        # the main body for loop ends here


print "-----------------------------------------------------------------------------------\n"; # mark end

print "Total number of sequences: $TotalNumberOfSequences\n";            # total number of sequences seen
print "Total number of committed sequences: $TotalNumberOfCommittedSequences (", ($TotalNumberOfCommittedSequences / $TotalNumberOfSequences) * 100, " %)\n";
print "Total number of reverse complementary sequences: $TotalNumberOfRevCompSequences (", ($TotalNumberOfRevCompSequences / $TotalNumberOfSequences) * 100, " %)\n";
print "Not found in spite of reversed: $tempcounter \n";    # nr of sequences in which no loci were found
                                                                   # despite trying reverse complementary
print "Non-committed accnos: @NotCommittedAccnos \n";    # here comes the accession numbers not committed

my $EndTime=gmtime();   # get local time for display. serves no vital purpose but is somewhat interesting
print "Started run $StartTime - ended run $EndTime\n \n";                # display start, end time of run

print "emerencia 3 version 1.0, Copyright (C) 2007 R. Henrik Nilsson.\n";       # as specified in the GPL
print "emerencia 3 comes with ABSOLUTELY NO WARRANTY; for details see\n";                     # documents
print "the enclosed gpl.txt file. This is free software, and you are welcome\n";
print "to redistribute it under certain conditions as specified in gpl.txt\n \n";

exit;                                                                                       # end of main
#########################################################################################################




#
## subroutine to check parsed information for validity and print out the results to screen for capture
#########################################################################################################
sub CheckAndPrintToScreen {

    unlink glob "work/*.fasta" or &err;               # remove all previous temporary files in "work" dir
    print "\n"; $temp5=0;                                   # new line. reset global temp variable $temp5

                                              # if the below loci are defined (i.e. have been parsed out)
    if (($nSSU_End_Global) and ($n58S_Start_Global) and ($n58S_End_Global) and ($nLSU_Start_Global)) {
	unless (($nSSU_End_Global < $n58S_Start_Global) and ($n58S_Start_Global < $n58S_End_Global) and ($n58S_End_Global < $nLSU_Start_Global)) {
	$commit="no";    # unless global positions are ordered as nSSU_End<n58S_Start<n58S_End<nLSU_Start
	$ReasonsForReject[$ReasonsForRejectCounter]="$Accno $SpeciesName Order of nSSU_End, n58S_Start, n58S_End, and nLSU_Start incorrect";
	$ReasonsForRejectCounter++; } }   # keep stacking the reasons; there could be more coming our way

    elsif (($nSSU_End_Global) and ($n58S_Start_Global) and ($n58S_End_Global)) {  # if only these defined
	unless (($nSSU_End_Global < $n58S_Start_Global) and ($n58S_Start_Global < $n58S_End_Global)) {
	$commit="no";                                 # don't commit if their order isn't as it should be
	$ReasonsForReject[$ReasonsForRejectCounter]="$Accno $SpeciesName Order of nSSU_End, n58S_Start, and n58S_End incorrect";
	$ReasonsForRejectCounter++; } }   # keep stacking the reasons; there could be more coming our way

    elsif (($nSSU_End_Global) and ($n58S_Start_Global)) {                         # if only these defined
	unless (($nSSU_End_Global < $n58S_Start_Global)) {        # unless their order is as it should be
	$commit="no";                                    # reject the sequence from further consideration
	$ReasonsForReject[$ReasonsForRejectCounter]="$Accno $SpeciesName Order of nSSU_End and n58S_Start incorrect";
	$ReasonsForRejectCounter++; } }   # keep stacking the reasons; there could be more coming our way

    else { ; }                                                                                 # continue


    if (($n58S_Start_Global) and ($n58S_End_Global) and ($nLSU_Start_Global)) {    # if these are defined
	unless (($n58S_Start_Global < $n58S_End_Global) and ($n58S_End_Global < $nLSU_Start_Global)) {
	$commit="no";                                            # reject unless the order is as expected
	$ReasonsForReject[$ReasonsForRejectCounter]="$Accno $SpeciesName Order of n58S_Start, n58S_End, and nLSU_Start incorrect";
	$ReasonsForRejectCounter++; } }   # keep stacking the reasons; there could be more coming our way

    elsif (($n58S_Start_Global) and ($n58S_End_Global)) {                          # if these are defined
	unless (($n58S_Start_Global < $n58S_End_Global)) {
	$commit="no";                                            # reject unless the order is as expected
	$ReasonsForReject[$ReasonsForRejectCounter]="$Accno $SpeciesName Order of n58S_Start and n58S_End incorrect";
	$ReasonsForRejectCounter++; } }   # keep stacking the reasons; there could be more coming our way

    else { ; }                                                                                 # continue


    if (($n58S_End_Global) and ($nLSU_Start_Global)) {                             # if these are defined
	unless (($n58S_End_Global < $nLSU_Start_Global)) {       # reject unless the order is as expected
	$commit="no";
	$ReasonsForReject[$ReasonsForRejectCounter]="$Accno $SpeciesName Order of n58S_End and nLSU_Start incorrect";
	$ReasonsForRejectCounter++; } }   # keep stacking the reasons; there could be more coming our way


### BELOW: Printing out the results to screen
    if (($nSSU_End_Global) and ($n58S_Start_Global)) {            # if end of nSSU, start of n58S defined

	$nSSU_Sequence=substr($Sequence,0,$nSSU_End_Global);             # then extract the nSSU sequence
	print "nSSU:\n$nSSU_Sequence ";                                          # and print it to screen
	$temp5=length $nSSU_Sequence;                                                   # how long it is?
	$LengthOfSequenceParts+=$temp5;          # count the length of all extracted parts for validation
	print "($temp5 bp) \n\n";                 # print the length of the nSU extracted for convenience
	$printed++;                                    # counter for how many loci that have been printed

	$ITS1_Sequence=substr($Sequence,$nSSU_End_Global,$n58S_Start_Global-$nSSU_End_Global-1);
	print "ITS1:\n$ITS1_Sequence ";                 # extract, print ITS1 as defined by nSSU and n58S
	$temp5=length $ITS1_Sequence;                                                   # how long is it?
	$LengthOfSequenceParts+=$temp5;          # count the length of all extracted parts for validation
	$printed++;                                    # counter for how many loci that have been printed
	print "($temp5 bp) \n\n"; }              # print the length of the ITS1 extracted for convenience

    elsif (($n58S_Start_Global) and ($n58S_Start_Global>1)){    # else: start of n58S found, not nSSU end

	$ITS1_Sequence=substr($Sequence,0,$n58S_Start_Global-1);  # ITS1 sequence=all before start of 5.8
	print "ITS1 (no nSSU found):\n$ITS1_Sequence ";                   # print ITS1 sequence to screen
	$printed++;    # counter for how many loci that have been printed (0 or >=1 is all we care about)
	$temp5=length $ITS1_Sequence;                     # how long is this [incomplete?] ITS1 sequence?
	$LengthOfSequenceParts+=$temp5;          # count the length of all extracted parts for validation
	print "($temp5 bp) \n\n"; }    # print length of the (incomplete?) ITS1 extracted for convenience

    else { ; }                                  # looks like there'll be no nSSU, ITS1. oh well. continue


    if (($n58S_End_Global) and ($n58S_Start_Global)) {        # if so, start, end of 5.8S found (defined)

	if ($verbose eq "yes") {                           # print out some extra info if in verbose mode
	    print "Both start and end of n5.8S defined.\n";     # mainly for convenience and bug tracking
	    print "start: $n58S_Start_Global   end: $n58S_End_Global \n"; }

	$n58S_Sequence=substr($Sequence,$n58S_Start_Global-1,($n58S_End_Global-$n58S_Start_Global+1));
	print "58S:\n$n58S_Sequence ";    # extract, print 5.8S sequence from global start, end positions
	$printed++;    # counter for how many loci that have been printed (0 or >=1 is all we care about)
	$temp5=length $n58S_Sequence;                                             # how long is the 5.8S?
	$LengthOfSequenceParts+=$temp5;          # count the length of all extracted parts for validation
	print "($temp5 bp) \n\n"; }                  # print length of the 5.8S extracted for convenience

    elsif ($n58S_End_Global) {                          # if only the end of 5.8 has been found (defined)
	$n58S_Sequence=substr($Sequence,0,$n58S_End_Global);        # extract n58S as bp 0 to end of 5.8S
	print "58S (start not found):\n$n58S_Sequence ";                    # print out the 5.8S sequence
	$printed++;    # counter for how many loci that have been printed (0 or >=1 is all we care about)
	$temp5=length $n58S_Sequence;                               # how long is the (incomplete?) 5.8S?
	$LengthOfSequenceParts+=$temp5;          # count the length of all extracted parts for validation
	print "($temp5 bp) \n\n"; }    # print length of the (incomplete?) 5.8S extracted for convenience

    elsif ($n58S_Start_Global) {               # if only the start of 5.8S has been found (not end, nSSU)
	$n58S_Sequence=substr($Sequence,$n58S_Start_Global-1);       # extract 5.8S from its start and on
	print "58S:\n$n58S_Sequence ";                        # print out the (incomplete?) 5.8S sequence
	$printed++;                                    # counter for how many loci that have been printed
	$temp5=length $n58S_Sequence;                               # how long is the (incomplete?) 5.8S?
	$LengthOfSequenceParts+=$temp5;          # count the length of all extracted parts for validation
	print "($temp5 bp) \n\n"; }    # print length of the (incomplete?) 5.8S extracted for convenience

    else { ; }            # else: this is worrisome news. probably cannot do much more with this sequence


    if (($n58S_End_Global) and ($nLSU_Start_Global)) {               # if end of 5.8, start of nLSU found

	$ITS2_Sequence=substr($Sequence,$n58S_End_Global,(($nLSU_Start_Global-$n58S_End_Global)-1));
	print "ITS2:\n$ITS2_Sequence ";    # extract, print ITS2 as defined by end of 5.8S, start of nLSU
	$printed++;                                    # counter for how many loci that have been printed
	$temp5=length $ITS2_Sequence;                                             # how long is the ITS2?
	$LengthOfSequenceParts+=$temp5;          # count the length of all extracted parts for validation
	print "($temp5 bp) \n\n"; }                  # print length of the ITS2 extracted for convenience

    elsif ($n58S_End_Global) {                                  # if end of 5.8S, not start of nLSU found
	$ITS2_Sequence=substr($Sequence,$n58S_End_Global);         # let ITS2 be after end of 5.8S and on
	print "ITS2 (nLSU not found):\n$ITS2_Sequence ";    # print the ITS2 sequence extracted to screen
	$printed++;                                    # counter for how many loci that have been printed
	$temp5=length $ITS2_Sequence;                                   # how long is the ITS2 extracted?
	$LengthOfSequenceParts+=$temp5;          # count the length of all extracted parts for validation
	print "($temp5 bp) \n\n"; }                      # print out the length of the (incomplete?) ITS2

    else { ; }                                                                                 # continue


    if (($nLSU_Start_Global) and (!($n58S_End_Global))) {           # nLSU start defined, not end of 5.8S
	$ITS2_Sequence=substr($Sequence,0, $nLSU_Start_Global-1);    # extract ITS2 as 0, start of nLSU-1
	print "ITS2 (n58S end not found):\n$ITS2_Sequence "; # print out the (incomplete?) ITS2 to screen
	$temp5=length $ITS2_Sequence;                                   # how long is the ITS2 extracted?
	$LengthOfSequenceParts+=$temp5;          # count the length of all extracted parts for validation
	print "($temp5 bp) \n\n";                        # print out the length of the (incomplete?) ITS2
	$printed++;                                    # counter for how many loci that have been printed

	$nLSU_Sequence=substr($Sequence,$nLSU_Start_Global-1);                   # nLSU=nLSU_Start and on
	print "nLSU (start and on):\n$nLSU_Sequence ";               # print the nLSU extracted to screen
	$printed++;                                    # counter for how many loci that have been printed
	$temp5=length $nLSU_Sequence;                                   # how long is the nLSU extracted?
	$LengthOfSequenceParts+=$temp5;          # count the length of all extracted parts for validation
	print "($temp5 bp) \n\n"; }                      # print out the length of the (incomplete?) nLSU

    elsif ($nLSU_Start_Global) {                                 # start of nLSU defined, not end of 5.8S
	$nLSU_Sequence=substr($Sequence,$nLSU_Start_Global-1);                   # nLSU=nLSU_Start and on
	print "nLSU (start and on):\n$nLSU_Sequence ";               # print the nLSU extracted to screen
	$printed++;                                    # counter for how many loci that have been printed
	$temp5=length $nLSU_Sequence;                                   # how long is the nLSU extracted?
	$LengthOfSequenceParts+=$temp5;          # count the length of all extracted parts for validation
	print "($temp5 bp) \n\n"; }                      # print out the length of the (incomplete?) nLSU

    else { ; }                                                                                # countinue

    unless ($printed > 0) {               # if nothing was printed (extracted) then don't OK the sequence
	$commit="no";                                                # set decision for inclusion to "no"
	$ReasonsForReject[$ReasonsForRejectCounter]=" $Accno $SpeciesName Not a single region was detected and printed.";
	$ReasonsForRejectCounter++; }                    # above: error message to be shown for the accno


### time to make some sequence tests now that we have extracted the sequences    
             # here: allow long ITS1 or ITS2 only if all other loci have been extracted (Chytridiomycota)
    if ((((length $ITS1_Sequence > 399) or (length $ITS2_Sequence > 399))) and (length $n58S_Sequence < 200) and (($n58S_End_Global) and ($nLSU_Start_Global) and ($nSSU_End_Global)) and (length $ITS1_Sequence > 2) and (length $ITS2_Sequence > 2) and (length $n58S_Sequence > 2) and (length $nLSU_Sequence > 2) and (length $nSSU_Sequence > 2)) { print "OK SECOND CHANCE!\n"; }
    # allow for long ITS1 and ITS2 if all other loci have been detected. usefor for some chytridiomycetes

    elsif (length $ITS1_Sequence > 399) {                 # if length of ITS1 > 399 then exclude sequence
	$commit="no";                                                # set decision for inclusion to "no"
	$ReasonsForReject[$ReasonsForRejectCounter]="$Accno $SpeciesName Length of ITS1 > 399 bp";
	$ReasonsForRejectCounter++; }                    # above: error message to be shown for the accno

    elsif (length $n58S_Sequence > 300) {               # if 5.8S is longer than 300 bp, exclude sequence
	$commit="no";                                                # set decision for inclusion to "no"
	$ReasonsForReject[$ReasonsForRejectCounter]="$Accno $SpeciesName Length of n58S > 300 bp";
	$ReasonsForRejectCounter++; }           # counter; above: error message to be shown for the accno

    elsif (length $ITS2_Sequence > 399) {                 # if length of ITS2 > 399 then exclude sequence
	$commit="no";                                                # set decision for inclusion to "no"
	$ReasonsForReject[$ReasonsForRejectCounter]="$Accno $SpeciesName Length of ITS2 > 399 bp";
	$ReasonsForRejectCounter++; }           # counter; above: error message to be shown for the accno

    else { ; }                                                                                 # continue


    if ((length $ITS1_Sequence > 2) and (length $ITS2_Sequence > 2) and (length $n58S_Sequence == 2)) {
	$commit="no";                        # if ITS1, ITS 2 defined but 5.8S undefined: reject sequence
	$ReasonsForReject[$ReasonsForRejectCounter]="$Accno $SpeciesName ITS1 and ITS2 present, but not 5.8S";
	$ReasonsForRejectCounter++; }  #rejection counter; above: error message to be shown for the accno

    if ((length $nSSU_Sequence > 2) and (length $n58S_Sequence > 2) and (length $ITS1_Sequence == 2)) {
	$commit="no";                         # if nSSU, 5.8S defined but ITS1 undefined: reject sequence
	$ReasonsForReject[$ReasonsForRejectCounter]="$Accno $SpeciesName nSSU and n58S present, but not ITS1";
	$ReasonsForRejectCounter++; }  #rejection counter; above: error message to be shown for the accno

    if ((length $n58S_Sequence > 2) and (length $nLSU_Sequence > 2) and (length $ITS2_Sequence == 2)) {
	$commit="no";                         # if 5.8S, nLSU defined but ITS2 undefined: reject sequence
	$ReasonsForReject[$ReasonsForRejectCounter]="$Accno $SpeciesName n58S and nLSU present, but not ITS2";
	$ReasonsForRejectCounter++; }  #rejection counter; above: error message to be shown for the accno

    if ((length $nSSU_Sequence > 2) and (length $nLSU_Sequence > 2) and ((length $ITS1_Sequence==2) or (length $n58S_Sequence ==2) or (length $ITS2_Sequence==2))) {
	$commit="no";        # if nSSU, nLSU defined but (ITS1, ITS2, or 5.8S) undefined: reject sequence
	$ReasonsForReject[$ReasonsForRejectCounter]="$Accno $SpeciesName nSSU and nLSU present, but at least one of ITS1, n58S, or ITS2 isn't";
	$ReasonsForRejectCounter++; }  #rejection counter; above: error message to be shown for the accno

    if ((length $nSSU_Sequence > 2) and (length $ITS2_Sequence > 2) and ((length $n58S_Sequence == 2) or (length $ITS1_Sequence == 2))) {
	$commit="no";               # if nSSU, ITS2 defined but (ITS1 or 5.8S) undefined: reject sequence
	$ReasonsForReject[$ReasonsForRejectCounter]="$Accno $SpeciesName nSSU and ITS2 present, but at least one of ITS1 or n58S isn't";
	$ReasonsForRejectCounter++; }

    if ((length $nLSU_Sequence > 2) and (length $ITS1_Sequence > 2) and ((length $n58S_Sequence == 2) or (length $ITS2_Sequence == 2))) {
	$commit="no";               # if nLSU, ITS1 defined but (ITS2 or 5.8S) undefined: reject sequence
	$ReasonsForReject[$ReasonsForRejectCounter]="$Accno $SpeciesName nLSU and ITS1 present, but at least one of ITS2 or n58S isn't";
	$ReasonsForRejectCounter++; }  #rejection counter; above: error message to be shown for the accno

    if (($SequenceLength > 0) and (!($commit eq "no"))) {  # if there is a sequence and it's not rejected
	print "\nSequence length: $SequenceLength\n";         # print out the full length of the sequence
	print "Sequence parts summed up: $LengthOfSequenceParts\n"; } # and the length of the extracted:s
    print "\n"; }                                                        # print new line for convenience
#########################################################################################################




#
## subroutine to catch errors, print a line number, delete temp files, and exit gently (ie on bad errors)
# ERROR HANDLING SUBROUTINE #############################################################################
sub err {
    print "accno: $Accno \n";                  # which accession number does this fatal error pertain to?
    unlink glob "work/*.fasta";                           # unlink the temp files in the "work" directory
    print "\n ERROR on $LineCounter - unlinking and exiting. \n";              # print brief error notice
    exit; }                                                                         # and exit the script
#########################################################################################################




#
## subroutine to connect to MySQL database and retrieve all pertitent accession number
# GET THE ACCESSION NUMBERS FROM ALL PERTINENT SEQUENCES ################################################
sub GetAllAccnos {
    # the default query sequence is set in the first lines of the script to be
    # 'select accno from alla where ((idstatus="I") and (species REGEXP "^[A-Za-z]+[[:space:]]+[a-z]+$")) order by species, accno';
    # that is, all fully identified sequences whose taxonomic annotation consists of a word, a space, and another word
    # and ordered by species name and accession number. an or statement 'or (species REGEXP "^[A-Za-z]+[[:space:]]+[a-z]+[-]+[A-Za-z]+$")'
    # makes sure that also species names with epithets containing "-" are matched.

    my (@row, $len, $b, @saved, $reason); my $a=0; my $i;             # temp variables for data retrieval
    $sth = $dbh->prepare (qq{ $query_string });                                       # prepare the query
    $sth->execute();                                                                  # execute the query

    while (@row = $sth->fetchrow_array ) {       # this and below: put the accnos retrieved into an array
	$len = @row;
	for ($i = 0; $i < $len; $i++) {
	    if ($row[$i]) {$saved[$a] = $row[$i]; $a++;}
	    else { $row[$i] = "empty"; $saved[$a] = $row[$i]; $a++;} } }    # array item="empty" if error

    return @saved; }             # return array with accession numbers of all pertinent accession numbers
#########################################################################################################
## the "idstatus="I" requirement isn't necessary for all databases. it is just used in this very database
## to make sure that only fully identified sequences are retrieved and used for the computations. feel
## free to remove it entirely or change it to reflect how you handle identified and unidentified
## in your database. not that it may make little sense to group unidentified sequences based on their
## annotations; "Fungi sp." may be anything and so does not justify lumping.
#




#
## subroutine to get sequence data and species name for any given accession number
# GET SEQUENCE DATA FOR SPECIFIED ACCNO #################################################################
sub GetSequenceAndSpeciesName {
    my @indata=@_;                                                          # accession number comes here
    my $accno=$indata[0];                                      # and is relayed here (first item = accno)

    if (!$accno) { &err; }                             # if empty then something is seriously wrong; exit
    unless ($accno=~/[aA-zZ]+[0-9]+/) { &err; }                      # must contain > 1 letter, > 1 digit

    my (@row, $len, $b, @saved, $reason); my $a=0; my $i;           # temp variables for MySQL processing

    $sth = $dbh->prepare (qq{ SELECT sequence, species from alla where accno="$accno"});   # MySQL string
    $sth->execute();                                                                      # execute query

    while (@row = $sth->fetchrow_array ) {  # this line and below: process the results of the MySQL query
	$len = @row;
	for ($i = 0; $i < $len; $i++) {
	    if ($row[$i]) {$saved[$a] = $row[$i]; $a++;}
	    else { $row[$i] = "empty"; $saved[$a] = $row[$i]; $a++;} } }   # "empty" if there's a problem

    if (!$saved[0]) { $LineCounter=576; &err; }                  # if blank sequence retrieved, then exit
    if ($saved[0] =~ /[0-9]+/) { $LineCounter=577; &err; }        # if sequence contains digit, then exit
    unless ($saved[0] =~ /[aA-zZ]+/) { $LineCounter=578; &err; }     # unless contains letters, then exit
    unless (length $saved[0] > 50) { $LineCounter=579; &err; }              # exit if very short sequence

    if (!$saved[1]) { $LineCounter=581; &err; }                     # if species name is blank, then exit
    if ($saved[1] =~ /[0-9]+/) { $LineCounter=582; &err; }   # if species name contains digits, then exit
    unless ($saved[1] =~ /[aA-zZ]+/) { $LineCounter=583; &err; }     # unless contains letters, then exit
    unless (length $saved[1] > 5) { $LineCounter=584; &err; }              # unless length > 5, then exit

    return ($saved[1], $saved[0]); }                                      # return species name, sequence
#########################################################################################################




#
## subroutine to use HMMER to find the start of 5.8S based on prebuilt HMMER profile (54 bp long)
#########################################################################################################
sub Findn58SStart {
    my @output=`hmmpfam -n -E 1E-10 HMMs/58S/beginning/58james1t54.HMM $TargetFile`;   # cf. HMMER syntax 
                    # run target file (which is dynamicaly set) on HMMER profile; save results in @output
    my $length = scalar @output-1;                                 # how many lines of output did we get?
    my $i=0;
    my $contains58beginning="no";                      # default flag set to "no" = no start of 5.8 found
    my (@temp, $temp, $temp1, $temp2);                      # temp variables used in processing of output

    for ($i=0; $i<=$length; $i++) {                                       # for each line of HMMER output
	unless ($output[$i]=~/^Scores for sequence family classification/) { next; } # move through array
	else {                        # string found. now check if a match was found or not 3 lines ahead
	    if ($output[$i+3] =~ /no hits above thresholds/) { last; }            # does not contain 5.8S
	    else {$contains58beginning="yes"; } } }  # else: OK, sequence was found to contain 5.8S start

    if ($contains58beginning eq "no") { return "no"; }         # return "no": does not contain 5.8S start

    for ($i=0; $i<=$length; $i++) {                                         # for all lines of the output

	unless ($output[$i]=~/^Alignments of top-scoring domains/) { next; }          # move to this line
	else { $temp=$output[$i+1]; last; } }            # and the take a copy of it for processing below

    $temp=~ /(from \d+ to \d+)/;                # will match, e.g. "from 34 to 85" and store in buffer $1
    $temp=$1;                                # copy buffer $1 to $temp, overwriting old contents of $temp
    $temp=~ /(\d+) \D+ (\d+)/;     # will match, e.g., "34 to 85". 34=start of HMMER 5.8S profile, 85=end

    return $1; }          # return the first bp of the HMMER 5.8S profile in the sequence = start of 5.8S
#########################################################################################################




#
## subroutine to find the end of 5.8S using a prebuilt HMMER profile model (51 bp long)
#########################################################################################################
sub Findn58SEnd {

#    my @output=`hmmpfam -n -E 0.00015 HMMs/58S/end/58endjames51.HMM $TargetFile`;
    my @output=`hmmpfam -n -E 0.002 HMMs/58S/end/58endjames51.HMM $TargetFile`;        # cf. HMMER syntax 
                    # run target file (which is dynamicaly set) on HMMER profile; save results in @output
    my $length = scalar @output-1;                                 # how many lines of output did we get?
    my $i=0;
    my $containsn58end="no";                             # default flag set to "no" = no end of 5.8 found
    my (@temp, $temp, $temp1, $temp2);                      # temp variables used in processing of output

    for ($i=0; $i<=$length; $i++) {                                       # for each line of HMMER output
	unless ($output[$i]=~/^Scores for sequence family classification/) { next; } # move through array
	else {                        # string found. now check if a match was found or not 3 lines ahead
	    if ($output[$i+3] =~ /no hits above thresholds/) { last; }     # does not contain end of 5.8S
	    else {$containsn58end="yes"; } } }                # else: does indeed match the HMMER profile

    if ($containsn58end eq "no") { return "no"; }                # return "no": does not contain 5.8S end

    for ($i=0; $i<=$length; $i++) {                                         # for all lines of the output

	unless ($output[$i]=~/^Alignments of top-scoring domains/) { next; }          # move to this line
	else { $temp=$output[$i+1]; last; } }            # and the take a copy of it for processing below

    $temp=~ /(from \d+ to \d+)/;                # will match, e.g. "from 34 to 85" and store in buffer $1
    $temp=$1;                                # copy buffer $1 to $temp, overwriting old contents of $temp
    $temp=~ /(\d+) \D+ (\d+)/;     # will match, e.g., "34 to 85". 34=start of HMMER 5.8S profile, 85=end

    return $2; }   # return the last bp of the HMMER 5.8S profile in the sequence = last position of 5.8S
#########################################################################################################




#
## subroutine to find the start of nLSU using a prebuilt HMMER profile. using a short profile (17 bp)
#########################################################################################################
sub FindnLSUStartTwo {
#    my @output=`hmmpfam -n -E 0.00099 HMMs/nLSU/beginning/nLSUjamesKH17.HMM $TargetFile`;
    my @output=`hmmpfam -n -E 0.01 HMMs/nLSU/beginning/nLSUjamesKH17.HMM $TargetFile`; # cf. HMMER syntax 
                    # run target file (which is dynamicaly set) on HMMER profile; save results in @output
    my $length = scalar @output-1;                                 # how many lines of output did we get?
    my $i=0;
    my $containsnLSUbeginning="no";                   # default flag set to "no" = no start of nLSU found
    my (@temp, $temp, $temp1, $temp2);                      # temp variables used in processing of output

    for ($i=0; $i<=$length; $i++) {                                       # for each line of HMMER output
	unless ($output[$i]=~/^Scores for sequence family classification/) { next; } # move through array
	else {                        # string found. now check if a match was found or not 3 lines ahead
	    if ($output[$i+3] =~ /no hits above thresholds/) { last; }   # does not contain start of nLSU
	    else {$containsnLSUbeginning="yes"; } } }         # else: does indeed match the HMMER profile

    if ($containsnLSUbeginning eq "no") { return "no"; }       # return "no": does not contain nLSU start

    for ($i=0; $i<=$length; $i++) {                                         # for all lines of the output

	unless ($output[$i]=~/^Alignments of top-scoring domains/) { next; }          # move to this line
	else { $temp=$output[$i+1]; last; } }            # and the take a copy of it for processing below

    $temp=~ /(from \d+ to \d+)/;                # will match, e.g. "from 34 to 85" and store in buffer $1
    $temp=$1;                                # copy buffer $1 to $temp, overwriting old contents of $temp
    $temp=~ /(\d+) \D+ (\d+)/;     # will match, e.g., "34 to 85". 34=start of HMMER 5.8S profile, 85=end

    return $1; }          # return the first bp of the HMMER nLSU profile in the sequence = start of nLSU
#########################################################################################################
## first try longer HMMER profile for higher confidence, then resort to the shorter one
#




#
## subroutine to find the start of nLSU using a prebuilt HMMER profile. using a long profile (33 bp)
#########################################################################################################
sub FindnLSUStart {
    my @output=`hmmpfam -n -E 0.005 HMMs/nLSU/beginning/nLSUjamesKH33.HMM $TargetFile`;# cf. HMMER syntax 
                    # run target file (which is dynamicaly set) on HMMER profile; save results in @output
    my $length = scalar @output-1;                                 # how many lines of output did we get?
    my $i=0;
    my $containsnLSUbeginning="no";                   # default flag set to "no" = no start of nLSU found
    my (@temp, $temp, $temp1, $temp2);                      # temp variables used in processing of output

    for ($i=0; $i<=$length; $i++) {                                       # for each line of HMMER output
	unless ($output[$i]=~/^Scores for sequence family classification/) { next; } # move through array
	else {                        # string found. now check if a match was found or not 3 lines ahead
	    if ($output[$i+3] =~ /no hits above thresholds/) { last; }   # does not contain start of nLSU
	    else {$containsnLSUbeginning="yes"; } } }         # else: does indeed match the HMMER profile

    if ($containsnLSUbeginning eq "no") { return "no"; }       # return "no": does not contain nLSU start

    for ($i=0; $i<=$length; $i++) {                                         # for all lines of the output

	unless ($output[$i]=~/^Alignments of top-scoring domains/) { next; }          # move to this line
	else { $temp=$output[$i+1]; last; } }            # and the take a copy of it for processing below

    $temp=~ /(from \d+ to \d+)/;                # will match, e.g. "from 34 to 85" and store in buffer $1
    $temp=$1;                                # copy buffer $1 to $temp, overwriting old contents of $temp
    $temp=~ /(\d+) \D+ (\d+)/;     # will match, e.g., "34 to 85". 34=start of HMMER 5.8S profile, 85=end

    return $1; }             # return the first bp of the HMMER nLSU profile in the sequence = nLSU start
#########################################################################################################
## longer profile = higher confidence. however few sequences are long enough in nLSU for the profile
#


#
## subroutine to find the end of nSSU using a prebuilt HMMER profile. using a short profile (15 bp)
#########################################################################################################
sub FindnSSUEndTwo {

    my @output=`hmmpfam -n -E 0.08 HMMs/nSSU/nSSUtehler15bp.HMM $TargetFile`;          # cf. HMMER syntax
                    # run target file (which is dynamicaly set) on HMMER profile; save results in @output
    my $length = scalar @output-1;                                 # how many lines of output did we get?
    my $i=0;
    my $containsn58end="no";                            # default flag set to "no" = no end of nSSU found
    my (@temp, $temp, $temp1, $temp2);                      # temp variables used in processing of output

    for ($i=0; $i<=$length; $i++) {                                       # for each line of HMMER output
	unless ($output[$i]=~/^Scores for sequence family classification/) { next; } # move through array
	else {                        # string found. now check if a match was found or not 3 lines ahead
	    if ($output[$i+3] =~ /no hits above thresholds/) { last; }     # does not contain end of nSSU
	    else {$containsn58end="yes"; } } }                # else: does indeed match the HMMER profile

    if ($containsn58end eq "no") { return "no"; }                # return "no": does not contain nSSU end

    for ($i=0; $i<=$length; $i++) {                                         # for all lines of the output

	unless ($output[$i]=~/^Alignments of top-scoring domains/) { next; }          # move to this line
	else { $temp=$output[$i+1]; last; } }            # and the take a copy of it for processing below

    $temp=~ /(from \d+ to \d+)/;                # will match, e.g. "from 34 to 85" and store in buffer $1
    $temp=$1;                                # copy buffer $1 to $temp, overwriting old contents of $temp
    $temp=~ /(\d+) \D+ (\d+)/;     # will match, e.g., "34 to 85". 34=start of HMMER 5.8S profile, 85=end

    return $2; }         # return the last bp of the HMMER nSSU profile in the sequence = last bp of nSSU
#########################################################################################################
## first try longer HMMER profile for higher confidence, then resort to the shorter one
#




#
## subroutine to find the end of nSSU using a prebuilt HMMER profile. using a long profile (29 bp)
#########################################################################################################
sub FindnSSUEnd {

    my @output=`hmmpfam -n -E 0.025 HMMs/nSSU/nSSUtehler29bp.HMM $TargetFile`;         # cf. HMMER syntax

    my $length = scalar @output-1;                                 # how many lines of output did we get?
    my $i=0;
    my $containsn58end="no";                            # default flag set to "no" = no end of nSSU found
    my (@temp, $temp, $temp1, $temp2);                      # temp variables used in processing of output

    for ($i=0; $i<=$length; $i++) {                                       # for each line of HMMER output
	unless ($output[$i]=~/^Scores for sequence family classification/) { next; } # move through array
	else {                        # string found. now check if a match was found or not 3 lines ahead
	    if ($output[$i+3] =~ /no hits above thresholds/) { last; }     # does not contain end of nSSU
	    else {$containsn58end="yes"; } } }                # else: does indeed match the HMMER profile

    if ($containsn58end eq "no") { return "no"; }                # return "no": does not contain nSSU end

    for ($i=0; $i<=$length; $i++) {                                         # for all lines of the output

	unless ($output[$i]=~/^Alignments of top-scoring domains/) { next; }          # move to this line
	else { $temp=$output[$i+1]; last; } }            # and the take a copy of it for processing below

    $temp=~ /(from \d+ to \d+)/;                # will match, e.g. "from 34 to 85" and store in buffer $1
    $temp=$1;                                # copy buffer $1 to $temp, overwriting old contents of $temp
    $temp=~ /(\d+) \D+ (\d+)/;     # will match, e.g., "34 to 85". 34=start of HMMER 5.8S profile, 85=end

    return $2; }         # return the last bp of the HMMER nSSU profile in the sequence = last bp of nSSU
#########################################################################################################




#########################################################################################################
sub PrintResultsToScreen {
   # usage: perl emerencia3b.pl | grep "PEET" | sed 's/^PEET//g' > Results.txt # to get results data only
    print "PEET$Accno\t$SpeciesName\t";                                # print accno TAB species name TAB

    my $mode="schematic";             # used to control whether output will be schematic or data-centered

    if ($mode eq "schematic") { # then output only what loci that were found for each accno, not sequence

	if (length $nSSU_Sequence > 2) { print "nSSU"; }   # this means that nSSU was detected and parsed
	else { ; }                                   # else do nothing (because there is nothing to print)
	print "\t";                                                    # print tab to separate data items
	if (length $ITS1_Sequence > 2) { print "ITS1"; }   # this means that ITS1 was detected and parsed
	else { ; }                                                                      # else do nothing
	print "\t";                                                    # print tab to separate data items
	if (length $n58S_Sequence > 2) { print "n58S"; }   # this means that 5.8S was detected and parsed
	else { ; }                                                                      # else do nothing
	print "\t";                                                    # print tab to separate data items
	if (length $ITS2_Sequence > 2) { print "ITS2"; }   # this means that ITS2 was detected and parsed
	else { ; }                                                                      # else do nothing
	print "\t";                                                    # print tab to separate data items
	if (length $nLSU_Sequence > 2) { print "nLSU"; }   # this means that nLSU was detected and parsed
	else {; }                                                                       # else do nothing
	print "\n"; }                                            # print new line to close data for accno

    else {
	if (length $nSSU_Sequence > 2) { print "$nSSU_Sequence"; }          # print out the nSSU sequence
	else { ; }                                                                      # else do nothing
	print "\t";                                                    # print tab to separate data items
	if (length $ITS1_Sequence > 2) { print "$ITS1_Sequence"; }          # print out the ITS1 sequence
	else { ; }                                                                      # else do nothing
	print "\t";                                                    # print tab to separate data items
	if (length $n58S_Sequence > 2) { print "$n58S_Sequence"; }          # print out the 5.8S sequence
	else { ; }                                                                      # else do nothing
	print "\t";                                                    # print tab to separate data items
	if (length $ITS2_Sequence > 2) { print "$ITS2_Sequence"; }          # print out the ITS2 sequence
	else { ; }                                                                      # else do nothing
	print "\t";                                                    # print tab to separate data items
	if (length $nLSU_Sequence > 2) { print "$nLSU_Sequence"; }          # print out the nLSU sequence
	else {; }                                                                       # else do nothing
	print "\n"; } }                                          # print new line to close data for accno
#########################################################################################################
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		    GNU GENERAL PUBLIC LICENSE
		       Version 2, June 1991

 Copyright (C) 1989, 1991 Free Software Foundation, Inc.,
 51 Franklin Street, Fifth Floor, Boston, MA 02110-1301 USA
 Everyone is permitted to copy and distribute verbatim copies
 of this license document, but changing it is not allowed.

			    Preamble

  The licenses for most software are designed to take away your
freedom to share and change it.  By contrast, the GNU General Public
License is intended to guarantee your freedom to share and change free
software--to make sure the software is free for all its users.  This
General Public License applies to most of the Free Software
Foundation's software and to any other program whose authors commit to
using it.  (Some other Free Software Foundation software is covered by
the GNU Lesser General Public License instead.)  You can apply it to
your programs, too.

  When we speak of free software, we are referring to freedom, not
price.  Our General Public Licenses are designed to make sure that you
have the freedom to distribute copies of free software (and charge for
this service if you wish), that you receive source code or can get it
if you want it, that you can change the software or use pieces of it
in new free programs; and that you know you can do these things.

  To protect your rights, we need to make restrictions that forbid
anyone to deny you these rights or to ask you to surrender the rights.
These restrictions translate to certain responsibilities for you if you
distribute copies of the software, or if you modify it.

  For example, if you distribute copies of such a program, whether
gratis or for a fee, you must give the recipients all the rights that
you have.  You must make sure that they, too, receive or can get the
source code.  And you must show them these terms so they know their
rights.

  We protect your rights with two steps: (1) copyright the software, and
(2) offer you this license which gives you legal permission to copy,
distribute and/or modify the software.

  Also, for each author's protection and ours, we want to make certain
that everyone understands that there is no warranty for this free
software.  If the software is modified by someone else and passed on, we
want its recipients to know that what they have is not the original, so
that any problems introduced by others will not reflect on the original
authors' reputations.

  Finally, any free program is threatened constantly by software
patents.  We wish to avoid the danger that redistributors of a free
program will individually obtain patent licenses, in effect making the
program proprietary.  To prevent this, we have made it clear that any
patent must be licensed for everyone's free use or not licensed at all.

  The precise terms and conditions for copying, distribution and
modification follow.

		    GNU GENERAL PUBLIC LICENSE
   TERMS AND CONDITIONS FOR COPYING, DISTRIBUTION AND MODIFICATION

  0. This License applies to any program or other work which contains
a notice placed by the copyright holder saying it may be distributed
under the terms of this General Public License.  The "Program", below,
refers to any such program or work, and a "work based on the Program"
means either the Program or any derivative work under copyright law:
that is to say, a work containing the Program or a portion of it,
either verbatim or with modifications and/or translated into another
language.  (Hereinafter, translation is included without limitation in
the term "modification".)  Each licensee is addressed as "you".

Activities other than copying, distribution and modification are not
covered by this License; they are outside its scope.  The act of
running the Program is not restricted, and the output from the Program
is covered only if its contents constitute a work based on the
Program (independent of having been made by running the Program).
Whether that is true depends on what the Program does.

  1. You may copy and distribute verbatim copies of the Program's
source code as you receive it, in any medium, provided that you
conspicuously and appropriately publish on each copy an appropriate
copyright notice and disclaimer of warranty; keep intact all the
notices that refer to this License and to the absence of any warranty;
and give any other recipients of the Program a copy of this License
along with the Program.

You may charge a fee for the physical act of transferring a copy, and
you may at your option offer warranty protection in exchange for a fee.

  2. You may modify your copy or copies of the Program or any portion
of it, thus forming a work based on the Program, and copy and
distribute such modifications or work under the terms of Section 1
above, provided that you also meet all of these conditions:

    a) You must cause the modified files to carry prominent notices
    stating that you changed the files and the date of any change.

    b) You must cause any work that you distribute or publish, that in
    whole or in part contains or is derived from the Program or any
    part thereof, to be licensed as a whole at no charge to all third
    parties under the terms of this License.

    c) If the modified program normally reads commands interactively
    when run, you must cause it, when started running for such
    interactive use in the most ordinary way, to print or display an
    announcement including an appropriate copyright notice and a
    notice that there is no warranty (or else, saying that you provide
    a warranty) and that users may redistribute the program under
    these conditions, and telling the user how to view a copy of this
    License.  (Exception: if the Program itself is interactive but
    does not normally print such an announcement, your work based on
    the Program is not required to print an announcement.)

These requirements apply to the modified work as a whole.  If
identifiable sections of that work are not derived from the Program,
and can be reasonably considered independent and separate works in
themselves, then this License, and its terms, do not apply to those
sections when you distribute them as separate works.  But when you
distribute the same sections as part of a whole which is a work based
on the Program, the distribution of the whole must be on the terms of
this License, whose permissions for other licensees extend to the
entire whole, and thus to each and every part regardless of who wrote it.

Thus, it is not the intent of this section to claim rights or contest
your rights to work written entirely by you; rather, the intent is to
exercise the right to control the distribution of derivative or
collective works based on the Program.

In addition, mere aggregation of another work not based on the Program
with the Program (or with a work based on the Program) on a volume of
a storage or distribution medium does not bring the other work under
the scope of this License.

  3. You may copy and distribute the Program (or a work based on it,
under Section 2) in object code or executable form under the terms of
Sections 1 and 2 above provided that you also do one of the following:

    a) Accompany it with the complete corresponding machine-readable
    source code, which must be distributed under the terms of Sections
    1 and 2 above on a medium customarily used for software interchange; or,

    b) Accompany it with a written offer, valid for at least three
    years, to give any third party, for a charge no more than your
    cost of physically performing source distribution, a complete
    machine-readable copy of the corresponding source code, to be
    distributed under the terms of Sections 1 and 2 above on a medium
    customarily used for software interchange; or,

    c) Accompany it with the information you received as to the offer
    to distribute corresponding source code.  (This alternative is
    allowed only for noncommercial distribution and only if you
    received the program in object code or executable form with such
    an offer, in accord with Subsection b above.)

The source code for a work means the preferred form of the work for
making modifications to it.  For an executable work, complete source
code means all the source code for all modules it contains, plus any
associated interface definition files, plus the scripts used to
control compilation and installation of the executable.  However, as a
special exception, the source code distributed need not include
anything that is normally distributed (in either source or binary
form) with the major components (compiler, kernel, and so on) of the
operating system on which the executable runs, unless that component
itself accompanies the executable.

If distribution of executable or object code is made by offering
access to copy from a designated place, then offering equivalent
access to copy the source code from the same place counts as
distribution of the source code, even though third parties are not
compelled to copy the source along with the object code.

  4. You may not copy, modify, sublicense, or distribute the Program
except as expressly provided under this License.  Any attempt
otherwise to copy, modify, sublicense or distribute the Program is
void, and will automatically terminate your rights under this License.
However, parties who have received copies, or rights, from you under
this License will not have their licenses terminated so long as such
parties remain in full compliance.

  5. You are not required to accept this License, since you have not
signed it.  However, nothing else grants you permission to modify or
distribute the Program or its derivative works.  These actions are
prohibited by law if you do not accept this License.  Therefore, by
modifying or distributing the Program (or any work based on the
Program), you indicate your acceptance of this License to do so, and
all its terms and conditions for copying, distributing or modifying
the Program or works based on it.

  6. Each time you redistribute the Program (or any work based on the
Program), the recipient automatically receives a license from the
original licensor to copy, distribute or modify the Program subject to
these terms and conditions.  You may not impose any further
restrictions on the recipients' exercise of the rights granted herein.
You are not responsible for enforcing compliance by third parties to
this License.

  7. If, as a consequence of a court judgment or allegation of patent
infringement or for any other reason (not limited to patent issues),
conditions are imposed on you (whether by court order, agreement or
otherwise) that contradict the conditions of this License, they do not
excuse you from the conditions of this License.  If you cannot
distribute so as to satisfy simultaneously your obligations under this
License and any other pertinent obligations, then as a consequence you
may not distribute the Program at all.  For example, if a patent
license would not permit royalty-free redistribution of the Program by
all those who receive copies directly or indirectly through you, then
the only way you could satisfy both it and this License would be to
refrain entirely from distribution of the Program.

If any portion of this section is held invalid or unenforceable under
any particular circumstance, the balance of the section is intended to
apply and the section as a whole is intended to apply in other
circumstances.

It is not the purpose of this section to induce you to infringe any
patents or other property right claims or to contest validity of any
such claims; this section has the sole purpose of protecting the
integrity of the free software distribution system, which is
implemented by public license practices.  Many people have made
generous contributions to the wide range of software distributed
through that system in reliance on consistent application of that
system; it is up to the author/donor to decide if he or she is willing
to distribute software through any other system and a licensee cannot
impose that choice.

This section is intended to make thoroughly clear what is believed to
be a consequence of the rest of this License.

  8. If the distribution and/or use of the Program is restricted in
certain countries either by patents or by copyrighted interfaces, the
original copyright holder who places the Program under this License
may add an explicit geographical distribution limitation excluding
those countries, so that distribution is permitted only in or among
countries not thus excluded.  In such case, this License incorporates
the limitation as if written in the body of this License.

  9. The Free Software Foundation may publish revised and/or new versions
of the General Public License from time to time.  Such new versions will
be similar in spirit to the present version, but may differ in detail to
address new problems or concerns.

Each version is given a distinguishing version number.  If the Program
specifies a version number of this License which applies to it and "any
later version", you have the option of following the terms and conditions
either of that version or of any later version published by the Free
Software Foundation.  If the Program does not specify a version number of
this License, you may choose any version ever published by the Free Software
Foundation.

  10. If you wish to incorporate parts of the Program into other free
programs whose distribution conditions are different, write to the author
to ask for permission.  For software which is copyrighted by the Free
Software Foundation, write to the Free Software Foundation; we sometimes
make exceptions for this.  Our decision will be guided by the two goals
of preserving the free status of all derivatives of our free software and
of promoting the sharing and reuse of software generally.

			    NO WARRANTY

  11. BECAUSE THE PROGRAM IS LICENSED FREE OF CHARGE, THERE IS NO WARRANTY
FOR THE PROGRAM, TO THE EXTENT PERMITTED BY APPLICABLE LAW.  EXCEPT WHEN
OTHERWISE STATED IN WRITING THE COPYRIGHT HOLDERS AND/OR OTHER PARTIES
PROVIDE THE PROGRAM "AS IS" WITHOUT WARRANTY OF ANY KIND, EITHER EXPRESSED
OR IMPLIED, INCLUDING, BUT NOT LIMITED TO, THE IMPLIED WARRANTIES OF
MERCHANTABILITY AND FITNESS FOR A PARTICULAR PURPOSE.  THE ENTIRE RISK AS
TO THE QUALITY AND PERFORMANCE OF THE PROGRAM IS WITH YOU.  SHOULD THE
PROGRAM PROVE DEFECTIVE, YOU ASSUME THE COST OF ALL NECESSARY SERVICING,
REPAIR OR CORRECTION.

  12. IN NO EVENT UNLESS REQUIRED BY APPLICABLE LAW OR AGREED TO IN WRITING
WILL ANY COPYRIGHT HOLDER, OR ANY OTHER PARTY WHO MAY MODIFY AND/OR
REDISTRIBUTE THE PROGRAM AS PERMITTED ABOVE, BE LIABLE TO YOU FOR DAMAGES,
INCLUDING ANY GENERAL, SPECIAL, INCIDENTAL OR CONSEQUENTIAL DAMAGES ARISING
OUT OF THE USE OR INABILITY TO USE THE PROGRAM (INCLUDING BUT NOT LIMITED
TO LOSS OF DATA OR DATA BEING RENDERED INACCURATE OR LOSSES SUSTAINED BY
YOU OR THIRD PARTIES OR A FAILURE OF THE PROGRAM TO OPERATE WITH ANY OTHER
PROGRAMS), EVEN IF SUCH HOLDER OR OTHER PARTY HAS BEEN ADVISED OF THE
POSSIBILITY OF SUCH DAMAGES.

		     END OF TERMS AND CONDITIONS

	    How to Apply These Terms to Your New Programs

  If you develop a new program, and you want it to be of the greatest
possible use to the public, the best way to achieve this is to make it
free software which everyone can redistribute and change under these terms.

  To do so, attach the following notices to the program.  It is safest
to attach them to the start of each source file to most effectively
convey the exclusion of warranty; and each file should have at least
the "copyright" line and a pointer to where the full notice is found.

    <one line to give the program's name and a brief idea of what it does.>
    Copyright (C) <year>  <name of author>

    This program is free software; you can redistribute it and/or modify
    it under the terms of the GNU General Public License as published by
    the Free Software Foundation; either version 2 of the License, or
    (at your option) any later version.

    This program is distributed in the hope that it will be useful,
    but WITHOUT ANY WARRANTY; without even the implied warranty of
    MERCHANTABILITY or FITNESS FOR A PARTICULAR PURPOSE.  See the
    GNU General Public License for more details.

    You should have received a copy of the GNU General Public License along
    with this program; if not, write to the Free Software Foundation, Inc.,
    51 Franklin Street, Fifth Floor, Boston, MA 02110-1301 USA.

Also add information on how to contact you by electronic and paper mail.

If the program is interactive, make it output a short notice like this
when it starts in an interactive mode:

    Gnomovision version 69, Copyright (C) year name of author
    Gnomovision comes with ABSOLUTELY NO WARRANTY; for details type `show w'.
    This is free software, and you are welcome to redistribute it
    under certain conditions; type `show c' for details.

The hypothetical commands `show w' and `show c' should show the appropriate
parts of the General Public License.  Of course, the commands you use may
be called something other than `show w' and `show c'; they could even be
mouse-clicks or menu items--whatever suits your program.

You should also get your employer (if you work as a programmer) or your
school, if any, to sign a "copyright disclaimer" for the program, if
necessary.  Here is a sample; alter the names:

  Yoyodyne, Inc., hereby disclaims all copyright interest in the program
  `Gnomovision' (which makes passes at compilers) written by James Hacker.

  <signature of Ty Coon>, 1 April 1989
  Ty Coon, President of Vice

This General Public License does not permit incorporating your program into
proprietary programs.  If your program is a subroutine library, you may
consider it more useful to permit linking proprietary applications with the
library.  If this is what you want to do, use the GNU Lesser General
Public License instead of this License.
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# Program name: emerencia 3 R script for statistics generation

# Program purpose: locate and extract nSSU, ITS1, 5.8S, ITS2, nLSU from

# fungal ITS region sequences etc

# Copyright (C) 2007 R. Henrik Nilsson, Erik Kristiansson, Martin Ryberg et al (henrik.nilsson@dpes.gu.se)

# R. Henrik Nilsson, Goteborg University, Department of Plant and Environmental Sciences, Box 461, 405 30 Goteborg, Sweden

#

# This program is free software; you can redistribute it and/or

# modify it under the terms of the GNU General Public License

# as published by the Free Software Foundation; either version 2

# of the License, or (at your option) any later version.

#

# This program is distributed in the hope that it will be useful,

# but WITHOUT ANY WARRANTY; without even the implied warranty of

# MERCHANTABILITY or FITNESS FOR A PARTICULAR PURPOSE.  See the

# GNU General Public License for more details.

#

# You should have received a copy of the GNU General Public License

# along with this program (as gpl.txt); if not, write to the Free Software

# Foundation, Inc., 51 Franklin Street, Fifth Floor, Boston, MA  02110-1301, USA.



# This function imports the alignment results

ReadData<-function(resultsfile){

  data<-read.table(resultsfile, sep="\t", header=T)

  

  data.new<-data.frame(data[,1], data[,2], 1-data[,3], data[,4], 1-data[,5],

                       data[,6], 1-data[,7], data[,8], 1-data[,9])

		       

  colnames(data.new)<-c("Name", "Number of ITS1 sequences", "ITS1 variability",

                                "Number of5.8s sequences", "5.8s variability",

				"Number of ITS2 sequences", "ITS2 variability",

				"Number of combined sequences", "Combined variability")

  

  return (data.new)

}



# Adds phylum meta data to the data

AddPhylumMetaData<-function(data, phylumfile="phylum.txt"){



  data.phylum<-read.table("phylum.txt", sep="\t")

  colnames(data.phylum)<-c("Name", "Phylum")

  

  phylum<-unique(as.character(data.phylum[,2]))

  nphylum<-length(phylum)

  

  data.new<-merge(x=data, y=data.phylum, by.x="Name", by.y="Name")

  

  return(list(data=data.new, data.phylum=data.phylum, phylum=phylum, nphylum=nphylum))



}



# Counts the number of genera

CountGenera<-function(data){

  

  tmp<-strsplit(as.character(data[,1]), " ")

  tmp2<-unlist(tmp)

  n<-length(tmp2)

  

  genera<-tmp2[seq(1, n, by=2)]

  

  return(length(unique(genera)))

  

}



# Creates pie charts

CreatePieCharts<-function(data, parts){

  

  nparts=length(parts)

  

  data.pie<-numeric(length=nparts-1)

  

  for(i in 1:(nparts-1)){

    data.pie[i]<-sum(data>=parts[i] & data<parts[i+1])

  }



  labels<-paste(100*parts[1:(nparts-1)], " - ", 100*parts[2:nparts], " %", sep="")



  pie(data.pie, labels)

  

  return()



}



# Creates variability plot

CreateVariabilityPlot<-function(data, observations, xlim=c(log10(2),3), ylim=c(0,0.1), plot.lines=T, ...){



  plot(x=log10(observations), y=data, axes=F, xlim=xlim, ylim=ylim, xlab="Number of conspecific sequences", ylab="Intraspecific ITS variability", ...)

  axis(2, at=seq(ylim[1], ylim[2], length=11))

  axis(1, at=c(log10(2),1,2,3), labels=10^c(log10(2),1,2,3))

  

  if(plot.lines==T){

    stat<-CalculateStatistics(data, observations, pretty.print=F)

  

    abline(stat[1],0, col="red")

    abline(stat[3], 0, col="blue")

    abline(stat[5], 0, col="green")

    abline(stat[7], 0, col="yellow")

  } 

   

}



# Creates histogram

CreateHistogram<-function(observations, xlim=c(2,50),ylim=c(0,3000)){

  

  br=max(observations)

  

  hist(observations, axes=F, main="", xlab="Number of conspecific sequences", ylab="Number of species", xlim=xlim, br=br, ylim=ylim)

  axis(2, at=seq(0,3000, by=1000), labels=seq(0,3000,by=1000))

  axis(1, at=c(2, 10, 20, 30, 40, 50)+0.5, labels=c(2, 10, 20, 30, 40, 50))



}



# Function to calculate weighted variance

weighted.variance<-function(data, weights){



  weights.norm<-weights*length(data)/sum(weights)

  

  mean<-sum(data*weights.norm)/sum(weights.norm)

  var<-sum(weights.norm*((data-mean)^2))/(sum(weights.norm)-1)

  

  return(var)

}



# Calculates statistics

CalculateStatistics<-function(data, observations, pretty.print=T){



  # Ordinary statistics

  mean<-mean(data)

  sd<-sqrt(var(data))

  

  # Weighted statistics

  weights<-observations/sum(observations)

  mean.w<-weighted.mean(data, weights)

  sd.w<-sqrt(weighted.variance(data, weights))

  

  # Above 10 statistics

  tmp<-observations>=10

  mean.10<-mean(data[tmp])

  sd.10<-sqrt(var(data[tmp]))

  

  # Robust

  median<-median(data)

  sd.robust<-mad(data)



  # <3% statistics

  tmp<-data<=0.03

  n.less<-sum(tmp)

  n.tot<-length(tmp)



  if(pretty.print==T){

    cat(sprintf("Mean=%0.4f (SD=%0.4f)\nMean10=%0.4f (SD=%0.4f)\nWeighted mean=%0.4f (SD=%0.4f)\nRobust mean=%0.4f (SD=%0.4f)\n", mean, sd, mean.10, sd.10, mean.w, sd.w, median, sd.robust))

    cat(sprintf("%d species out of %d have variability less or equal to 3%% (%0.4f).\n", n.less, n.tot, n.less/n.tot))

  }



  return(c(mean, sd, mean.w, sd.w, mean.10, sd.10, median, sd.robust))

  

}



# Calculates statistics phylum-wise

CalculateStatistics.phylum<-function(data, observations, phylum, current.phyla){



  rows<-phylum==current.phyla

  cat(sprintf("%d species available.\n", sum(rows)))

  

  if(sum(rows>0)){

    return(CalculateStatistics(data[rows], observations[rows]))

  } else {

    cat(sprintf("%s is empty.\n", current.phyla))

  }

  

}



# Some statistics for ITS1 and ITS2

CompareITS<-function(data.its1, data.its2, gap=0, pretty.print=T){



  tmp<-(data.its1+gap)<data.its2

  n<-sum(tmp)

  n.tot<-length(tmp)



  tmp<-(abs(data.its1-data.its2)<=0.05)

  n.equalvar<-sum(tmp)

  

  tmp<-(data.its1==0 & data.its2>0.0025) | (data.its2==0 & data.its1>0.0025)

  n.diff<-sum(tmp)



  if(pretty.print==T){

    cat(sprintf("%d species out of %d have ITS1 more conserved than ITS2 (%0.4f).\n", n, n.tot, n/n.tot))

    cat(sprintf("%d species out of %d have ITS1 and ITS2 rougly equally variable (differ less than 0.5%%) (%0.4f).\n", n.equalvar, n.tot, n.equalvar/n.tot))

    cat(sprintf("%d speices out of %d have either ITS1 or ITS2 fully conserved and the other is at least 0.25%% variable (%0.4f).\n", n.diff, n.tot, n.diff/n.tot))



  }    

  

  return(list(rows=tmp, n=n))

}



# Some statistics fro 5.8s

Compare58s<-function(data.58s, pretty.print=T){



  tmp<-data.58s<=0.005

  n<-sum(tmp)

  n.tot<-length(tmp)

  

  if(pretty.print==T){

    cat(sprintf("%d species out of %d have the 5.8S is less variable than 0.5 %% (%0.4f).\n", n, n.tot, n/n.tot))

  }    

  

  return(list(n=n))

}



# Some statistics for the combined sequences

CompareCombined<-function(data.combined, pretty.print=T){



  tmp<-data.combined==0

  n<-sum(tmp)

  n.tot<-length(tmp)

  

  tmp<-data.combined<=0.03

  n.combined<-sum(tmp)



  

  if(pretty.print==T){

    cat(sprintf("%d species out of %d have fully conserved ITS region (%0.4f).\n", n, n.tot, n/n.tot))

    cat(sprintf("%d species out of %d have combined variability less or equal to 3%% (%0.4f).\n", n.combined, n.tot, n.combined/n.tot))

  }    

  

  return(list(n=n))



}



# Overrepresentation of the different phyla for sequences where ITS1 is more conserved than ITS2

doOverRep<-function(data.its1, data.its2, phylum, current.phyla, gap=0){



  comp.its<-CompareITS(data.its1, data.its2, pretty.print=F, gap=gap)$rows

  comp.phyla<-phylum==current.phyla

  

  

  # Fisher exact test

  cont.table<-matrix(0, nr=2, nc=2)

      

  cont.table[1,1]<-sum(comp.its & comp.phyla)

  cont.table[2,1]<-sum(comp.its & !comp.phyla)

  cont.table[1,2]<-sum(!comp.its & comp.phyla)

  cont.table[2,2]<-sum(!comp.its & !comp.phyla)

  

  res.fisher<-fisher.test(cont.table)

  

  print(res.fisher)

  

  # Hypergeometric by hand

  res.hyper<-phyper(sum(comp.its & comp.phyla)-1, sum(comp.phyla), sum(!comp.phyla), sum(comp.its), lower.tail=F)

  

  return(list(fisher=res.fisher, hyper=res.hyper))

}



writeFinalList<-function(data.phylum, filename){



  # Supplermentary 3 - the list of results

  data.final<-data.phylum[,c(1,10,2,3,5,7,9)]

  data.final[,4:7]<-round(data.final[,4:7], digits=8)

  colnames(data.final)<-c("Species", "Phylum", "Number of sequences", "ITS1 variability", "5.8s variability", "ITS2 variability", "Combined variability")

  write.table(data.final, file=filename, sep="\t", col.names=T, row.names=F, quote=F)



}



# This is the main function. Run this to calculate all statistics and create all plots.

DoEverything<-function(resultsfile="Results/StatsAll.txt"){

  

  # Read data file

  data<-ReadData(resultsfile)



  cat(sprintf("There are %d species in %d genera.\n", dim(data)[1], CountGenera(data)))

  cat(sprintf("The average number of sequences per species is %0.2f.\n", sum(data[,8])/dim(data)[1]))



  # Create ITS1 pie chart  

  pdf("Results/Plots/PieITS1.pdf", width=8, height=8)

  CreatePieCharts(data[,3], parts=c(0,0.01,0.02,0.03,0.05,0.1,0.25,1))

  dev.off()

  

  # Create 5.8s pie chart  

  pdf("Results/Plots/Pie58s.pdf", width=8, height=8)

  CreatePieCharts(data[,5], parts=c(0,0.001, 0.01, 1))

  dev.off()

  

  # Create ITS2 pie chart  

  pdf("Results/Plots/PieITS2.pdf", width=8, height=8)

  CreatePieCharts(data[,7], parts=c(0,0.01,0.02,0.03,0.05,0.1,0.25,1))

  dev.off()

  

  # Create combined pie chart

  pdf("Results/Plots/PieCombined.pdf", width=8, height=8)

  CreatePieCharts(data[,9], parts=c(0,0.01,0.02,0.03,0.05,0.1,0.25,1))

  dev.off()



 

  ### Statistics ###

  

  # ITS1

  cat("ITS1:\n")

  stat.its1<-CalculateStatistics(data[,3], data[,2])

  cat("\n")

  

  # 5.8s

  cat("5.8s:\n")

  stat.58s<-CalculateStatistics(data[,5], data[,4])

  cat("\n")



 # ITS2

  cat("ITS2:\n")

  stat.its2<-CalculateStatistics(data[,7], data[,6])

  cat("\n")



  # ITS2

  cat("Combined:\n")

  stat.combined<-CalculateStatistics(data[,9], data[,8])

  cat("\n")



  pdf(file="Results/Plots/VarPlotITS1_1.pdf", width=12, height=8)

  CreateVariabilityPlot(data[,3], data[,2], ylim=c(0,1), main="ITS1")

  dev.off()

  pdf(file="Results/Plots/VarPlotITS1_2.pdf", width=12, height=8)

  CreateVariabilityPlot(data[,3], data[,2], ylim=c(0,0.1), main="ITS1")

  dev.off()

  

  pdf(file="Results/Plots/VarPlot58s_1.pdf", width=12, height=8)

  CreateVariabilityPlot(data[,5], data[,4], ylim=c(0,1), main="5.8s")

  dev.off()

  pdf(file="Results/Plots/VarPlot58s_2.pdf", width=12, height=8)

  CreateVariabilityPlot(data[,5], data[,4], ylim=c(0,0.03), main="5.8s")

  dev.off()



  pdf(file="Results/Plots/VarPlotITS2_1.pdf", width=12, height=8)

  CreateVariabilityPlot(data[,7], data[,6], ylim=c(0,1), main="ITS2")

  dev.off()

  pdf(file="Results/Plots/VarPlotITS2_2.pdf", width=12, height=8)

  CreateVariabilityPlot(data[,7], data[,6], ylim=c(0,0.1), main="ITS2")

  dev.off()



  pdf(file="Results/Plots/VarPlotCombined_1.pdf", width=12, height=8)

  CreateVariabilityPlot(data[,9], data[,8], ylim=c(0,1), main="Combined")

  dev.off()

  pdf(file="Results/Plots/VarPlotCombined_2.pdf", width=12, height=8)

  CreateVariabilityPlot(data[,9], data[,8], ylim=c(0,0.1), main="Combined")

  dev.off()





  # Phylum stats  

  metadata<-AddPhylumMetaData(data)

  data.phylum<-metadata$data

    

  for(i in 1:(metadata$nphylum)){

    cat(paste(metadata$phylum[i], "\n", sep=""))

    # ITS1

    cat("ITS1:\n")

    stat.phylum.its1<-CalculateStatistics.phylum(data.phylum[,3], data.phylum[,2], data.phylum[,10], metadata$phylum[i])

    cat("\n")



    # 5.8s

    cat("5.8s:\n")

    stat.phylum.58s<-CalculateStatistics.phylum(data.phylum[,5], data.phylum[,4], data.phylum[,10], metadata$phylum[i])

    cat("\n")

    

    # ITS2

    cat("ITS2:\n")

    stat.phylum.its2<-CalculateStatistics.phylum(data.phylum[,7], data.phylum[,6], data.phylum[,10], metadata$phylum[i])

    cat("\n")



    # Combined

    cat("Combined:\n")

    stat.phylum.combined<-CalculateStatistics.phylum(data.phylum[,9], data.phylum[,8], data.phylum[,10], metadata$phylum[i])

    cat("\n")



  }







  # ITS1/ITS2

 

  comp.its<-CompareITS(data[,3], data[,7])



  for(i in 1:(metadata$nphylum)){  

    cat(paste(metadata$phylum[i], "\n", sep=""))

    overrep<-doOverRep(data[,3], data[,7], data.phylum[,10], metadata$phylum[i])

  }

 

  # 5.8s

  comp.58s<-Compare58s(data[,5])



  # Combined

  comp.comb<-CompareCombined(data[,9])





  # Final stuff

  # Here are the figures for the paper

  

  # Supplementary figure 2b - variability plot

  pdf(file="Results/Final/SuppFigure2b.pdf", width=12, height=8)

  CreateVariabilityPlot(data[,9], data[,8], ylim=c(0,0.5), main="", plot.lines=F, cex=0.75)

  dev.off()

  

  # Supplementary figure 2a - histogram

  pdf(file="Results/Final/SuppFigure2a.pdf", width=12, height=8)

  CreateHistogram(data[,8])

  dev.off()

  

  # Supplermentary 3 - the list of results

  writeFinalList(data.phylum, "Results/Final/Supplementary3.xls")



  # Create ITS1 pie chart  

  pdf("Results/Final/Figure1a.pdf", width=8, height=8)

  CreatePieCharts(data[,3], parts=c(0,0.01,0.02,0.03,0.05,0.1,0.25,1))

  dev.off()



  # Create ITS2 pie chart  

  pdf("Results/Final/Figure1b.pdf", width=8, height=8)

  CreatePieCharts(data[,7], parts=c(0,0.01,0.02,0.03,0.05,0.1,0.25,1))

  dev.off()

  

  # Create combined pie chart

  pdf("Results/Final/Figure1c.pdf", width=8, height=8)

  CreatePieCharts(data[,9], parts=c(0,0.01,0.02,0.03,0.05,0.1,0.25,1))

  dev.off()



  return()



}
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Supplementary3

		Species		Phylum		Number of sequences		ITS1 variability		5.8s variability		ITS2 variability		Combined variability

		Absidia blakesleeana		Zygomycota		2		0.020833		0.006329		0.011236		0.013534

		Absidia californica		Zygomycota		2		0.012821		0		0.005181		0.006873

		Absidia coerulea		Zygomycota		8		0.018059		0		0.005348		0.008873

		Absidia corymbifera		Zygomycota		9		0.018587		0.006329		0.003953		0.007353

		Absidia cylindrospora		Zygomycota		2		0.02439		0		0.053892		0.026966

		Absidia glauca		Zygomycota		11		0.127273		0.006452		0.069307		0.071057

		Absidia macrospora		Zygomycota		2		0.008889		0		0.005102		0.005208

		Absidia parricida		Zygomycota		3		0.021622		0.025157		0.014151		0.012681

		Absidia repens		Zygomycota		3		0.473684		0.006452		0.374384		0.308943

		Absidia spinosa		Zygomycota		3		0.466667		0.025806		0.420765		0.323529

		Acaromyces ingoldii		Basidiomycota		2		0		0		0		0

		Acarospora fuscata		Ascomycota		4		0		0.003165		0.012739		0.00818

		Acarospora molybdina		Ascomycota		2		0.274854		0.031646		0.261146		0.191358

		Acarospora rugulosa		Ascomycota		4		0.028736		0		0.025316		0.018367

		Acarospora schleicheri		Ascomycota		2		0.157895		0.006329		0.221519		0.129363

		Acarospora sinopica		Ascomycota		5		0.049133		0		0.063878		0.039959

		Acarospora smaragdula		Ascomycota		4		0.097884		0.006329		0.060492		0.057275

		Acaulospora lacunosa		Glomeromycota		2		0.038462		0.006329		0.055276		0.034707

		Acephala applanata		Ascomycota		7		0		0		0		0

		Aciculosporium take		Ascomycota		8		0		0		0.006211		0.002179

		Acremonium alternatum		Ascomycota		5		0.00641		0		0		0.003189

		Acremonium crotocinigenum		Ascomycota		2		0.034091		0		0.01676		0.017544

		Acremonium cucurbitacearum		Ascomycota		15		0.007042		0		0		0.002137

		Acremonium furcatum		Ascomycota		2		0.006757		0		0.00578		0.004175

		Acremonium implicatum		Ascomycota		2		0.115854		0		0.505319		0.223529

		Acremonium kiliense		Ascomycota		2		0		0		0		0

		Acremonium strictum		Ascomycota		30		0.034884		0		0.071006		0.036072

		Actinomucor elegans		Zygomycota		9		0.009737		0		0.041475		0.017572

		Agaricostilbum hyphaenes		Basidiomycota		2		0		0		0		0

		Agaricus arvensis		Basidiomycota		4		0.054264		0		0.035047		0.045996

		Agaricus augustus		Basidiomycota		2		0		0.006329		0		0.001511

		Agaricus bernardii		Basidiomycota		2		0.006579		0		0.046948		0.017778

		Agaricus bisporus		Basidiomycota		41		0		0		0		0.003145

		Agaricus bitorquis		Basidiomycota		9		0.006769		0		0.004854		0.004989

		Agaricus blazei		Basidiomycota		11		0.007752		0		0.004739		0.004619

		Agaricus brasiliensis		Basidiomycota		3		0.010169		0		0.004717		0.006015

		Agaricus bresadolianus		Basidiomycota		2		0		0		0		0

		Agaricus bridghami		Basidiomycota		2		0		0		0		0

		Agaricus californicus		Basidiomycota		5		0		0		0.014706		0.004594

		Agaricus campestris		Basidiomycota		4		0.028568		0		0.00237		0.014965

		Agaricus comtulus		Basidiomycota		3		0		0		0		0

		Agaricus cupreobrunneus		Basidiomycota		4		0.005051		0		0.007177		0.005271

		Agaricus cupressicola		Basidiomycota		2		0		0		0		0

		Agaricus devoniensis		Basidiomycota		6		0.013072		0		0.004854		0.00597

		Agaricus diminutivus		Basidiomycota		2		0.082192		0.006329		0.051163		0.054135

		Agaricus freirei		Basidiomycota		5		0.003425		0		0		0.001513

		Agaricus gennadii		Basidiomycota		5		0.013514		0		0.004717		0.006006

		Agaricus hondensis		Basidiomycota		4		0.003289		0		0		0.001488

		Agaricus iodosmus		Basidiomycota		4		0		0		0		0.002252

		Agaricus macrosporus		Basidiomycota		2		0		0.006329		0.037383		0.017964

		Agaricus menieri		Basidiomycota		4		0		0		0		0

		Agaricus moelleri		Basidiomycota		5		0		0		0.004878		0.001529

		Agaricus nevoi		Basidiomycota		2		0		0.006329		0.009479		0.004518

		Agaricus parvitigrinus		Basidiomycota		4		0		0		0		0

		Agaricus pequinii		Basidiomycota		4		0		0		0		0

		Agaricus phaeolepidotus		Basidiomycota		3		0.003448		0		0.004739		0.003035

		Agaricus placomyces		Basidiomycota		2		0.006579		0.006329		0.004902		0.006006

		Agaricus pseudopratensis		Basidiomycota		6		0.06689		0		0.04878		0.045317

		Agaricus romagnesii		Basidiomycota		2		0.010135		0.006329		0.009302		0.008969

		Agaricus subfloccosus		Basidiomycota		2		0.003311		0		0		0.001504

		Agaricus subrufescens		Basidiomycota		4		0		0		0		0

		Agaricus subrutilescens		Basidiomycota		4		0.038462		0		0.021028		0.018924

		Agaricus tollocanensis		Basidiomycota		2		0.006897		0		0		0.003063

		Agaricus vaporarius		Basidiomycota		3		0		0		0		0

		Agaricus xanthodermulus		Basidiomycota		4		0		0		0		0

		Agaricus xanthodermus		Basidiomycota		8		0		0		0		0

		Agrocybe aegerita		Basidiomycota		15		0.014286		0		0		0.006633

		Agrocybe chaxingu		Basidiomycota		2		0.020408		0		0.038961		0.022082

		Agrocybe erebia		Basidiomycota		4		0.214379		0		0.196083		0.15644

		Agrocybe pediades		Basidiomycota		5		0		0.006289		0.004808		0.003244

		Agrocybe praecox		Basidiomycota		3		0.07907		0		0.019139		0.036082

		Ahtiana sphaerosporella		Ascomycota		2		0		0		0		0

		Ajellomyces capsulatus		Ascomycota		86		0.024155		0		0.02649		0.021195

		Ajellomyces dermatitidis		Ascomycota		6		0.004587		0		0.005263		0.003534

		Alatospora acuminata		Ascomycota		5		0.0375		0.006329		0.050179		0.031024

		Albatrellus citrinus		Basidiomycota		9		0.005435		0		0		0.001767

		Albatrellus flettii		Basidiomycota		2		0		0		0		0

		Albatrellus ovinus		Basidiomycota		6		0		0		0.004608		0.001825

		Albatrellus subrubescens		Basidiomycota		4		0		0		0		0

		Albatrellus syringae		Basidiomycota		2		0		0		0		0

		Albertiniella polyporicola		Ascomycota		2		0		0		0		0

		Alectoria ochroleuca		Ascomycota		3		0.010753		0		0.006757		0.006098

		Alectoria sarmentosa		Ascomycota		2		0.005376		0		0		0.002037

		Allantoparmelia alpicola		Ascomycota		2		0.280423		0.012658		0.139073		0.152305

		Allocetraria madreporiformis		Ascomycota		3		0.065217		0		0.07947		0.04814

		Allocetraria stracheyi		Ascomycota		3		0.016216		0.006329		0.065789		0.030364

		Alloclavaria purpurea		Basidiomycota		2		0.261468		0.006329		0.171717		0.160279

		Almbornia azaniensis		Ascomycota		2		0.11828		0.012658		0.081081		0.073171

		Almbornia cafferensis		Ascomycota		2		0.196809		0		0.14094		0.115152

		Alnicola amarescens		Basidiomycota		2		0.037975		0		0.037209		0.027869

		Alnicola badia		Basidiomycota		7		0.009091		0		0.023041		0.011765

		Alnicola cholea		Basidiomycota		3		0.030303		0.006329		0.018519		0.019835

		Alnicola dubis		Basidiomycota		3		0.013043		0		0		0.004959

		Alnicola inculta		Basidiomycota		5		0.010739		0		0.004651		0.005766

		Alnicola luteolofibrillosa		Basidiomycota		5		0.004426		0		0.009238		0.004171

		Alnicola macrospora		Basidiomycota		6		0.008621		0		0		0.003466

		Alnicola salabertii		Basidiomycota		3		0		0		0		0

		Alnicola scolecina		Basidiomycota		2		0		0		0.009217		0.003306

		Alnicola subconspersa		Basidiomycota		7		0.010363		0		0.00463		0.005282

		Alnicola tantilla		Basidiomycota		2		0.017094		0		0.014019		0.011551

		Alnicola umbrina		Basidiomycota		8		0.004348		0		0.004608		0.003303

		Alternaria alli		Ascomycota		2		0.016575		0		0		0.005964

		Alternaria alternata		Ascomycota		76		0.006098		0		0.006173		0.004061

		Alternaria arborescens		Ascomycota		5		0		0		0.006289		0.002079

		Alternaria brassicae		Ascomycota		12		0		0		0		0

		Alternaria brassicicola		Ascomycota		13		0		0		0		0

		Alternaria carthami		Ascomycota		3		0		0		0		0

		Alternaria citri		Ascomycota		5		0.00303		0		0.003125		0.00207

		Alternaria dauci		Ascomycota		6		0.005952		0		0		0.002041

		Alternaria destruens		Ascomycota		2		0.103659		0		0.07362		0.059794

		Alternaria japonica		Ascomycota		5		0		0		0		0

		Alternaria longipes		Ascomycota		11		0		0		0		0.00207

		Alternaria longissima		Ascomycota		2		0.342282		0		0.259494		0.197425

		Alternaria macrospora		Ascomycota		3		0.005917		0		0.054217		0.020284

		Alternaria mali		Ascomycota		3		0.006849		0		0		0.002155

		Alternaria palandui		Ascomycota		4		0.015873		0		0		0.018815

		Alternaria panax		Ascomycota		5		0		0		0		0

		Alternaria petroselini		Ascomycota		3		0.006024		0		0		0.002075

		Alternaria porri		Ascomycota		3		0.005525		0		0.006098		0.001988

		Alternaria radicina		Ascomycota		9		0		0		0.006289		0.00207

		Alternaria solani		Ascomycota		5		0		0		0.006098		0.002033

		Alternaria tagetica		Ascomycota		3		0.005882		0		0.011696		0.004008

		Alternaria tenuissima		Ascomycota		26		0.006098		0		0		0.004149

		Alternaria triticimaculans		Ascomycota		2		0		0		0		0

		Alternaria triticina		Ascomycota		6		0.025907		0		0.012422		0.013752

		Alternaria zinniae		Ascomycota		4		0		0		0		0

		Amandinea punctata		Ascomycota		3		0.096257		0.006329		0.076433		0.059761

		Amanita citrina		Basidiomycota		3		0.136		0.018868		0.057692		0.070978

		Amanita constricta		Basidiomycota		2		0.005714		0		0		0.002024

		Amanita exitialis		Basidiomycota		2		0.005		0		0.03125		0.012727

		Amanita flavipes		Basidiomycota		2		0.032258		0		0.068293		0.036007

		Amanita flavoconia		Basidiomycota		2		0.026882		0		0		0.010081

		Amanita fuliginea		Basidiomycota		2		0		0		0.02451		0.008606

		Amanita fulva		Basidiomycota		3		0.543307		0.06962		0.491124		0.364896

		Amanita hemibapha		Basidiomycota		4		0.248612		0.006329		0.203089		0.173279

		Amanita ibotengutake		Basidiomycota		15		0.009852		0		0.008264		0.008278

		Amanita lanei		Basidiomycota		2		0.019608		0.006329		0.029412		0.022

		Amanita muscaria		Basidiomycota		45		0.015		0		0.004425		0.008576

		Amanita pantherina		Basidiomycota		17		0.037915		0		0.026432		0.02183

		Amanita parvipantherina		Basidiomycota		3		0		0		0		0

		Amanita phalloides		Basidiomycota		4		0		0		0		0

		Amanita porphyria		Basidiomycota		2		0.030043		0		0.056818		0.029982

		Amanita punctata		Basidiomycota		2		0.379808		0.044304		0.368098		0.279245

		Amanita rubescens		Basidiomycota		6		0.048		0.006289		0.044776		0.037643

		Amanita spissa		Basidiomycota		2		0.101961		0		0.074257		0.066667

		Amanita vaginata		Basidiomycota		3		0.204545		0.006329		0.211382		0.156863

		Amanita velosa		Basidiomycota		2		0.010811		0.006329		0.018634		0.011905

		Amaurascopsis reticulata		Ascomycota		2		0.051502		0.01875		0.058824		0.044405

		Amauroascus aureus		Ascomycota		2		0.028169		0.018634		0.005917		0.018416

		Amauroascus mutatus		Ascomycota		2		0.023585		0.012658		0.018868		0.018904

		Amauroascus niger		Ascomycota		2		0		0		0		0

		Amauroascus volatilis-patellus		Ascomycota		2		0.004854		0.037736		0.05625		0.030476

		Ampelomyces humuli		Ascomycota		5		0.042707		0		0.019108		0.019776

		Ampelomyces quisqualis		Ascomycota		2		0.118919		0.012658		0.053691		0.065041

		Amphinema byssoides		Basidiomycota		4		0.006098		0		0.005587		0.003984

		Amylomyces rouxii		Zygomycota		26		0.005208		0		0.015873		0.007421

		Amylostereum areolatum		Basidiomycota		3		0.006452		0		0.016304		0.007737

		Amylostereum chailletii		Basidiomycota		4		0		0		0		0

		Anamika indica		Basidiomycota		2		0.017857		0		0.022727		0.01495

		Anaptychia ciliaris		Ascomycota		4		0.194253		0.012658		0.025316		0.088518

		Anguillospora crassa		Ascomycota		5		0		0		0		0

		Anguillospora filiformis		Ascomycota		2		0.02439		0.018987		0.027397		0.023504

		Anguillospora longissima		Ascomycota		5		0.007353		0		0.006494		0.005585

		Annulohypoxylon annulatum		Ascomycota		2		0.016216		0.006329		0.012346		0.011881

		Annulohypoxylon cohaerens		Ascomycota		2		0.171123		0		0.100671		0.095142

		Annulohypoxylon moriforme		Ascomycota		2		0.51269		0.06962		0.365854		0.341198

		Annulohypoxylon multiforme		Ascomycota		6		0.153409		0.012658		0.100671		0.091097

		Annulohypoxylon nitens		Ascomycota		5		0.025478		0		0.012195		0.009395

		Annulohypoxylon purpureonitens		Ascomycota		7		0.004464		0		0.017964		0.009091

		Antarctomyces psychrotrophicus		Ascomycota		2		0		0		0.013423		0.004292

		Anthostomella sepelibilis		Ascomycota		2		0.072993		0		0.062112		0.04386

		Antrodia albida		Basidiomycota		2		0.102564		0		0.049505		0.054054

		Antrodia heteromorpha		Basidiomycota		2		0.005051		0		0.009852		0.005367

		Antrodia juniperina		Basidiomycota		2		0.02765		0		0.041475		0.025338

		Antrodia malicola		Basidiomycota		2		0.004926		0		0		0.001736

		Antrodia serialis		Basidiomycota		3		0.020619		0		0.005051		0.009091

		Antrodia sinuosa		Basidiomycota		3		0.040541		0.006329		0.12		0.056133

		Antrodia vaillantii		Basidiomycota		5		0.010204		0.006329		0.009346		0.008803

		Antrodia variiformis		Basidiomycota		2		0.005102		0		0		0.001802

		Antrodia xantha		Basidiomycota		4		0.002618		0		0.013889		0.006365

		Antrodiella americana		Basidiomycota		2		0		0		0		0

		Antrodiella citrinella		Basidiomycota		3		0		0		0		0

		Antrodiella faginea		Basidiomycota		8		0		0		0		0

		Antrodiella hoehnelii		Basidiomycota		2		0		0		0		0

		Antrodiella pallasii		Basidiomycota		3		0		0		0		0

		Antrodiella parasitica		Basidiomycota		2		0		0		0		0

		Antrodiella romellii		Basidiomycota		4		0		0		0		0

		Antrodiella semisupina		Basidiomycota		6		0		0		0.004505		0.001724

		Anzia colpota		Ascomycota		2		0.026738		0		0.039216		0.022088

		Aphanoascus cinnabarinus		Ascomycota		3		0.010471		0		0		0.00396

		Aphanoascus fulvescens		Ascomycota		2		0		0		0		0

		Aphanoascus keratinophilus		Ascomycota		2		0.091324		0		0.00641		0.0394

		Apiognomonia errabunda		Ascomycota		35		0.005319		0		0		0.003891

		Apiognomonia veneta		Ascomycota		2		0		0		0		0

		Apiospora montagnei		Ascomycota		12		0.230366		0		0.084416		0.121272

		Aporospora terricola		Ascomycota		2		0		0		0.00625		0.002146

		Appendicispora fennica		Glomeromycota		7		0.015152		0		0.010152		0.006186

		Aquaphila albicans		Ascomycota		2		0.005348		0		0		0.001957

		Arcangeliella borziana		Basidiomycota		2		0		0		0		0

		Archaeospora leptoticha		Glomeromycota		62		0.16		0.006329		0.106796		0.098456

		Archaeospora trappei		Glomeromycota		2		0.352		0.006329		0.333333		0.242188

		Arctocetraria andrejevii		Ascomycota		3		0.010753		0.006329		0		0.004065

		Arctoparmelia centrifuga		Ascomycota		2		0.032432		0		0.006536		0.014113

		Armillaria borealis		Basidiomycota		2		0.008333		0		0.005195		0.005109

		Armillaria calvescens		Basidiomycota		3		0		0.006329		0.002604		0.002513

		Armillaria cepistipes		Basidiomycota		5		0.012552		0		0.014085		0.008465

		Armillaria fumosa		Basidiomycota		7		0		0		0.015873		0.006079

		Armillaria fuscipes		Basidiomycota		14		0		0		0		0

		Armillaria gallica		Basidiomycota		9		0.008403		0		0.012987		0.008963

		Armillaria gemina		Basidiomycota		3		0		0		0.005208		0.002513

		Armillaria heimii		Basidiomycota		10		0.008475		0		0.016216		0.008636

		Armillaria hinnulea		Basidiomycota		5		0.004608		0		0.002604		0.003947

		Armillaria limonea		Basidiomycota		4		0.009448		0		0.011765		0.00885

		Armillaria luteobubalina		Basidiomycota		10		0.083045		0		0.019531		0.041252

		Armillaria mellea		Basidiomycota		24		0.057805		0		0.119107		0.07929

		Armillaria nabsnona		Basidiomycota		3		0.019685		0		0.005208		0.007538

		Armillaria novae-zelandiae		Basidiomycota		11		0.116197		0.012658		0.136808		0.098516

		Armillaria ostoyae		Basidiomycota		8		0.012658		0		0.011405		0.009895

		Armillaria pallidula		Basidiomycota		3		0.051181		0.006329		0.01992		0.028614

		Armillaria sinapina		Basidiomycota		4		0.007987		0		0.007772		0.006307

		Armillaria socialis		Basidiomycota		2		0.004219		0		0		0.001608

		Armillaria tabescens		Basidiomycota		4		0.012605		0		0.02635		0.01455

		Arthrinium aureum		Ascomycota		3		0.018957		0		0.012987		0.011472

		Arthrinium japonicum		Ascomycota		3		0		0		0		0

		Arthrinium marii		Ascomycota		2		0.004386		0		0		0.001852

		Arthrinium phaeospermum		Ascomycota		16		0.172093		0		0.071429		0.094877

		Arthrinium sacchari		Ascomycota		5		0.121429		0		0.059509		0.067904

		Arthrinium serenense		Ascomycota		3		0.192488		0		0.077922		0.100952

		Arthroascus schoenii		Ascomycota		16		0.012346		0		0.004608		0.006472

		Arthrobotrys amerospora		Ascomycota		2		0		0		0		0

		Arthrobotrys cladodes		Ascomycota		2		0		0		0		0

		Arthrobotrys conoides		Ascomycota		2		0.29703		0.006329		0.156069		0.165103

		Arthrobotrys cylindrospora		Ascomycota		3		0.01087		0		0		0.00381

		Arthrobotrys musiformis		Ascomycota		3		0.118227		0.006289		0.087719		0.075047

		Arthrobotrys oligospora		Ascomycota		3		0.035156		0		0.069519		0.038079

		Arthrobotrys superba		Ascomycota		2		0.010417		0		0.035294		0.015385

		Arthrobotrys vermicola		Ascomycota		2		0.107317		0.006289		0.02381		0.050752

		Arthrocladiella mougeotii		Ascomycota		2		0		0		0		0

		Arthroderma benhamiae		Ascomycota		87		0.02834		0.006329		0.037234		0.023689

		Arthroderma cajetani		Ascomycota		4		0.005682		0		0.007895		0.005719

		Arthroderma ciferrii		Ascomycota		2		0		0		0		0

		Arthroderma cuniculi		Ascomycota		3		0.003968		0		0.010582		0.005008

		Arthroderma curreyi		Ascomycota		2		0.003846		0		0		0.001621

		Arthroderma fulvum		Ascomycota		10		0.014218		0		0.010204		0.008865

		Arthroderma gertleri		Ascomycota		2		0.012658		0		0.00578		0.007042

		Arthroderma grubyi		Ascomycota		2		0		0		0		0

		Arthroderma gypseum		Ascomycota		6		0.004425		0		0		0.00173

		Arthroderma incurvatum		Ascomycota		4		0.039548		0		0.0525		0.03271

		Arthroderma insingulare		Ascomycota		2		0		0		0		0

		Arthroderma otae		Ascomycota		5		0.017313		0		0		0.009259

		Arthroderma persicolor		Ascomycota		2		0		0		0		0

		Arthroderma simii		Ascomycota		5		0		0		0.01087		0.003339

		Arthroderma tuberculatum		Ascomycota		2		0.028689		0		0.02139		0.018676

		Arthroderma uncinatum		Ascomycota		3		0.012658		0.006329		0.005714		0.008772

		Arthroderma vanbreuseghemii		Ascomycota		6		0.015686		0		0		0.006723

		Arthrographis cuboidea		Ascomycota		5		0.021858		0		0.006024		0.009862

		Arthrographis kalrae		Ascomycota		16		0		0		0		0

		Artomyces austropiperatus		Basidiomycota		2		0.015544		0		0.013393		0.010435

		Artomyces candelabrus		Basidiomycota		2		0.031088		0		0.024691		0.020202

		Artomyces colensoi		Basidiomycota		2		0		0		0		0

		Artomyces costaricensis		Basidiomycota		2		0.01005		0		0		0.003378

		Artomyces microspora		Basidiomycota		2		0.014423		0		0.004132		0.006579

		Artomyces novae-zelandiae		Basidiomycota		2		0		0		0		0

		Artomyces piperatus		Basidiomycota		2		0		0		0		0

		Artomyces pyxidatus		Basidiomycota		15		0.070707		0		0.049107		0.044828

		Artomyces stephenii		Basidiomycota		2		0.036458		0		0.093458		0.047872

		Artomyces tasmaniensis		Basidiomycota		2		0		0		0		0

		Artomyces turgidus		Basidiomycota		3		0.025907		0		0.088		0.044925

		Asahinea chrysantha		Ascomycota		2		0		0		0		0

		Ascobotryozyma americana		Ascomycota		2		0		0		0.009901		0.003766

		Ascobotryozyma cognata		Ascomycota		3		0.005882		0		0.009174		0.003663

		Ascocalyx abietina		Ascomycota		16		0.02027		0		0.006944		0.008969

		Ascochyta maackiae		Ascomycota		2		0		0		0		0

		Ascocoryne cylichnium		Ascomycota		3		0.140777		0.006329		0.094595		0.085938

		Ascocoryne sarcoides		Ascomycota		3		0.027624		0		0.012903		0.01417

		Aspergillus aculeatus		Ascomycota		17		0.002841		0		0.006494		0.004098

		Aspergillus auricomus		Ascomycota		3		0.027174		0		0		0.010965

		Aspergillus awamori		Ascomycota		5		0.005405		0		0.002959		0.00303

		Aspergillus avenaceus		Ascomycota		2		0.032258		0.006329		0		0.014085

		Aspergillus bombycis		Ascomycota		9		0		0		0		0

		Aspergillus brasiliensis		Ascomycota		2		0.005405		0		0		0.001953

		Aspergillus caelatus		Ascomycota		6		0		0		0		0

		Aspergillus caespitosus		Ascomycota		3		0.136095		0		0.035714		0.058586

		Aspergillus candidus		Ascomycota		2		0		0		0		0

		Aspergillus carbonarius		Ascomycota		13		0.005405		0		0		0.001963

		Aspergillus carneus		Ascomycota		3		0.039735		0		0.026087		0.021226

		Aspergillus clavatonanicus		Ascomycota		3		0		0		0.005882		0.002123

		Aspergillus clavatus		Ascomycota		6		0		0		0		0.001953

		Aspergillus elegans		Ascomycota		3		0.021277		0.006329		0.005882		0.011628

		Aspergillus ellipticus		Ascomycota		5		0.005376		0		0		0.001957

		Aspergillus flavipes		Ascomycota		5		0.051924		0.006329		0.058824		0.042824

		Aspergillus flavus		Ascomycota		51		0.005525		0		0.005952		0.004464

		Aspergillus foetidus		Ascomycota		4		0		0		0		0.003914

		Aspergillus fumigatus		Ascomycota		43		0.005128		0		0		0.001965

		Aspergillus fumisynnematus		Ascomycota		3		0		0		0		0

		Aspergillus heteromorphus		Ascomycota		4		0		0		0		0

		Aspergillus ibericus		Ascomycota		6		0		0.006329		0		0.001957

		Aspergillus japonicus		Ascomycota		18		0		0		0.006536		0.002053

		Aspergillus lentulus		Ascomycota		8		0.005128		0		0.006098		0.001976

		Aspergillus leporis		Ascomycota		3		0.051282		0.006329		0.017544		0.023364

		Aspergillus melleus		Ascomycota		2		0.215		0		0.008696		0.093023

		Aspergillus niger		Ascomycota		46		0.010811		0		0.005952		0.005871

		Aspergillus nomius		Ascomycota		52		0.005236		0		0.005814		0.003839

		Aspergillus ochraceoroseus		Ascomycota		2		0.088435		0.006329		0.055118		0.048611

		Aspergillus ochraceus		Ascomycota		16		0.027282		0		0.02521		0.017701

		Aspergillus oryzae		Ascomycota		14		0		0		0.005952		0.001972

		Aspergillus ostianus		Ascomycota		3		0.035088		0.012658		0.00578		0.013453

		Aspergillus parasiticus		Ascomycota		8		0.005396		0		0.005882		0.011686

		Aspergillus penicillioides		Ascomycota		7		0.220096		0.012579		0.183333		0.139493

		Aspergillus petrakii		Ascomycota		2		0.041176		0		0.02521		0.022371

		Aspergillus pseudotamarii		Ascomycota		7		0		0		0		0

		Aspergillus puniceus		Ascomycota		2		0		0		0		0

		Aspergillus restrictus		Ascomycota		2		0.306452		0.012579		0.080645		0.12285

		Aspergillus sclerotiorum		Ascomycota		7		0.036082		0.006289		0.050847		0.031915

		Aspergillus sojae		Ascomycota		3		0.005236		0		0.005882		0.003854

		Aspergillus sydowii		Ascomycota		18		0		0		0.005952		0.004237

		Aspergillus tamarii		Ascomycota		13		0		0		0		0.001919

		Aspergillus terreus		Ascomycota		29		0		0		0		0.002289

		Aspergillus tubingensis		Ascomycota		14		0		0		0		0

		Aspergillus unguis		Ascomycota		3		0.006369		0		0.006024		0.002114

		Aspergillus ustus		Ascomycota		13		0.04717		0		0.013917		0.018587

		Aspergillus wentii		Ascomycota		2		0.062147		0		0		0.024283

		Aspergillus versicolor		Ascomycota		24		0.006452		0		0.019231		0.009412

		Aspergillus westerdijkiae		Ascomycota		23		0.035398		0		0.017045		0.01566

		Aspicilia cinerea		Ascomycota		3		0.057143		0.012658		0.081761		0.050916

		Aspicilia contorta		Ascomycota		2		0.032787		0		0.00641		0.014056

		Aspicilia simoensis		Ascomycota		3		0.083333		0.006329		0.012739		0.024609

		Astraeus hygrometricus		Basidiomycota		26		0.306878		0.018868		0.143443		0.173993

		Astraeus odoratus		Basidiomycota		8		0.014276		0.006289		0.007246		0.008654

		Athelia arachnoidea		Basidiomycota		2		0.00495		0		0.02451		0.010619

		Athelia bombacina		Basidiomycota		2		0.012448		0		0.008811		0.007987

		Athelia rolfsii		Basidiomycota		35		0.016575		0		0.004367		0.008803

		Aurapex penicillata		Ascomycota		7		0.009524		0		0.006757		0.005814

		Aureobasidium pullulans		Ascomycota		71		0.011173		0		0.038462		0.016227

		Auriculariopsis ampla		Basidiomycota		3		0.006757		0.050633		0.026455		0.115385

		Auriculibuller fuscus		Basidiomycota		3		0		0		0		0

		Auriscalpium vulgare		Basidiomycota		4		0.022116		0		0.016355		0.014492

		Auxarthron alboluteum		Ascomycota		2		0.004902		0		0.00641		0.003861

		Auxarthron conjugatum		Ascomycota		2		0		0		0		0

		Auxarthron filamentosum		Ascomycota		4		0		0		0		0

		Auxarthron kuehnii		Ascomycota		8		0.223192		0.012658		0.127537		0.132537

		Auxarthron pseudoreticulatum		Ascomycota		3		0.072727		0		0.034884		0.04

		Auxarthron thaxteri		Ascomycota		2		0		0		0		0

		Auxarthron zuffianum		Ascomycota		4		0.012136		0		0.025478		0.014395

		Bacidia schweinitzii		Ascomycota		2		0.094118		0		0.065789		0.054167

		Baeomyces rufus		Ascomycota		2		0		0		0		0

		Baeospora myosura		Basidiomycota		3		0.004016		0		0		0.001634

		Balansia andropogonis		Ascomycota		3		0.005405		0		0.059406		0.023853

		Balansia cyperi		Ascomycota		2		0		0		0		0

		Balansia obtecta		Ascomycota		2		0		0		0		0

		Bannoa hahajimensis		Basidiomycota		4		0		0		0		0

		Basidiobolus ranarum		Zygomycota		2		0.219101		0		0.185606		0.146667

		Battarrea phalloides		Basidiomycota		7		0.219931		0.018987		0.271255		0.192475

		Battarrea stevenii		Basidiomycota		12		0.209469		0.006329		0.218218		0.164641

		Beauveria amorpha		Ascomycota		5		0		0		0		0

		Beauveria caledonica		Ascomycota		17		0		0		0		0

		Beauveria felina		Ascomycota		6		0.018405		0.006329		0.046784		0.02439

		Beauveria tenella		Ascomycota		3		0.005814		0		0		0.002033

		Beauveria velata		Ascomycota		2		0		0		0		0

		Beauveria vermiconia		Ascomycota		3		0		0		0		0

		Beauveria virella		Ascomycota		3		0		0		0.013274		0.004983

		Bellemerea alpina		Ascomycota		2		0.005263		0		0.019355		0.007952

		Bensingtonia ciliata		Basidiomycota		2		0		0		0		0

		Bensingtonia ingoldii		Basidiomycota		2		0		0		0		0

		Bensingtonia miscanthi		Basidiomycota		2		0		0		0		0

		Bensingtonia musae		Basidiomycota		2		0		0		0		0

		Bensingtonia naganoensis		Basidiomycota		2		0		0		0		0

		Bensingtonia phyllada		Basidiomycota		2		0		0		0		0

		Bensingtonia sakaguchii		Basidiomycota		2		0		0		0.015075		0.005607

		Bensingtonia subrosea		Basidiomycota		2		0		0		0		0

		Bensingtonia yamatoana		Basidiomycota		2		0.034483		0		0.004785		0.012939

		Bensingtonia yuccicola		Basidiomycota		3		0		0		0		0

		Biatora carneoalbida		Ascomycota		5		0.013259		0		0.00974		0.007063

		Biatora efflorescens		Ascomycota		2		0		0		0.014815		0.004211

		Biatora epixanthoides		Ascomycota		3		0.016216		0		0		0.006073

		Biatora fallax		Ascomycota		2		0		0.012658		0.051471		0.020921

		Biatora helvola		Ascomycota		13		0.021739		0.006329		0.025559		0.016913

		Biatora hertelii		Ascomycota		5		0.031264		0		0.018932		0.017315

		Biatora hypophaea		Ascomycota		11		0.016484		0		0.025641		0.014113

		Biatora pseudohelvola		Ascomycota		4		0.005435		0		0		0.004958

		Biatora sphaeroidiza		Ascomycota		3		0.005405		0		0.007874		0.004255

		Biatora tetramera		Ascomycota		5		0.005435		0		0.006536		0.003032

		Bionectria compactiuscula		Ascomycota		3		0.012821		0		0		0.004158

		Bionectria grammicosporopsis		Ascomycota		4		0		0		0		0

		Bionectria ochroleuca		Ascomycota		20		0.00641		0		0		0.004098

		Bionectria pityrodes		Ascomycota		3		0.006452		0.006329		0.017857		0.010395

		Bionectria ralfsii		Ascomycota		2		0		0		0		0

		Bionectria rossmaniae		Ascomycota		2		0		0		0		0

		Bionectria samuelsii		Ascomycota		2		0.012658		0		0.005988		0.006211

		Bionectria setosa		Ascomycota		2		0.012739		0		0		0.004141

		Bionectria zelandiaenovae		Ascomycota		2		0		0		0		0

		Bipolaris eleusines		Ascomycota		2		0		0		0		0

		Bipolaris heveae		Ascomycota		7		0.011494		0		0.017442		0.011905

		Bipolaris oryzae		Ascomycota		12		0		0		0		0

		Bipolaris portulacae		Ascomycota		3		0.185567		0		0.006098		0.071705

		Bipolaris sacchari		Ascomycota		2		0.005682		0		0		0.00198

		Bipolaris sorokiniana		Ascomycota		7		0.049261		0		0		0.018832

		Bipolaris spicifera		Ascomycota		4		0		0		0		0

		Bipolaris tetramera		Ascomycota		2		0		0		0		0

		Biscogniauxia atropunctata		Ascomycota		2		0.165939		0.018987		0.097561		0.103448

		Biscogniauxia mediterranea		Ascomycota		18		0.011111		0.006329		0.006452		0.00994

		Biscogniauxia nummularia		Ascomycota		5		0.004717		0.015823		0.006211		0.00754

		Bisporella citrina		Ascomycota		2		0.049689		0		0.020408		0.023605

		Bjerkandera adusta		Basidiomycota		14		0.005208		0		0.021164		0.009294

		Blakeslea trispora		Zygomycota		2		0.004545		0.006369		0.010811		0.007117

		Blastocladiella emersonii		Chytridiomycota		2		0.041916		0.00641		0.012712		0.019678

		Blumeria graminis		Ascomycota		50		0.067416		0		0.087838		0.059574

		Bolbitius vitellinus		Basidiomycota		2		0.248521		0		0.019231		0.085981

		Boletopsis grisea		Basidiomycota		5		0		0		0		0

		Boletopsis leucomelaena		Basidiomycota		2		0.074074		0.012658		0.07619		0.058219

		Boletus aereus		Basidiomycota		2		0		0.006289		0.006452		0.005168

		Boletus aestivalis		Basidiomycota		5		0.006667		0		0.109433		0.062278

		Boletus calopus		Basidiomycota		3		0.008439		0.00625		0.014184		0.010309

		Boletus citrinovirens		Basidiomycota		3		0		0		0.007463		0.003273

		Boletus dryophilus		Basidiomycota		7		0.008197		0		0.01278		0.00838

		Boletus edulis		Basidiomycota		22		0		0		0.006557		0.002985

		Boletus luridus		Basidiomycota		3		0.003846		0.031447		0		0.012598

		Boletus magnificus		Basidiomycota		2		0.033493		0		0.130058		0.072829

		Boletus mirabilis		Basidiomycota		2		0.004149		0		0.002994		0.002725

		Boletus persoonii		Basidiomycota		2		0		0		0.003279		0.001493

		Boletus pinophilus		Basidiomycota		13		0.005076		0		0.003717		0.0016

		Boletus pruinatus		Basidiomycota		3		0.027273		0		0.016556		0.016153

		Boletus satanas		Basidiomycota		2		0.112		0		0.141892		0.099291

		Boletus spadiceus		Basidiomycota		3		0.005464		0		0.003731		0.003279

		Bothia castanella		Basidiomycota		5		0		0		0		0

		Botryosphaeria australis		Ascomycota		55		0		0		0		0

		Botryosphaeria corticis		Ascomycota		5		0		0		0		0

		Botryosphaeria corticola		Ascomycota		16		0		0		0		0

		Botryosphaeria dothidea		Ascomycota		70		0.034483		0		0.012658		0.016162

		Botryosphaeria eucalypticola		Ascomycota		5		0		0		0		0

		Botryosphaeria eucalyptorum		Ascomycota		4		0		0		0		0

		Botryosphaeria iberica		Ascomycota		17		0		0		0		0

		Botryosphaeria lutea		Ascomycota		24		0		0		0		0

		Botryosphaeria mamane		Ascomycota		2		0		0		0		0

		Botryosphaeria obtusa		Ascomycota		94		0.010929		0		0		0.003899

		Botryosphaeria parva		Ascomycota		75		0.005525		0		0		0.002079

		Botryosphaeria proteae		Ascomycota		6		0.018072		0		0		0.006085

		Botryosphaeria protearum		Ascomycota		19		0.006098		0		0.005988		0.006122

		Botryosphaeria rhodina		Ascomycota		62		0.020833		0		0.005814		0.006608

		Botryosphaeria ribis		Ascomycota		18		0.010471		0		0		0.003868

		Botryosphaeria sarmentorum		Ascomycota		4		0		0		0		0

		Botryosphaeria stevensii		Ascomycota		17		0.028571		0		0.0125		0.016211

		Botryosphaeria tsugae		Ascomycota		2		0.02809		0		0		0.010081

		Botryosphaeria viticola		Ascomycota		10		0.006757		0		0.006452		0.004338

		Botryotinia fuckeliana		Ascomycota		25		0		0		0		0

		Botryotinia porri		Ascomycota		2		0		0		0		0

		Botryozyma mucatilis		Ascomycota		2		0		0		0.053191		0.019084

		Botryozyma nematodophila		Ascomycota		2		0		0		0		0

		Botrytis elliptica		Ascomycota		8		0		0		0		0

		Botrytis tulipae		Ascomycota		9		0		0		0		0

		Bovista cretacea		Basidiomycota		2		0.010417		0		0		0.004559

		Bovista limosa		Basidiomycota		2		0.082759		0		0.04717		0.051515

		Bovista paludosa		Basidiomycota		2		0.017182		0		0		0.007564

		Bovista plumbea		Basidiomycota		2		0.010345		0		0		0.004545

		Bovistella radicata		Basidiomycota		2		0.035088		0		0.009434		0.014787

		Bridgeoporus nobilissimus		Basidiomycota		16		0.003891		0.006329		0		0.001653

		Brodoa intestiniformis		Ascomycota		2		0		0		0.006623		0.002016

		Bryoglossum gracile		Ascomycota		2		0.006452		0		0.013889		0.006565

		Bryoria fuscescens		Ascomycota		3		0		0		0.006623		0.00202

		Buellia aethalea		Ascomycota		2		0.144385		0.012579		0.1375		0.100791

		Buellia capitis-regum		Ascomycota		2		0.076923		0		0.00625		0.032319

		Buellia disciformis		Ascomycota		3		0.006623		0		0.006211		0.004255

		Buellia elegans		Ascomycota		2		0.18593		0.025316		0.130435		0.121154

		Buellia frigida		Ascomycota		5		0		0.006329		0		0.001988

		Buergenerula spartinae		Ascomycota		3		0.006667		0		0		0.002083

		Bullera boninensis		Basidiomycota		2		0.011299		0		0		0.004141

		Bullera coprosmaensis		Basidiomycota		2		0		0		0		0

		Bullera mrakii		Basidiomycota		7		0.016575		0		0		0.006135

		Bullera nakhonratchasimensis		Basidiomycota		6		0.008475		0		0		0.004444

		Bullera oryzae		Basidiomycota		2		0.008475		0		0		0.002494

		Bullera pseudoschimicola		Basidiomycota		6		0.016043		0		0		0.006036

		Bullera sakaeratica		Basidiomycota		4		0.004348		0		0		0.001131

		Bullera sinensis		Basidiomycota		3		0		0		0.016529		0.005181

		Bulleromyces albus		Basidiomycota		5		0		0		0.005556		0.002198

		Byssochlamys fulva		Ascomycota		6		0.04918		0		0.00565		0.019305

		Byssochlamys nivea		Ascomycota		12		0		0		0		0

		Byssocorticium atrovirens		Basidiomycota		2		0		0		0		0

		Cadophora fastigiata		Ascomycota		7		0.016949		0		0.012422		0.011211

		Cadophora finlandica		Ascomycota		9		0.02454		0		0.031012		0.01989

		Cadophora gregata		Ascomycota		10		0.004608		0		0		0.001984

		Cadophora hiberna		Ascomycota		3		0.006329		0.006329		0.020134		0.008602

		Cadophora luteo-olivacea		Ascomycota		12		0.004184		0		0		0.001842

		Cadophora malorum		Ascomycota		18		0.032407		0		0.020408		0.019194

		Cadophora melinii		Ascomycota		3		0.062176		0		0.026846		0.032

		Calicium abietinum		Ascomycota		2		0.065217		0.006329		0.092105		0.054656

		Calicium adaequatum		Ascomycota		2		0		0		0.0125		0.004049

		Calicium adspersum		Ascomycota		2		0.01087		0		0.019481		0.010081

		Calicium chlorosporum		Ascomycota		3		0		0.031646		0.100592		0.043137

		Calicium denigratum		Ascomycota		2		0.005208		0.006289		0.039216		0.015873

		Calicium glaucellum		Ascomycota		4		0.040323		0		0.058996		0.036119

		Calicium lenticulare		Ascomycota		2		0.188482		0.018987		0.131579		0.117764

		Calicium quercinum		Ascomycota		4		0		0.006289		0		0.003076

		Calicium salicinum		Ascomycota		7		0.218579		0.006329		0.163522		0.137131

		Calicium viride		Ascomycota		7		0.048649		0		0.012579		0.022

		Calonectria indusiata		Ascomycota		2		0		0		0		0

		Calonectria insularis		Ascomycota		3		0		0		0		0

		Calonectria kyotensis		Ascomycota		15		0		0		0.023529		0.008584

		Calonectria mexicana		Ascomycota		2		0		0		0		0

		Calonectria morganii		Ascomycota		13		0		0		0.006211		0.002188

		Calonectria multiseptata		Ascomycota		2		0		0		0.006061		0.00216

		Calonectria pteridis		Ascomycota		5		0.007246		0		0.006211		0.00547

		Calonectria rumohrae		Ascomycota		2		0		0		0		0

		Calonectria scoparia		Ascomycota		3		0		0		0		0

		Calonectria spathiphylli		Ascomycota		14		0.007246		0		0		0.002193

		Caloplaca albopruinosa		Ascomycota		15		0.060914		0.006289		0.07483		0.047904

		Caloplaca alociza		Ascomycota		12		0.058963		0		0.082192		0.042313

		Caloplaca arcis		Ascomycota		3		0		0		0.005882		0.001859

		Caloplaca aurantia		Ascomycota		2		0		0		0.017857		0.006173

		Caloplaca badioreagens		Ascomycota		6		0.102564		0		0.020548		0.042084

		Caloplaca cerina		Ascomycota		2		0.248756		0		0.230769		0.168561

		Caloplaca chalybaea		Ascomycota		5		0.040921		0.003165		0.042548		0.029591

		Caloplaca citrina		Ascomycota		5		0.009615		0		0.008946		0.006553

		Caloplaca demissa		Ascomycota		3		0.045918		0.006329		0.072727		0.044231

		Caloplaca dichroa		Ascomycota		5		0.016746		0		0.005952		0.01028

		Caloplaca erodens		Ascomycota		5		0		0		0.015371		0.005117

		Caloplaca flavocitrina		Ascomycota		6		0.019139		0		0.005952		0.009346

		Caloplaca flavorubescens		Ascomycota		2		0		0		0		0

		Caloplaca gloriae		Ascomycota		2		0		0		0		0

		Caloplaca obscurella		Ascomycota		2		0.055		0		0.006061		0.022945

		Caloplaca phlogina		Ascomycota		3		0		0.006329		0.023669		0.007533

		Caloplaca subsoluta		Ascomycota		2		0.004831		0.006329		0.012121		0.007547

		Caloplaca variabilis		Ascomycota		8		0.094872		0		0.09915		0.072462

		Calvatia chilensis		Basidiomycota		2		0		0		0		0

		Calvatia cretacea		Basidiomycota		2		0		0		0		0

		Calvatia fragilis		Basidiomycota		10		0.039216		0.006329		0.023256		0.025954

		Calvatia gigantea		Basidiomycota		7		0.007519		0		0.010811		0.00639

		Calvatia turneri		Basidiomycota		3		0.01476		0		0.004717		0.0078

		Calycina herbarum		Ascomycota		2		0.024691		0		0.016529		0.013605

		Calyptella capula		Basidiomycota		3		0.076923		0		0.055556		0.049153

		Camillea obularia		Ascomycota		2		0		0		0.006289		0.001866

		Camillea tinctor		Ascomycota		5		0.176606		0.006329		0.039216		0.087225

		Campanophyllum proboscideum		Basidiomycota		2		0.007326		0		0.008621		0.006033

		Campylocarpon fasciculare		Ascomycota		7		0		0		0.005747		0.00202

		Campylocarpon pseudofasciculare		Ascomycota		2		0.00578		0		0.04918		0.019455

		Candelariella vitellina		Ascomycota		2		0.009346		0		0.039735		0.016827

		Candida albicans		Ascomycota		56		0.007194		0		0		0.00237

		Candida athensensis		Ascomycota		3		0		0		0		0

		Candida bituminiphila		Ascomycota		2		0.01676		0		0		0.005629

		Candida blankii		Ascomycota		2		0		0		0		0

		Candida carpophila		Ascomycota		5		0.011905		0		0.005181		0.006744

		Candida diddensiae		Ascomycota		2		0		0		0		0

		Candida digboiensis		Ascomycota		2		0		0		0		0

		Candida dubliniensis		Ascomycota		40		0		0		0		0

		Candida etchellsii		Ascomycota		11		0		0		0		0

		Candida glabrata		Ascomycota		5		0.007576		0		0.004292		0.003812

		Candida humilis		Ascomycota		4		0.019663		0		0.017621		0.011342

		Candida membranifaciens		Ascomycota		5		0.005		0		0		0.001825

		Candida metapsilosis		Ascomycota		5		0.022293		0		0.007722		0.010135

		Candida novakii		Ascomycota		2		0		0		0.005814		0.002128

		Candida oleophila		Ascomycota		2		0.026042		0		0.048649		0.026168

		Candida orthopsilosis		Ascomycota		2		0		0		0		0

		Candida palmioleophila		Ascomycota		2		0		0		0		0

		Candida parapsilosis		Ascomycota		98		0		0		0		0.002309

		Candida quercitrusa		Ascomycota		3		0.054645		0.012658		0.079787		0.05104

		Candida sinolaborantium		Ascomycota		3		0		0		0.010582		0.003752

		Candida smithsonii		Ascomycota		2		0		0		0		0

		Candida stellata		Ascomycota		2		0		0		0		0

		Candida temnochilae		Ascomycota		3		0.027473		0		0.026178		0.018832

		Candida thermophila		Ascomycota		2		0.003185		0		0		0.001506

		Candida tropicalis		Ascomycota		24		0.007246		0.006309		0.007092		0.009153

		Candida zeylanoides		Ascomycota		10		0.005208		0		0		0.002165

		Capnobotryella renispora		Ascomycota		5		0.006757		0		0		0.002137

		Capnodium coffeae		Ascomycota		2		0		0		0		0

		Capronia epimyces		Ascomycota		3		0.019512		0		0.030769		0.017889

		Capronia munkii		Ascomycota		3		0.004739		0		0		0.001754

		Capronia parasitica		Ascomycota		2		0		0		0		0

		Capronia pilosella		Ascomycota		3		0.005181		0.006289		0		0.001852

		Capronia semiimmersa		Ascomycota		5		0.00504		0		0.016667		0.008365

		Carestiella socia		Ascomycota		2		0		0		0.040462		0.013158

		Carpoligna pleurothecii		Ascomycota		2		0.023392		0.006329		0.023474		0.01845

		Catolechia wahlenbergii		Ascomycota		2		0.017442		0.006329		0		0.008969

		Cavernularia hultenii		Ascomycota		59		0.005495		0		0.006711		0.006122

		Cavernularia lophyrea		Ascomycota		2		0		0		0.064935		0.020243

		Celoporthe dispersa		Ascomycota		6		0.027907		0.012658		0.020548		0.017375

		Cenococcum geophilum		Ascomycota		54		0.046154		0.006329		0.055172		0.038288

		Cephalosporium gramineum		Ascomycota		2		0		0		0		0

		Ceratobasidium albasitensis		Basidiomycota		2		0		0		0.013043		0.005282

		Ceratobasidium cereale		Basidiomycota		5		0.016746		0		0.008734		0.008389

		Ceratobasidium cornigerum		Basidiomycota		7		0.148148		0		0.109312		0.10118

		Ceratocystiopsis manitobensis		Ascomycota		4		0.012422		0		0		0.003992

		Ceratocystis albifundus		Ascomycota		6		0.02439		0.037975		0.027778		0.032189

		Ceratocystis caryae		Ascomycota		3		0.014925		0		0.022624		0.012069

		Ceratocystis coerulescens		Ascomycota		3		0.012346		0.012658		0.025773		0.01751

		Ceratocystis fimbriata		Ascomycota		114		0.094706		0		0.044444		0.050373

		Ceratocystis fujiensis		Ascomycota		3		0		0		0.005848		0.002045

		Ceratocystis laricicola		Ascomycota		16		0		0		0		0

		Ceratocystis paradoxa		Ascomycota		4		0.013986		0.012658		0.022727		0.015385

		Ceratocystis pinicola		Ascomycota		3		0		0		0		0

		Ceratocystis pirilliformis		Ascomycota		3		0.03211		0		0.02		0.019011

		Ceratocystis platani		Ascomycota		2		0		0		0		0

		Ceratocystis polonica		Ascomycota		21		0		0		0		0

		Ceratocystis polychroma		Ascomycota		4		0.005025		0		0		0.002033

		Ceratocystis populicola		Ascomycota		4		0.009009		0		0.014151		0.011804

		Ceratocystis radicicola		Ascomycota		3		0		0.006329		0.012121		0.006356

		Ceratocystis resinifera		Ascomycota		3		0		0		0		0

		Ceratocystis rufipenni		Ascomycota		3		0		0		0		0

		Ceratocystis smalleyi		Ascomycota		3		0.014925		0		0.018018		0.006885

		Ceratocystis variospora		Ascomycota		8		0.175439		0		0.099313		0.106781

		Ceratocystis virescens		Ascomycota		4		0		0		0		0

		Ceratorhiza oryzae-sativae		Basidiomycota		10		0.004444		0		0.008097		0.11042

		Cercospora acaciae-mangii		Ascomycota		3		0		0		0		0

		Cercospora apii		Ascomycota		21		0		0		0		0

		Cercospora beticola		Ascomycota		47		0		0		0		0

		Cercospora canescens		Ascomycota		2		0		0		0		0

		Cercospora capsici		Ascomycota		2		0		0		0		0

		Cercospora caricis		Ascomycota		7		0.034722		0.018868		0.006803		0.015521

		Cercospora cryptomeriicola		Ascomycota		2		0		0.006329		0		0.002193

		Cercospora kikuchii		Ascomycota		13		0		0		0.006897		0.002232

		Cercospora penzigii		Ascomycota		8		0		0		0		0

		Cercospora physalidis		Ascomycota		2		0		0		0		0

		Cercospora rodmanii		Ascomycota		8		0		0		0		0

		Cercospora sojina		Ascomycota		3		0		0		0		0

		Cercospora zeae-maydis		Ascomycota		9		0		0		0		0

		Cercospora zebrina		Ascomycota		3		0		0		0		0

		Cercospora zeina		Ascomycota		2		0		0		0		0

		Cercosporella acroptili		Ascomycota		2		0		0		0		0

		Cerrena unicolor		Basidiomycota		2		0.01		0		0		0.003571

		Cetraria aculeata		Ascomycota		15		0.027624		0		0.019737		0.020747

		Cetraria commixta		Ascomycota		2		0.058201		0		0.05298		0.038153

		Cetraria islandica		Ascomycota		3		0.032787		0		0.013245		0.01626

		Cetraria muricata		Ascomycota		2		0		0		0.025641		0.008048

		Cetraria nigricans		Ascomycota		2		0		0		0		0

		Cetraria nivalis		Ascomycota		3		0.096774		0.006329		0.04		0.050607

		Cetraria odontella		Ascomycota		3		0		0		0.006667		0.004057

		Cetraria sepincola		Ascomycota		3		0.005495		0		0		0.002037

		Cetrariella delisei		Ascomycota		3		0.005464		0.006329		0.006623		0.006098

		Cetrariella fastigiata		Ascomycota		2		0.027027		0		0		0.010163

		Cetrelia braunsiana		Ascomycota		2		0.010753		0		0.013245		0.008081

		Cetrelia cetrarioides		Ascomycota		3		0.037433		0		0.013333		0.018145

		Cetrelia chicitae		Ascomycota		2		0.117647		0.006329		0.066225		0.066532

		Cetrelia japonica		Ascomycota		2		0.112299		0.018987		0.086093		0.074597

		Cetrelia olivetorum		Ascomycota		3		0.207447		0.025316		0.181208		0.145455

		Chaenotheca brachypoda		Ascomycota		2		0		0		0		0

		Chaenotheca chlorella		Ascomycota		3		0.011628		0		0		0.004175

		Chaenotheca furfuracea		Ascomycota		3		0.085227		0.006329		0.181818		0.092213

		Chaenotheca gracilenta		Ascomycota		2		0.091837		0		0		0.035088

		Chaenotheca gracillima		Ascomycota		6		0.084746		0		0.115385		0.069246

		Chaenotheca laevigata		Ascomycota		2		0.034884		0		0.081081		0.037657

		Chaenotheca nitidula		Ascomycota		3		0.005848		0		0.006329		0.002053

		Chaenotheca phaeocephala		Ascomycota		6		0		0		0.013245		0.006173

		Chaenotheca subroscida		Ascomycota		5		0		0		0.006494		0.003067

		Chaenotheca trichialis		Ascomycota		7		0.056818		0		0.070968		0.042945

		Chaenotheca xyloxena		Ascomycota		8		0.019886		0		0.032468		0.022439

		Chaenothecopsis debilis		Ascomycota		2		0.107143		0.025316		0.114754		0.084479

		Chaenothecopsis epithallina		Ascomycota		2		0		0.01875		0		0.005964

		Chaenothecopsis fennica		Ascomycota		2		0		0		0		0

		Chaenothecopsis golubkovae		Ascomycota		2		0.019231		0.012579		0.038043		0.024048

		Chaenothecopsis nana		Ascomycota		2		0.327778		0.018987		0.327586		0.231969

		Chaenothecopsis orientalis		Ascomycota		2		0.204819		0.018987		0.121212		0.116564

		Chaenothecopsis pusilla		Ascomycota		2		0.402299		0.018987		0.395349		0.284872

		Chaenothecopsis tibellii		Ascomycota		2		0		0		0.011834		0.003968

		Chaetocalathus liliputianus		Basidiomycota		2		0		0		0.006993		0.003053

		Chaetomella oblonga		Ascomycota		2		0		0		0		0

		Chaetomella raphigera		Ascomycota		2		0.04717		0		0.025		0.020888

		Chaetomium funicola		Ascomycota		4		0.0306		0		0		0.011187

		Chaetomium globosum		Ascomycota		18		0.017241		0.006329		0.045161		0.022587

		Chaetosphaeria ellisii		Ascomycota		6		0.106667		0		0.046875		0.050459

		Chaetosphaeria hebetiseta		Ascomycota		2		0.046053		0		0.033557		0.026144

		Chaetosphaeria innumera		Ascomycota		2		0.280822		0.050633		0.160839		0.161074

		Chaetosphaeria lapaziana		Ascomycota		3		0.155405		0		0.138889		0.097778

		Chaetosphaeria raciborskii		Ascomycota		5		0.141185		0		0.159722		0.10109

		Chalara microchona		Ascomycota		2		0.025		0		0.02027		0.015021

		Chaunopycnis alba		Ascomycota		3		0.130178		0.012658		0.125749		0.094937

		Chaunopycnis pustulata		Ascomycota		4		0		0		0		0

		Chionosphaera apobasidialis		Basidiomycota		2		0		0		0		0

		Chlorociboria aeruginascens		Ascomycota		3		0.020833		0		0.006944		0.008969

		Chlorociboria aeruginosa		Ascomycota		3		0.025		0.018987		0.020979		0.019523

		Chlorociboria argentinensis		Ascomycota		4		0.053846		0.003165		0.085106		0.045455

		Chlorophyllum agaricoides		Basidiomycota		6		0.003344		0		0.004808		0.003008

		Chlorophyllum brunneum		Basidiomycota		16		0		0		0.004975		0.003086

		Chlorophyllum globosum		Basidiomycota		2		0.006494		0		0.004587		0.004386

		Chlorophyllum hortense		Basidiomycota		5		0.008498		0		0.00463		0.004493

		Chlorophyllum molybdites		Basidiomycota		7		0.003367		0		0.005263		0.004484

		Chlorophyllum olivieri		Basidiomycota		2		0		0		0		0

		Chlorophyllum rachodes		Basidiomycota		9		0.003497		0		0.009479		0.004255

		Choiromyces echinulatus		Ascomycota		2		0		0		0.005587		0.001859

		Chorioactis geaster		Ascomycota		5		0.059076		0.003165		0.043386		0.03264

		Chroogomphus helveticus		Basidiomycota		2		0.004329		0		0		0.00156

		Chroogomphus jamaicensis		Basidiomycota		2		0.004292		0		0.040323		0.017188

		Chroogomphus rutilus		Basidiomycota		3		0.136546		0.006289		0.136		0.098765

		Chroogomphus vinicolor		Basidiomycota		3		0.008734		0		0.008097		0.006299

		Chrysomphalina chrysophylla		Basidiomycota		2		0.005682		0		0		0.001934

		Chrysomphalina grossula		Basidiomycota		2		0.031056		0		0.019608		0.017208

		Chrysomyxa arctostaphyli		Basidiomycota		2		0		0.006289		0.008929		0.004975

		Chrysoporthe austroafricana		Ascomycota		14		0		0		0		0.004255

		Chrysoporthe cubensis		Ascomycota		86		0.005714		0		0.020408		0.010331

		Chrysoporthe doradensis		Ascomycota		4		0		0		0		0

		Chrysoporthe inopina		Ascomycota		3		0		0		0		0

		Chrysoporthella hodgesiana		Ascomycota		3		0		0		0.006757		0.002079

		Chrysosporium carmichaelii		Ascomycota		2		0.029289		0		0.039773		0.024433

		Chrysosporium indicum		Ascomycota		2		0.004739		0		0.006061		0.003745

		Chrysosporium keratinophilum		Ascomycota		2		0		0		0		0

		Chrysosporium merdarium		Ascomycota		2		0.462264		0.044025		0.437126		0.334572

		Chytriomyces hyalinus		Chytridiomycota		2		0.009174		0		0		0.00316

		Cibiessia minutispora		Ascomycota		2		0.006849		0		0		0.002188

		Ciboria batschiana		Ascomycota		8		0		0		0		0

		Ciborinia allii		Ascomycota		2		0		0		0		0

		Cistella acuum		Ascomycota		2		0		0.006329		0		0.002183

		Cladia aggregata		Ascomycota		2		0.39801		0.012658		0.355422		0.268571

		Cladonia anaemica		Ascomycota		2		0.016064		0.012658		0.035503		0.020833

		Cladonia arbuscula		Ascomycota		23		0.024896		0		0.02454		0.017637

		Cladonia atlantica		Ascomycota		2		0.05042		0		0.018072		0.02669

		Cladonia bahiana		Ascomycota		2		0.004167		0		0.012048		0.005319

		Cladonia borealis		Ascomycota		2		0.020661		0		0.024242		0.015929

		Cladonia boryi		Ascomycota		2		0.02834		0		0.006024		0.014011

		Cladonia caroliniana		Ascomycota		2		0.00813		0		0.018072		0.008772

		Cladonia cenotea		Ascomycota		3		0.0125		0		0.024242		0.012433

		Cladonia chlorophaea		Ascomycota		2		0.102804		0.025316		0.125		0.087037

		Cladonia coniocraea		Ascomycota		2		0.165254		0		0.13253		0.108929

		Cladonia consimilis		Ascomycota		2		0.029046		0		0.018182		0.01773

		Cladonia cornuta		Ascomycota		2		0.121339		0.006329		0.10303		0.08363

		Cladonia corymbescens		Ascomycota		2		0.078838		0.006329		0.147929		0.079225

		Cladonia evansii		Ascomycota		2		0		0		0.022599		0.006838

		Cladonia fimbriata		Ascomycota		2		0.534483		0.18239		0.569767		0.455426

		Cladonia floerkeana		Ascomycota		2		0.004132		0		0.017964		0.007055

		Cladonia fruticulosa		Ascomycota		2		0.034043		0.012658		0.037736		0.028986

		Cladonia furcata		Ascomycota		2		0.117409		0.006329		0.076923		0.074913

		Cladonia gracilis		Ascomycota		3		0.018605		0		0.055901		0.023132

		Cladonia grayi		Ascomycota		4		0.032303		0		0.069831		0.036128

		Cladonia hedbergii		Ascomycota		2		0.029289		0		0.012121		0.016014

		Cladonia lepidophora		Ascomycota		4		0.006198		0		0		0.002655

		Cladonia leporina		Ascomycota		2		0.032922		0.006329		0.03012		0.024691

		Cladonia lopezii		Ascomycota		3		0.020492		0		0.006024		0.012324

		Cladonia macilenta		Ascomycota		3		0.016529		0.006329		0.024096		0.015901

		Cladonia merochlorophaea		Ascomycota		2		0.028037		0		0.017964		0.016698

		Cladonia metacorallifera		Ascomycota		2		0		0		0.023952		0.007055

		Cladonia mitis		Ascomycota		22		0.0125		0		0.006135		0.012346

		Cladonia perforata		Ascomycota		2		0.012397		0		0.006024		0.007067

		Cladonia peziziformis		Ascomycota		3		0.208696		0.012658		0.111111		0.123636

		Cladonia pleurota		Ascomycota		4		0.004132		0		0		0.002655

		Cladonia pocillum		Ascomycota		4		0.045982		0		0.027607		0.026945

		Cladonia pycnoclada		Ascomycota		3		0.008		0		0		0.003448

		Cladonia pyxidata		Ascomycota		3		0.159836		0.012658		0.109091		0.104056

		Cladonia rangiformis		Ascomycota		2		0.004566		0.006329		0		0.00369

		Cladonia rappii		Ascomycota		2		0.03913		0		0.081871		0.041145

		Cladonia scabriuscula		Ascomycota		4		0.028689		0		0.045732		0.024713

		Cladonia signata		Ascomycota		2		0.134694		0		0.042945		0.070671

		Cladonia strepsilis		Ascomycota		2		0		0		0.017964		0.00531

		Cladonia subchordalis		Ascomycota		3		0.004167		0		0.005917		0.003527

		Cladonia subsubulata		Ascomycota		3		0.004184		0		0		0.001779

		Cladonia subtenuis		Ascomycota		31		0.023121		0		0.026316		0.018519

		Cladonia subulata		Ascomycota		2		0		0		0		0

		Cladophialophora arxii		Ascomycota		2		0.029268		0		0.010471		0.014414

		Cladophialophora bantiana		Ascomycota		9		0.017246		0		0.005348		0.009059

		Cladophialophora carrionii		Ascomycota		20		0.010204		0		0.011173		0.007491

		Cladophialophora emmonsii		Ascomycota		2		0.010152		0		0		0.003656

		Cladophialophora minutissima		Ascomycota		11		0.039773		0		0.030864		0.028169

		Cladosporium cladosporioide		Ascomycota		4		0		0		0		0

		Cladosporium cladosporioides		Ascomycota		54		0.019355		0		0.006667		0.012959

		Cladosporium langeronii		Ascomycota		7		0.018634		0		0		0.006316

		Cladosporium malorum		Ascomycota		4		0.004964		0		0.0125		0.0077

		Cladosporium musae		Ascomycota		4		0		0		0.019704		0.00786

		Cladosporium oxysporum		Ascomycota		8		0.006135		0		0		0.002096

		Cladosporium porophorum		Ascomycota		2		0.033981		0		0		0.013333

		Cladosporium sphaerospermum		Ascomycota		36		0.086651		0		0.019868		0.038544

		Cladosporium tenuissimum		Ascomycota		12		0		0		0		0.002128

		Clathrosporium intricatum		Ascomycota		4		0.033333		0		0.02069		0.020258

		Clavariadelphus truncatus		Basidiomycota		2		0.547619		0.069182		0.415385		0.352227

		Claviceps africana		Ascomycota		3		0		0		0		0

		Claviceps cynodontis		Ascomycota		3		0		0		0		0

		Claviceps cyperi		Ascomycota		2		0.011029		0		0.005525		0.006547

		Claviceps fusiformis		Ascomycota		2		0.010471		0.006329		0		0.005597

		Claviceps maximensis		Ascomycota		2		0		0		0.005405		0.002083

		Claviceps panicoidearum		Ascomycota		2		0.006369		0		0		0.00198

		Claviceps paspali		Ascomycota		2		0.02649		0		0.284211		0.116232

		Claviceps purpurea		Ascomycota		15		0.027473		0.006329		0.005587		0.011538

		Claviceps pusilla		Ascomycota		2		0		0		0.005525		0.001942

		Claviceps sorghi		Ascomycota		3		0.005405		0		0.021978		0.009524

		Claviceps sorghicola		Ascomycota		3		0		0.006329		0.005291		0.001984

		Clavulina cinerea		Basidiomycota		2		0.019139		0.012658		0.036885		0.02455

		Clavulina cristata		Basidiomycota		4		0.002381		0		0.008368		0.00433

		Clitocybe nebularis		Basidiomycota		3		0		0		0		0

		Clitocybe subvelosa		Basidiomycota		3		0.259843		0.012658		0.269058		0.201575

		Clitopilus prunulus		Basidiomycota		2		0.030172		0		0.030303		0.022109

		Clonostachys phyllophila		Ascomycota		2		0.012821		0		0.087209		0.034979

		Coccidioides immitis		Ascomycota		11		0.009217		0		0.023952		0.012891

		Coccidioides posadasii		Ascomycota		17		0		0		0.003012		0.001845

		Cochliobolus australiensis		Ascomycota		4		0.008772		0		0.042424		0.020576

		Cochliobolus carbonum		Ascomycota		2		0.005814		0		0		0.002004

		Cochliobolus heterostrophus		Ascomycota		6		0		0		0		0

		Cochliobolus lunatus		Ascomycota		8		0.039083		0		0.050898		0.029671

		Cochliobolus peregianensis		Ascomycota		2		0		0		0.005917		0.002004

		Cochliobolus ravenelii		Ascomycota		2		0.005263		0		0		0.001969

		Cochliobolus sativus		Ascomycota		3		0.005882		0		0		0.001953

		Cochliobolus verruculosus		Ascomycota		2		0.011834		0		0		0.00396

		Cochliobolus victoriae		Ascomycota		3		0.005882		0		0		0.002012

		Coelopogon epiphorellus		Ascomycota		2		0		0		0		0

		Cokeromyces recurvatus		Zygomycota		2		0.004348		0		0.005025		0.003413

		Colacogloea peniophorae		Basidiomycota		2		0		0		0		0

		Colletogloeopsis dimorpha		Ascomycota		2		0		0		0		0

		Colletotrichum boninense		Ascomycota		20		0.031579		0		0.012739		0.015968

		Colletotrichum capsici		Ascomycota		37		0.00578		0		0		0.004065

		Colletotrichum caudatum		Ascomycota		5		0.039474		0		0.006993		0.01547

		Colletotrichum cereale		Ascomycota		7		0		0		0		0

		Colletotrichum coccodes		Ascomycota		10		0		0		0		0.00432

		Colletotrichum crassipes		Ascomycota		4		0.138728		0		0.054172		0.086365

		Colletotrichum dematium		Ascomycota		25		0.074713		0		0.034722		0.043121

		Colletotrichum destructivum		Ascomycota		10		0.016304		0		0.01875		0.014113

		Colletotrichum dracaenophilum		Ascomycota		4		0		0		0		0

		Colletotrichum fragariae		Ascomycota		11		0.00578		0		0		0.00409

		Colletotrichum fuscum		Ascomycota		3		0.027322		0.006329		0.018987		0.018036

		Colletotrichum higginsianum		Ascomycota		2		0		0		0.012579		0.004

		Colletotrichum linicola		Ascomycota		3		0.021277		0		0.006289		0.009901

		Colletotrichum lupini		Ascomycota		14		0		0		0.006369		0.002016

		Colletotrichum musae		Ascomycota		13		0.005682		0		0		0.002033

		Colletotrichum orbiculare		Ascomycota		5		0.006154		0		0		0.002081

		Colletotrichum sublineolum		Ascomycota		8		0		0		0		0

		Colletotrichum trichellum		Ascomycota		5		0.002857		0		0.003472		0.002188

		Colletotrichum trifolii		Ascomycota		2		0.268817		0		0.1625		0.150794

		Colletotrichum truncatum		Ascomycota		19		0.186441		0		0.082803		0.089249

		Collybia butyracea		Basidiomycota		2		0		0.006289		0		0.001429

		Collybia cirrhata		Basidiomycota		12		0		0		0.009569		0.005

		Collybia cookei		Basidiomycota		9		0.01882		0		0.004695		0.00821

		Collybia dryophila		Basidiomycota		2		0.009091		0.155914		0.025641		0.05277

		Collybia marasmioides		Basidiomycota		5		0.009009		0		0.00975		0.007412

		Collybia subnuda		Basidiomycota		5		0		0		0.003356		0.002882

		Collybia tuberosa		Basidiomycota		11		0.00431		0		0		0.001669

		Colpoma quercinum		Ascomycota		2		0.056338		0.012658		0.02069		0.029213

		Coltricia perennis		Basidiomycota		3		0.004808		0		0.007194		0.003106

		Conidiobolus coronatus		Zygomycota		2		0.09375		0		0.043624		0.048601

		Coniophora arida		Basidiomycota		6		0.014286		0		0.024242		0.015491

		Coniophora marmorata		Basidiomycota		2		0		0		0.009615		0.003436

		Coniophora olivacea		Basidiomycota		3		0.03653		0		0.02451		0.024055

		Coniophora puteana		Basidiomycota		107		0.004608		0		0.007519		0.004695

		Coniosporium apollinis		Ascomycota		3		0.090395		0		0.115607		0.070866

		Coniothyrium cereale		Ascomycota		2		0		0		0.012821		0.00396

		Coniothyrium minitans		Ascomycota		3		0		0		0		0

		Coniothyrium palmarum		Ascomycota		2		0		0		0		0

		Coniothyrium sporulosum		Ascomycota		6		0.071795		0		0.019355		0.031381

		Coniothyrium zuluense		Ascomycota		72		0.048611		0		0.013333		0.019912

		Conocybe lactea		Basidiomycota		8		0.051957		0		0.027414		0.034779

		Conotrema populorum		Ascomycota		3		0		0		0		0

		Cookeina colensoi		Ascomycota		9		0.017751		0		0.032432		0.019531

		Cookeina insititia		Ascomycota		4		0		0		0		0

		Cookeina sinensis		Ascomycota		2		0.010989		0.012658		0.027027		0.01711

		Cookeina speciosa		Ascomycota		16		0.136564		0		0.114286		0.091964

		Cookeina tricholoma		Ascomycota		8		0.005556		0		0.005464		0.001919

		Cookeina venezuelae		Ascomycota		4		0.076471		0.012579		0.047368		0.046243

		Coprinellus curtus		Basidiomycota		3		0.012712		0		0.005405		0.006908

		Coprinellus disseminatus		Basidiomycota		4		0.057338		0.009454		0.014354		0.030989

		Coprinellus micaceus		Basidiomycota		2		0.059761		0.0125		0.028986		0.037217

		Coprinellus radians		Basidiomycota		3		0.069959		0.006329		0.057971		0.047697

		Coprinopsis cinerea		Basidiomycota		4		0.004065		0		0.010152		0.006633

		Coprinopsis echinospora		Basidiomycota		7		0.036735		0.006329		0.024272		0.026403

		Coprinopsis phlyctidospora		Basidiomycota		11		0.008264		0		0.005		0.006656

		Coprinopsis stercorea		Basidiomycota		3		0.208163		0.018987		0.204651		0.159677

		Coprinus comatus		Basidiomycota		2		0.046512		0		0.037915		0.030822

		Coprinus cordisporus		Basidiomycota		18		0.053097		0		0.037037		0.032986

		Cordyceps bassiana		Ascomycota		232		0.018634		0.006329		0.018519		0.014523

		Cordyceps brittlebankisoides		Ascomycota		9		0.041897		0		0.011299		0.017791

		Cordyceps brongniartii		Ascomycota		21		0.030864		0		0.030864		0.03112

		Cordyceps capitata		Ascomycota		7		0.131737		0		0.069182		0.077083

		Cordyceps chlamydosporia		Ascomycota		3		0		0		0.005128		0.001901

		Cordyceps cylindrica		Ascomycota		3		0.469136		0.06962		0.471338		0.393939

		Cordyceps formicarum		Ascomycota		2		0		0		0		0

		Cordyceps gracilis		Ascomycota		2		0		0		0.005618		0.001912

		Cordyceps gunnii		Ascomycota		11		0.090476		0.006329		0.019512		0.041522

		Cordyceps heteropoda		Ascomycota		3		0.371859		0.031646		0.244444		0.229205

		Cordyceps kyushuensis		Ascomycota		2		0.006667		0		0.012346		0.006383

		Cordyceps memorabilis		Ascomycota		2		0		0		0		0

		Cordyceps militaris		Ascomycota		43		0		0		0.006211		0.002092

		Cordyceps myrmecophila		Ascomycota		10		0		0.006289		0		0.002041

		Cordyceps nutans		Ascomycota		8		0.496212		0.097484		0.487303		0.360149

		Cordyceps ophioglossoides		Ascomycota		10		0.012346		0		0.024691		0.012448

		Cordyceps paradoxa		Ascomycota		2		0.018293		0		0.042683		0.020576

		Cordyceps pruinosa		Ascomycota		4		0.093923		0		0.079927		0.059642

		Cordyceps pseudomilitaris		Ascomycota		2		0.01087		0		0		0.004016

		Cordyceps robertsii		Ascomycota		2		0.33871		0.012658		0.32973		0.238185

		Cordyceps sinensis		Ascomycota		102		0.018987		0.018987		0.034091		0.022358

		Cordyceps sobolifera		Ascomycota		6		0.149068		0		0.167488		0.111111

		Cordyceps sphecocephala		Ascomycota		4		0.335801		0.04321		0.220595		0.194853

		Cordyceps taii		Ascomycota		4		0.007463		0		0.011236		0.006383

		Cordyceps takaomontana		Ascomycota		5		0		0		0		0

		Cordyceps tricentri		Ascomycota		2		0.169231		0.012579		0.071429		0.079007

		Coriolopsis caperata		Basidiomycota		2		0.018987		0.006329		0.275093		0.133333

		Cornicularia normoerica		Ascomycota		3		0.06383		0.006329		0.033113		0.036217

		Cortinarius acutovelatus		Basidiomycota		3		0.012552		0		0.005814		0.006579

		Cortinarius albertii		Basidiomycota		5		0		0		0		0

		Cortinarius alboroseus		Basidiomycota		2		0		0		0.009756		0.0033

		Cortinarius alboviolaceus		Basidiomycota		4		0.018182		0		0.043011		0.021611

		Cortinarius alcalinophilus		Basidiomycota		9		0		0		0		0.001695

		Cortinarius allutus		Basidiomycota		2		0.088608		0.012658		0.162437		0.102819

		Cortinarius alnetorum		Basidiomycota		3		0.012195		0		0.02		0.011494

		Cortinarius anisatus		Basidiomycota		9		0		0		0		0

		Cortinarius anomalus		Basidiomycota		6		0.008475		0		0.024752		0.011745

		Cortinarius anserinus		Basidiomycota		3		0.004202		0		0.004717		0.003289

		Cortinarius archeri		Basidiomycota		2		0.004566		0		0		0.001715

		Cortinarius arcuatorum		Basidiomycota		7		0.004098		0		0		0.001727

		Cortinarius armeniacus		Basidiomycota		2		0.02439		0		0.016216		0.012876

		Cortinarius armillatus		Basidiomycota		4		0.00934		0		0.010526		0.01082

		Cortinarius atrovirens		Basidiomycota		13		0		0		0		0

		Cortinarius aurantiorufus		Basidiomycota		2		0.190678		0		0.251309		0.158974

		Cortinarius aureocalceolatus		Basidiomycota		6		0.008		0		0.005376		0.005093

		Cortinarius aureofulvus		Basidiomycota		3		0.004386		0		0.005464		0.003515

		Cortinarius aureopulverulentus		Basidiomycota		3		0.00823		0		0.036145		0.014109

		Cortinarius balaustinus		Basidiomycota		2		0.372781		0.006329		0.335106		0.301887

		Cortinarius barbarorum		Basidiomycota		6		0.003984		0		0		0.001686

		Cortinarius bolaris		Basidiomycota		2		0.016129		0		0.004926		0.00821

		Cortinarius boudieri		Basidiomycota		2		0		0		0		0

		Cortinarius bovinus		Basidiomycota		2		0.132075		0		0.191919		0.12233

		Cortinarius brunneus		Basidiomycota		3		0.02381		0		0.015544		0.017274

		Cortinarius caerulescens		Basidiomycota		4		0		0		0		0

		Cortinarius caesiocinctus		Basidiomycota		2		0		0		0		0

		Cortinarius caesiocortinatus		Basidiomycota		2		0.008439		0		0.024155		0.011628

		Cortinarius caesiostramineus		Basidiomycota		2		0.171806		0		0.24		0.156303

		Cortinarius callisteus		Basidiomycota		2		0.016393		0.006329		0.068966		0.031068

		Cortinarius calochrous		Basidiomycota		11		0		0		0		0

		Cortinarius caninus		Basidiomycota		2		0.088235		0		0.044335		0.050083

		Cortinarius caperatus		Basidiomycota		4		0.00605		0		0.024631		0.00995

		Cortinarius caroviolaceus		Basidiomycota		3		0		0		0.005376		0.001678

		Cortinarius catharinae		Basidiomycota		11		0		0		0.005376		0.001672

		Cortinarius cedretorum		Basidiomycota		3		0.004202		0		0		0.001709

		Cortinarius cephalixus		Basidiomycota		3		0		0		0.01005		0.003378

		Cortinarius cisticola		Basidiomycota		7		0		0		0		0.001681

		Cortinarius citrinus		Basidiomycota		8		0		0		0.005348		0.001689

		Cortinarius claroflavus		Basidiomycota		2		0.068293		0		0.15544		0.084532

		Cortinarius coalescens		Basidiomycota		2		0		0		0		0

		Cortinarius coerulescentium		Basidiomycota		2		0		0		0		0

		Cortinarius collariatus		Basidiomycota		2		0.004237		0		0.051887		0.019802

		Cortinarius collinitus		Basidiomycota		5		0.004292		0		0.004902		0.003361

		Cortinarius corrosus		Basidiomycota		4		0.008734		0		0.002703		0.004371

		Cortinarius cotoneus		Basidiomycota		2		0.044118		0		0.014354		0.021016

		Cortinarius croceocaeruleus		Basidiomycota		2		0		0		0		0

		Cortinarius cupreorufus		Basidiomycota		3		0		0		0		0

		Cortinarius delibutus		Basidiomycota		4		0.00813		0		0.019608		0.009868

		Cortinarius diasemospermus		Basidiomycota		2		0.006098		0		0.005348		0.003929

		Cortinarius dibaphus		Basidiomycota		6		0		0		0		0.001667

		Cortinarius dionysae		Basidiomycota		2		0		0		0.00495		0.001689

		Cortinarius dulciolens		Basidiomycota		2		0		0		0.038835		0.013201

		Cortinarius duracinus		Basidiomycota		2		0.018182		0		0.031414		0.01938

		Cortinarius elaiochrous		Basidiomycota		3		0.013889		0		0.024876		0.013962

		Cortinarius elegantior		Basidiomycota		5		0		0		0.005208		0.001678

		Cortinarius elegantissimus		Basidiomycota		9		0		0		0		0.001681

		Cortinarius eufulmineus		Basidiomycota		8		0		0		0		0

		Cortinarius evernius		Basidiomycota		2		0.01227		0		0.020619		0.015414

		Cortinarius favrei		Basidiomycota		2		0.004255		0		0.009709		0.005008

		Cortinarius flavovirens		Basidiomycota		7		0.004049		0		0.005405		0.003328

		Cortinarius flexipes		Basidiomycota		4		0		0		0.010638		0.005906

		Cortinarius fraudulosus		Basidiomycota		2		0.012146		0		0.049505		0.021417

		Cortinarius fulvocitrinus		Basidiomycota		3		0		0		0.010417		0.003373

		Cortinarius gentilis		Basidiomycota		3		0.016949		0		0.021053		0.011342

		Cortinarius glaucescens		Basidiomycota		3		0		0		0.005376		0.001712

		Cortinarius glaucopus		Basidiomycota		6		0.021277		0		0.059113		0.03005

		Cortinarius globuliformis		Basidiomycota		2		0.0125		0		0.014778		0.009983

		Cortinarius gracilior		Basidiomycota		2		0		0		0.005076		0.001678

		Cortinarius haasii		Basidiomycota		7		0		0		0.005319		0.003339

		Cortinarius helvelloides		Basidiomycota		2		0		0		0.010695		0.003922

		Cortinarius hemitrichus		Basidiomycota		2		0.271084		0		0.12766		0.133721

		Cortinarius hercynicus		Basidiomycota		2		0.051282		0.012658		0.033493		0.034942

		Cortinarius herpeticus		Basidiomycota		4		0.013333		0		0.028497		0.014757

		Cortinarius hinnuleoarmillatus		Basidiomycota		5		0		0		0		0

		Cortinarius hinnuleus		Basidiomycota		4		0		0		0		0

		Cortinarius humidicola		Basidiomycota		2		0.118343		0		0.121693		0.088462

		Cortinarius humolens		Basidiomycota		7		0.008368		0		0.005236		0.006689

		Cortinarius infractus		Basidiomycota		6		0.057613		0		0.073171		0.047855

		Cortinarius insignibulbus		Basidiomycota		2		0		0		0.005525		0.001718

		Cortinarius junghuhnii		Basidiomycota		2		0.116564		0		0.160804		0.099617

		Cortinarius langei		Basidiomycota		2		0.143498		0		0.115942		0.095238

		Cortinarius langeorum		Basidiomycota		2		0		0		0.005263		0.001664

		Cortinarius laniger		Basidiomycota		3		0		0		0		0

		Cortinarius lavendulensis		Basidiomycota		2		0		0		0.00495		0.001678

		Cortinarius lilacinovelatus		Basidiomycota		11		0.004132		0		0.005319		0.003401

		Cortinarius limonius		Basidiomycota		5		0.008163		0		0.039024		0.018033

		Cortinarius lucorum		Basidiomycota		2		0.006135		0		0		0.001984

		Cortinarius lustrabilis		Basidiomycota		5		0		0		0.004878		0.001658

		Cortinarius luteolus		Basidiomycota		4		0		0		0		0

		Cortinarius magellanicus		Basidiomycota		2		0.121212		0		0.178744		0.10906

		Cortinarius magicus		Basidiomycota		2		0.004608		0		0.00495		0.003466

		Cortinarius majusculus		Basidiomycota		3		0		0		0.005618		0.001727

		Cortinarius meinhardii		Basidiomycota		3		0		0		0		0

		Cortinarius meleagris		Basidiomycota		2		0.013393		0.006329		0.05314		0.025467

		Cortinarius molochinus		Basidiomycota		3		0		0		0		0

		Cortinarius montanus		Basidiomycota		3		0		0		0		0

		Cortinarius mucosus		Basidiomycota		3		0.008475		0		0.009804		0.006689

		Cortinarius multiformis		Basidiomycota		3		0.136364		0.006329		0.260417		0.155229

		Cortinarius muscigenus		Basidiomycota		2		0		0.012658		0.009756		0.006711

		Cortinarius nanceiensis		Basidiomycota		2		0		0		0		0

		Cortinarius napus		Basidiomycota		2		0.008439		0		0.005464		0.006897

		Cortinarius natalis		Basidiomycota		5		0		0		0		0.001669

		Cortinarius neofurvolaesus		Basidiomycota		9		0		0		0.005556		0.001984

		Cortinarius nymphicolor		Basidiomycota		6		0		0		0		0

		Cortinarius obtusus		Basidiomycota		2		0.139831		0.006329		0.180095		0.120264

		Cortinarius ochraceopallescens		Basidiomycota		6		0.004016		0		0.005348		0.001684

		Cortinarius odoratus		Basidiomycota		4		0		0		0		0

		Cortinarius odorifer		Basidiomycota		3		0		0		0		0

		Cortinarius olearioides		Basidiomycota		9		0.003953		0		0.005291		0.003333

		Cortinarius osmophorus		Basidiomycota		5		0.003846		0		0		0.001695

		Cortinarius paleaceus		Basidiomycota		4		0		0		0.010638		0.005906

		Cortinarius paradoxus		Basidiomycota		3		0		0.012658		0.024038		0.011609

		Cortinarius parasuaveolens		Basidiomycota		7		0		0		0.005556		0.001698

		Cortinarius percomis		Basidiomycota		3		0.190871		0.012658		0.236967		0.166397

		Cortinarius persicanus		Basidiomycota		2		0		0		0.00495		0.001684

		Cortinarius pholideus		Basidiomycota		2		0.018293		0		0.005208		0.007782

		Cortinarius platypus		Basidiomycota		7		0.004032		0		0.005464		0.005085

		Cortinarius porphyropus		Basidiomycota		3		0.021097		0		0.050505		0.02521

		Cortinarius praestans		Basidiomycota		3		0		0		0.005		0.001684

		Cortinarius prasinus		Basidiomycota		7		0		0		0.005525		0.00173

		Cortinarius provencalis		Basidiomycota		2		0.03719		0		0.112299		0.051107

		Cortinarius pseudoglaucopus		Basidiomycota		2		0		0		0		0

		Cortinarius pulchellus		Basidiomycota		2		0		0		0.010638		0.003937

		Cortinarius quercus-ilicis		Basidiomycota		9		0		0		0		0.001689

		Cortinarius rapaceoides		Basidiomycota		3		0		0		0		0

		Cortinarius rapaceotomentosus		Basidiomycota		3		0.027027		0		0		0.01157

		Cortinarius rotundisporus		Basidiomycota		4		0.03		0		0.017157		0.024958

		Cortinarius rubellus		Basidiomycota		2		0.020661		0		0.019802		0.014876

		Cortinarius rubrovioleipes		Basidiomycota		5		0		0		0		0

		Cortinarius rufo-olivaceus		Basidiomycota		3		0.008264		0		0		0.003407

		Cortinarius saginus		Basidiomycota		3		0		0		0		0

		Cortinarius salor		Basidiomycota		4		0.160256		0		0.155188		0.115288

		Cortinarius saniosus		Basidiomycota		19		0		0		0.020101		0.007859

		Cortinarius saporatus		Basidiomycota		6		0.011765		0		0		0.005076

		Cortinarius scaurus		Basidiomycota		7		0.016949		0		0.030612		0.025338

		Cortinarius sebosus		Basidiomycota		2		0		0		0		0

		Cortinarius semisanguineus		Basidiomycota		2		0.041841		0		0.067961		0.039801

		Cortinarius sinapicolor		Basidiomycota		2		0		0.006289		0.004831		0.003289

		Cortinarius sodagnitus		Basidiomycota		7		0.00823		0		0		0.003413

		Cortinarius sordidemaculatus		Basidiomycota		6		0.011905		0		0		0.005825

		Cortinarius spectabilis		Basidiomycota		2		0.003984		0		0		0.001684

		Cortinarius splendens		Basidiomycota		4		0		0		0		0

		Cortinarius splendidior		Basidiomycota		2		0		0		0		0

		Cortinarius suaveolens		Basidiomycota		2		0.004082		0		0		0.001706

		Cortinarius subcastanellus		Basidiomycota		5		0.027399		0		0.043914		0.026706

		Cortinarius subtortus		Basidiomycota		2		0		0		0		0

		Cortinarius sulphurinus		Basidiomycota		4		0		0		0		0

		Cortinarius talus		Basidiomycota		3		0.064103		0.012658		0.115578		0.067682

		Cortinarius terpsichores		Basidiomycota		2		0		0		0.00495		0.001678

		Cortinarius torvus		Basidiomycota		2		0.006173		0		0.005319		0.003937

		Cortinarius traganus		Basidiomycota		6		0		0		0.005319		0.001965

		Cortinarius triumphans		Basidiomycota		2		0		0		0		0

		Cortinarius trivialis		Basidiomycota		3		0.05		0.006329		0.05314		0.041186

		Cortinarius umbilicatus		Basidiomycota		2		0.012346		0		0.030303		0.015444

		Cortinarius walpolensis		Basidiomycota		2		0		0		0		0

		Cortinarius vanduzerensis		Basidiomycota		2		0.016327		0		0.014354		0.011438

		Cortinarius variicolor		Basidiomycota		4		0		0		0		0

		Cortinarius varius		Basidiomycota		2		0		0		0		0

		Cortinarius vesterholtii		Basidiomycota		5		0		0		0		0

		Cortinarius vibratilis		Basidiomycota		4		0.19877		0		0.230924		0.158862

		Cortinarius violaceus		Basidiomycota		8		0.017094		0.012579		0.028708		0.021452

		Cortinarius viridocoeruleus		Basidiomycota		3		0.012346		0		0.014563		0.00495

		Cortinarius xanthochlorus		Basidiomycota		7		0		0		0		0

		Cortinarius xanthophyllus		Basidiomycota		5		0.004167		0		0.010363		0.005111

		Corynascus sepedonium		Ascomycota		3		0.061728		0.037975		0		0.033543

		Corynascus sexualis		Ascomycota		2		0.155172		0.025316		0.056962		0.081633

		Corynespora cassiicola		Ascomycota		10		0.006711		0		0.006098		0.006369

		Cosmospora vilior		Ascomycota		5		0.026089		0		0.012702		0.015616

		Craterellus tubaeformis		Basidiomycota		3		0.372093		0.004926		0.240385		0.197256

		Creosphaeria sassafras		Ascomycota		4		0.01087		0		0.008929		0.006608

		Cronartium coleosporioides		Basidiomycota		7		0.004		0.006329		0.006993		0.004769

		Cronartium comandrae		Basidiomycota		5		0		0.003165		0.023256		0.009646

		Cronartium flaccidum		Basidiomycota		27		0.003922		0		0.004049		0.00303

		Cronartium quercuum		Basidiomycota		6		0.055118		0.006329		0.008929		0.028257

		Cronartium ribicola		Basidiomycota		12		0		0.006329		0		0.001721

		Cryphonectria havanensis		Ascomycota		3		0.034632		0		0.006849		0.015009

		Cryphonectria macrospora		Ascomycota		2		0		0		0		0

		Cryphonectria nitschkei		Ascomycota		9		0.030303		0		0		0.014031

		Cryphonectria parasitica		Ascomycota		32		0.009132		0		0		0.005195

		Cryphonectria radicalis		Ascomycota		11		0.012821		0		0		0.005505

		Cryptococcus adeliensis		Basidiomycota		4		0		0		0		0

		Cryptococcus aerius		Basidiomycota		3		0		0		0		0

		Cryptococcus albidosimilis		Basidiomycota		2		0		0		0		0

		Cryptococcus albidus		Basidiomycota		18		0.006494		0		0.004545		0.003759

		Cryptococcus aquaticus		Basidiomycota		3		0.016484		0		0.025532		0.015652

		Cryptococcus aureus		Basidiomycota		5		0		0		0.00578		0.00681

		Cryptococcus bacillisporus		Basidiomycota		83		0		0		0.005525		0.00432

		Cryptococcus carnescens		Basidiomycota		3		0.007353		0		0		0.002304

		Cryptococcus curvatus		Basidiomycota		14		0		0		0		0

		Cryptococcus cylindricus		Basidiomycota		2		0.023952		0		0.035088		0.0217

		Cryptococcus diffluens		Basidiomycota		14		0		0		0		0

		Cryptococcus festucosus		Basidiomycota		2		0.008547		0		0		0.002053

		Cryptococcus flavescens		Basidiomycota		21		0.009091		0		0		0.002268

		Cryptococcus friedmannii		Basidiomycota		2		0		0		0		0

		Cryptococcus gastricus		Basidiomycota		3		0.006757		0		0.004098		0.003636

		Cryptococcus humicola		Basidiomycota		13		0.008333		0		0		0.002242

		Cryptococcus laurentii		Basidiomycota		11		0.026549		0		0.044693		0.026667

		Cryptococcus liquefaciens		Basidiomycota		3		0		0		0		0

		Cryptococcus luteolus		Basidiomycota		13		0		0		0		0

		Cryptococcus macerans		Basidiomycota		4		0.034483		0		0.019077		0.020393

		Cryptococcus magnus		Basidiomycota		16		0.007299		0		0		0.001855

		Cryptococcus nyarrowii		Basidiomycota		3		0		0		0.004717		0.002101

		Cryptococcus oeirensis		Basidiomycota		6		0.173554		0		0.016461		0.047893

		Cryptococcus paraflavus		Basidiomycota		2		0.018182		0		0.012422		0.009324

		Cryptococcus podzolicus		Basidiomycota		4		0		0		0.006173		0.002347

		Cryptococcus rajasthanensis		Basidiomycota		2		0		0		0.005556		0.002227

		Cryptococcus ramirezgomezianus		Basidiomycota		3		0.009091		0		0		0.002315

		Cryptococcus saitoi		Basidiomycota		3		0.006024		0		0		0.001828

		Cryptococcus statzelliae		Basidiomycota		2		0		0		0		0

		Cryptococcus stepposus		Basidiomycota		2		0.012821		0		0		0.003591

		Cryptococcus terricola		Basidiomycota		3		0.018182		0		0.0181		0.012868

		Cryptococcus victoriae		Basidiomycota		14		0.052632		0		0.028169		0.025463

		Cryptococcus wieringae		Basidiomycota		4		0		0		0		0

		Cryptococcus vishniacii		Basidiomycota		17		0		0		0		0

		Cryptococcus zeae		Basidiomycota		5		0.009174		0		0		0.002564

		Cryptodiaporthe aesculi		Ascomycota		2		0		0		0		0

		Cryptosporiopsis actinidiae		Ascomycota		9		0		0		0		0

		Cryptosporiopsis ericae		Ascomycota		6		0		0		0		0

		Cryptosporiopsis rhizophila		Ascomycota		9		0		0		0		0

		Cryptotrichosporon anacardii		Basidiomycota		5		0		0		0		0

		Cryptovalsa ampelina		Ascomycota		6		0		0		0		0

		Cudonia lutea		Ascomycota		3		0.060606		0.006329		0.033113		0.031746

		Cudoniella clavus		Ascomycota		2		0		0		0.006711		0.002151

		Cunninghamella bainieri		Zygomycota		2		0.021201		0.006452		0.057143		0.030817

		Cunninghamella bertholletiae		Zygomycota		2		0.066246		0.012821		0.094595		0.071327

		Cunninghamella elegans		Zygomycota		5		0.005844		0		0.028148		0.011354

		Cunninghamella intermedia		Zygomycota		2		0.188552		0.019355		0.023324		0.087391

		Curvibasidium pallidicorallinum		Basidiomycota		3		0.013605		0		0.00463		0.003839

		Curvularia affinis		Ascomycota		2		0.022599		0		0.042169		0.021956

		Curvularia inaequalis		Ascomycota		4		0.039157		0		0.006007		0.017456

		Curvularia trifolii		Ascomycota		3		0.026042		0		0.029586		0.019268

		Cyathus africanus		Basidiomycota		2		0.007407		0		0.016667		0.008982

		Cylindrobasidium evolvens		Basidiomycota		2		0		0		0.006944		0.002976

		Cylindrobasidium laeve		Basidiomycota		2		0		0		0		0

		Cylindrocarpon didymum		Ascomycota		2		0		0.018868		0.01227		0.011261

		Cylindrocarpon liriodendri		Ascomycota		4		0		0		0		0

		Cylindrocladiella camelliae		Ascomycota		2		0		0		0		0

		Cylindrocladiella elegans		Ascomycota		2		0.007246		0		0.011765		0.006438

		Cylindrocladiella lageniformis		Ascomycota		8		0		0		0		0

		Cylindrocladiella parva		Ascomycota		5		0		0		0		0

		Cylindrocladiella peruviana		Ascomycota		15		0		0		0		0

		Cylindrocladium buxicola		Ascomycota		2		0		0		0		0

		Cylindrocladium canadense		Ascomycota		3		0		0		0		0

		Cylindrocladium gracile		Ascomycota		7		0.007194		0		0.006211		0.002188

		Cylindrocladium pacificum		Ascomycota		4		0		0		0		0

		Cylindrocladium quinqueseptatum		Ascomycota		2		0		0		0		0

		Cylindrocladium spathulatum		Ascomycota		6		0		0		0		0

		Cyphelium inquinans		Ascomycota		3		0.010929		0		0.006211		0.005976

		Cyphelium tigillare		Ascomycota		2		0.005102		0		0.011765		0.005725

		Cyphellopsis anomala		Basidiomycota		4		0.025736		0		0		0.01114

		Cystofilobasidium capitatum		Basidiomycota		2		0		0		0		0

		Cystofilobasidium ferigula		Basidiomycota		2		0.014388		0		0.004274		0.00565

		Cystofilobasidium infirmominiatum		Basidiomycota		2		0		0		0		0

		Cystolepiota pulverulenta		Basidiomycota		3		0.023346		0		0.041667		0.023772

		Cystotheca lanestris		Ascomycota		3		0.023669		0		0.041379		0.021186

		Cytospora abyssinica		Ascomycota		3		0.009804		0.012658		0.096774		0.040146

		Cytospora berkeleyi		Ascomycota		2		0		0		0		0

		Cytospora disciformis		Ascomycota		2		0.015075		0		0.025907		0.014545

		Cytospora nitschkii		Ascomycota		2		0		0		0.108108		0.0369

		Cytospora sacchari		Ascomycota		2		0.235556		0		0.146597		0.141115

		Cytospora variostromatica		Ascomycota		5		0.047393		0.006329		0.049633		0.032727

		Dactylaria higginsii		Ascomycota		3		0.209302		0.006329		0.222826		0.151261

		Dactylaria junci		Ascomycota		2		0.082645		0		0.022857		0.030837

		Dactylella candida		Ascomycota		2		0.006024		0.012658		0		0.006024

		Dactylella heptameres		Ascomycota		2		0.034653		0		0.010638		0.016423

		Dactylella mammillata		Ascomycota		2		0.021429		0.006329		0.02907		0.019149

		Dactylella oviparasitica		Ascomycota		5		0.007018		0		0.098272		0.036051

		Dactylella oxyspora		Ascomycota		7		0.005814		0		0.005556		0.003929

		Dactylella rhopalota		Ascomycota		5		0.005128		0		0.005714		0.004735

		Dactylellina ellipsospora		Ascomycota		3		0.297297		0		0.166667		0.158607

		Dactylellina robusta		Ascomycota		2		0.181319		0.012658		0.291429		0.16699

		Daldinia caldariorum		Ascomycota		2		0.020134		0.031447		0.036585		0.029661

		Daldinia concentrica		Ascomycota		13		0.005814		0		0		0.002004

		Daldinia decipiens		Ascomycota		4		0.002841		0		0.011765		0.00496

		Daldinia eschscholzii		Ascomycota		9		0.018405		0		0.006135		0.010331

		Daldinia fissa		Ascomycota		8		0		0		0		0

		Daldinia loculata		Ascomycota		11		0		0		0		0

		Daldinia petriniae		Ascomycota		8		0		0		0		0

		Daldinia placentiformis		Ascomycota		2		0.188889		0.025316		0.206061		0.143141

		Dasyscyphus fuscescens		Ascomycota		5		0.013072		0		0.027304		0.014159

		Davidiella allii-cepae		Ascomycota		3		0		0		0		0

		Davidiella macrospora		Ascomycota		2		0		0		0		0

		Davidiella tassiana		Ascomycota		41		0		0		0		0

		Debaryomyces carsonii		Ascomycota		3		0.004878		0		0.010363		0.003656

		Debaryomyces etchellsii		Ascomycota		2		0.015		0		0.01005		0.008977

		Debaryomyces hansenii		Ascomycota		53		0.015075		0.012658		0		0.009058

		Debaryomyces maramus		Ascomycota		2		0.034653		0.006329		0.005128		0.016216

		Debaryomyces melissophilus		Ascomycota		2		0.015152		0		0		0.005455

		Degelia plumbea		Ascomycota		2		0.012987		0		0.028369		0.013245

		Dekkera anomala		Ascomycota		2		0		0		0		0

		Dendrocollybia racemosa		Basidiomycota		5		0.003817		0		0		0.00165

		Dendryphiella arenaria		Ascomycota		21		0.006173		0		0.006173		0.003145

		Dendryphiella salina		Ascomycota		14		0		0		0		0

		Dendryphion penicillatum		Ascomycota		15		0.00578		0		0		0.002114

		Dermatocarpon americanum		Ascomycota		2		0.143646		0.025157		0.138365		0.104

		Dermatocarpon leptophyllum		Ascomycota		2		0.01676		0.018987		0.025316		0.022177

		Dermatocarpon luridum		Ascomycota		2		0.027624		0.018987		0.018868		0.022088

		Dermatocarpon meiophyllizum		Ascomycota		3		0.039326		0.025157		0.02		0.02444

		Dermatocarpon miniatum		Ascomycota		2		0.49162		0.082278		0.449704		0.351085

		Dermatocarpon taminium		Ascomycota		5		0.041544		0.006329		0.050314		0.036145

		Dermocybe aurantiobasis		Basidiomycota		10		0.012712		0		0.004926		0.008375

		Dermocybe cinnamomea		Basidiomycota		3		0.042373		0		0.043689		0.031509

		Dermocybe fervida		Basidiomycota		2		0.046414		0		0.033816		0.0299

		Dermocybe malicoria		Basidiomycota		28		0.008439		0		0.009709		0.006667

		Dermocybe marylandensis		Basidiomycota		2		0.008475		0		0.004902		0.005017

		Dermocybe olivaceopicta		Basidiomycota		2		0.016667		0		0.043269		0.021452

		Dermocybe phoenicea		Basidiomycota		5		0.02748		0		0.033735		0.025768

		Dermocybe sanguinea		Basidiomycota		5		0.044402		0.012579		0.050125		0.038843

		Dermocybe semisanguinea		Basidiomycota		29		0.012821		0		0.004878		0.006723

		Descolea antarctica		Basidiomycota		2		0.050847		0.006329		0.009217		0.02455

		Descolea gunnii		Basidiomycota		2		0.023904		0.006329		0		0.011309

		Descolea maculata		Basidiomycota		2		0.110236		0.006329		0.055046		0.065079

		Descolea phlebophora		Basidiomycota		3		0.046693		0		0		0.019169

		Descolea recedens		Basidiomycota		3		0.031373		0		0.009259		0.015898

		Descomyces albus		Basidiomycota		4		0.045194		0		0.038462		0.030771

		Descomyces angustisporus		Basidiomycota		2		0		0		0		0

		Devriesia acadiensis		Ascomycota		4		0.03027		0		0.02069		0.0166

		Devriesia shelburniensis		Ascomycota		4		0		0		0		0

		Devriesia staurophora		Ascomycota		3		0.006849		0		0.006944		0.002232

		Devriesia thermodurans		Ascomycota		4		0.007042		0		0.027397		0.011211

		Diaporthe ambigua		Ascomycota		20		0		0		0		0

		Diaporthe angelicae		Ascomycota		2		0		0		0.006369		0.001953

		Diaporthe arctii		Ascomycota		2		0.263441		0		0.094937		0.12749

		Diaporthe conorum		Ascomycota		2		0.197861		0		0.098765		0.104536

		Diaporthe helianthi		Ascomycota		32		0.097143		0		0.070064		0.062817

		Diaporthe medusaea		Ascomycota		4		0.016393		0		0		0.005964

		Diaporthe melonis		Ascomycota		3		0.214286		0		0.098765		0.109562

		Diaporthe meridionalis		Ascomycota		5		0		0		0		0

		Diaporthe perjuncta		Ascomycota		3		0.152047		0		0.10274		0.086316

		Diaporthe phaseolorum		Ascomycota		29		0.142857		0		0.0875		0.08308

		Diaporthe tanakae		Ascomycota		2		0		0		0.019868		0.006073

		Diaporthe viticola		Ascomycota		2		0		0		0		0

		Diatrype disciformis		Ascomycota		5		0		0		0		0

		Diatrype flavovirens		Ascomycota		5		0.015075		0		0.02994		0.015267

		Diatrype stigma		Ascomycota		6		0.035176		0		0.04908		0.027132

		Diatrype undulata		Ascomycota		2		0.005618		0		0		0.001984

		Diatrypella frostii		Ascomycota		2		0.005076		0		0.023392		0.009506

		Dicarpella dryina		Ascomycota		3		0.070707		0		0.006289		0.029126

		Dichomera eucalypti		Ascomycota		5		0		0		0		0

		Dichomera versiformis		Ascomycota		2		0		0		0.005814		0.001927

		Dictyochaeta simplex		Ascomycota		4		0.02		0		0.034247		0.017621

		Dictyophora echinovolvata		Basidiomycota		5		0.034677		0		0.016279		0.015052

		Dictyophora indusiata		Basidiomycota		6		0.012195		0		0.004854		0.005671

		Dicyma funiculosa		Ascomycota		2		0		0		0		0

		Dicyma pulvinata		Ascomycota		2		0.158228		0		0.084848		0.081081

		Didymella applanata		Ascomycota		7		0		0		0.00641		0.002155

		Didymella bryoniae		Ascomycota		12		0.007143		0		0		0.004376

		Didymella lentis		Ascomycota		2		0		0		0		0

		Didymella ligulicola		Ascomycota		15		0.007143		0		0		0.002193

		Didymella rabiei		Ascomycota		4		0		0		0		0

		Dimelaena oreina		Ascomycota		2		0.037634		0		0.024691		0.021739

		Dioszegia catarinonii		Basidiomycota		4		0		0		0		0

		Dioszegia crocea		Basidiomycota		33		0.009709		0.012658		0.015748		0.012887

		Dioszegia hungarica		Basidiomycota		11		0.128205		0.031646		0.165517		0.106635

		Dioszegia takashimae		Basidiomycota		4		0		0		0		0

		Dioszegia zsoltii		Basidiomycota		3		0.006849		0		0.007042		0.004484

		Diplocarpon mespili		Ascomycota		2		0		0		0		0

		Diplodia cupressi		Ascomycota		2		0		0		0		0

		Diplodia porosum		Ascomycota		2		0		0		0		0

		Diplodia rosulata		Ascomycota		4		0.002857		0.012461		0.021454		0.016962

		Diplodia scrobiculata		Ascomycota		2		0		0		0		0

		Diploicia canescens		Ascomycota		4		0.097297		0		0.04717		0.051225

		Diploicia subcanescens		Ascomycota		2		0.042553		0.006289		0.074074		0.037363

		Diploschistes diacapsis		Ascomycota		2		0.020548		0		0		0.006135

		Diploschistes muscorum		Ascomycota		2		0.020408		0		0.010929		0.010246

		Diploschistes ocellatus		Ascomycota		3		0.142857		0.012658		0.14359		0.108392

		Diploschistes thunbergianus		Ascomycota		2		0		0		0		0

		Diplotomma alboatrum		Ascomycota		5		0.071305		0.006329		0.032051		0.049629

		Diplotomma rivas-martinezii		Ascomycota		2		0.005376		0.006329		0.009174		0.006623

		Diplotomma venustum		Ascomycota		4		0.127364		0.006329		0		0.06136

		Discula betulina		Ascomycota		5		0		0		0.00303		0.000978

		Discula destructiva		Ascomycota		12		0		0		0		0

		Discula quercina		Ascomycota		9		0		0		0.009146		0.002961

		Dissoconium aciculare		Ascomycota		6		0.030864		0		0.006329		0.012552

		Dolichousnea longissima		Ascomycota		2		0.044944		0		0.045752		0.030675

		Donkioporia expansa		Basidiomycota		2		0		0		0		0

		Doratomyces stemonitis		Ascomycota		2		0.040462		0		0.089947		0.044231

		Dothidea sambuci		Ascomycota		4		0		0		0		0

		Dothistroma pini		Ascomycota		5		0		0		0		0

		Drechslera andersenii		Ascomycota		3		0.005587		0		0.006897		0.002079

		Drechslera avenae		Ascomycota		5		0		0		0.024691		0.009808

		Drechslera biseptata		Ascomycota		5		0.033684		0		0		0.01435

		Drechslera catenaria		Ascomycota		2		0.021622		0		0.011628		0.01165

		Drechslera dactylidis		Ascomycota		2		0.004975		0		0		0.001984

		Drechslera dematioidea		Ascomycota		2		0		0		0		0

		Drechslera erythrospila		Ascomycota		2		0.005155		0		0.018182		0.007737

		Drechslera nobleae		Ascomycota		3		0		0		0		0

		Drechslerella brochopaga		Ascomycota		4		0.011834		0		0.02454		0.010204

		Duddingtonia flagrans		Ascomycota		3		0		0		0.005848		0.001799

		Dumontinia tuberosa		Ascomycota		4		0		0		0.006693		0.002176

		Dumontinia ulmariae		Ascomycota		2		0		0		0		0

		Dussiella tuberiformis		Ascomycota		2		0.006329		0		0		0.001949

		Dwayaangam colodena		Ascomycota		3		0.012346		0.006329		0.034483		0.019355

		Echinodontium taxodii		Basidiomycota		3		0.00995		0		0.015075		0.008961

		Echinodontium tinctorium		Basidiomycota		2		0.016575		0		0.020619		0.013133

		Elsinoe ampelina		Ascomycota		3		0		0		0.006061		0.001887

		Elsinoe banksiae		Ascomycota		2		0.144279		0		0.11976		0.093156

		Elsinoe fawcettii		Ascomycota		3		0.19898		0		0.203593		0.140115

		Elsinoe leucospermi		Ascomycota		3		0.005128		0		0.005952		0.003839

		Embellisia allii		Ascomycota		6		0		0		0.006369		0.002336

		Embellisia chlamydospora		Ascomycota		2		0.015075		0		0		0.006466

		Embellisia leptinellae		Ascomycota		2		0		0		0		0

		Embellisia proteae		Ascomycota		2		0		0		0		0

		Emericella appendiculata		Ascomycota		3		0		0		0		0

		Emericella corrugata		Ascomycota		7		0		0		0		0

		Emericella dentata		Ascomycota		4		0		0		0		0

		Emericella falconensis		Ascomycota		2		0.006494		0		0		0.002083

		Emericella foveolata		Ascomycota		2		0		0		0		0

		Emericella heterothallica		Ascomycota		3		0		0		0		0

		Emericella nidulans		Ascomycota		20		0.04321		0		0.02381		0.021792

		Emericella omanensis		Ascomycota		2		0		0		0		0

		Emericella qinqixianii		Ascomycota		5		0		0		0		0

		Emericella quadrilineata		Ascomycota		7		0.013245		0		0.011834		0.008368

		Emericella rugulosa		Ascomycota		3		0.006536		0		0		0.002092

		Emericella similis		Ascomycota		2		0		0		0		0

		Emericella variecolor		Ascomycota		2		0.006536		0		0.005917		0.004167

		Emericella violacea		Ascomycota		2		0.025478		0		0		0.008299

		Emericellopsis minima		Ascomycota		2		0		0		0.005882		0.002132

		Emmonsia crescens		Ascomycota		19		0		0		0.011299		0.003683

		Emmonsia parva		Ascomycota		14		0.069767		0.006329		0.079365		0.05477

		Endocronartium harknessii		Basidiomycota		6		0		0		0		0

		Endogone pisiformis		Zygomycota		3		0.015748		0.006329		0.049669		0.026128

		Endophyllum dimorphothecae		Basidiomycota		2		0.022624		0.006329		0.009615		0.013629

		Endophyllum elytropappi		Basidiomycota		2		0.013889		0.018987		0.050459		0.028716

		Endophyllum osteospermi		Basidiomycota		8		0.028926		0.003165		0		0.013378

		Endothia gyrosa		Ascomycota		12		0.285		0		0.06		0.133858

		Endothia viridistroma		Ascomycota		2		0.035088		0.006329		0		0.014614

		Engyodontium album		Ascomycota		7		0.091892		0.018987		0.052326		0.052427

		Entoleuca mammata		Ascomycota		6		0.015385		0.025316		0.022599		0.017279

		Entoloma nitidum		Basidiomycota		2		0		0		0		0

		Entomocorticium dendroctoni		Basidiomycota		4		0		0		0		0

		Entonaema cinnabarinum		Ascomycota		3		0.00578		0		0.012121		0.006048

		Entrophospora infrequens		Glomeromycota		2		0.047244		0.006329		0.128205		0.054726

		Entyloma arnicale		Basidiomycota		2		0		0		0		0

		Entyloma arnoseridis		Basidiomycota		2		0		0		0		0

		Entyloma bidentis		Basidiomycota		2		0.011299		0		0.004219		0.005245

		Entyloma browalliae		Basidiomycota		2		0		0		0		0

		Entyloma calendulae		Basidiomycota		3		0		0		0		0

		Entyloma chrysosplenii		Basidiomycota		2		0.005814		0		0		0.001764

		Entyloma compositarum		Basidiomycota		2		0.005682		0		0		0.001751

		Entyloma dahliae		Basidiomycota		17		0.006098		0		0		0.001873

		Entyloma diastateae		Basidiomycota		2		0		0.006329		0		0.001751

		Entyloma doebbeleri		Basidiomycota		2		0		0		0		0

		Entyloma eryngii		Basidiomycota		2		0.023256		0		0.033613		0.021127

		Entyloma fergussonii		Basidiomycota		2		0.037037		0		0.034483		0.022831

		Entyloma ficariae		Basidiomycota		2		0		0		0		0

		Entyloma gaillardianum		Basidiomycota		2		0		0		0.008368		0.003503

		Entyloma hieracii		Basidiomycota		2		0		0		0		0

		Entyloma holwayi		Basidiomycota		4		0		0		0		0

		Entyloma matricariae		Basidiomycota		2		0		0		0		0

		Entyloma microsporum		Basidiomycota		2		0		0		0		0

		Entyloma ranunculi-repentis		Basidiomycota		2		0.023256		0.006329		0.004237		0.010601

		Ephelis japonica		Ascomycota		3		0.005435		0		0		0.001855

		Epichloe amarillans		Ascomycota		6		0.017442		0		0.011236		0.009843

		Epichloe baconii		Ascomycota		2		0.005814		0		0.005618		0.003937

		Epichloe clarkii		Ascomycota		2		0.101796		0.018987		0		0.039761

		Epichloe elymi		Ascomycota		2		0.005882		0.006329		0.011111		0.007874

		Epichloe festucae		Ascomycota		8		0.005682		0		0.005556		0.003899

		Epichloe glyceriae		Ascomycota		3		0		0.006329		0		0.001969

		Epichloe typhina		Ascomycota		7		0.017964		0		0.039326		0.027833

		Epicoccum andropogonis		Ascomycota		2		0.013986		0		0		0.004367

		Epicoccum nigrum		Ascomycota		35		0		0		0.00641		0.004386

		Epidermophyton floccosum		Ascomycota		4		0		0		0.004149		0.001445

		Eremomyces langeronii		Ascomycota		2		0		0		0		0

		Eremothecium ashbyi		Ascomycota		2		0.008368		0		0		0.004862

		Eremothecium coryli		Ascomycota		4		0.011364		0.006329		0.011737		0.010055

		Eremothecium cymbalariae		Ascomycota		2		0		0		0		0

		Eremothecium gossypii		Ascomycota		2		0.009709		0		0		0.005199

		Eremothecium sinecaudum		Ascomycota		2		0		0.018634		0		0.005034

		Erysiphe alphitoides		Ascomycota		6		0.004464		0		0		0.001786

		Erysiphe aquilegiae		Ascomycota		5		0		0		0		0

		Erysiphe arcuata		Ascomycota		4		0		0		0.005464		0.001802

		Erysiphe australiana		Ascomycota		3		0		0		0		0

		Erysiphe baeumleri		Ascomycota		2		0		0		0.016667		0.005338

		Erysiphe betae		Ascomycota		10		0		0		0.01105		0.003571

		Erysiphe carpini-laxiflorae		Ascomycota		2		0		0		0		0

		Erysiphe carpinicola		Ascomycota		4		0		0		0.003846		0.001605

		Erysiphe cichoracearum		Ascomycota		6		0.147368		0.006329		0.106918		0.094675

		Erysiphe convolvuli		Ascomycota		3		0.009132		0		0.01105		0.007168

		Erysiphe cruciferarum		Ascomycota		2		0.008969		0.006329		0		0.005988

		Erysiphe deutziae		Ascomycota		2		0		0		0		0.001779

		Erysiphe diffusa		Ascomycota		11		0		0		0		0

		Erysiphe elevata		Ascomycota		4		0		0		0		0.001799

		Erysiphe galeopsidis		Ascomycota		2		0.016043		0		0		0.005929

		Erysiphe heraclei		Ascomycota		7		0.00905		0.006329		0.005525		0.005357

		Erysiphe hypophylla		Ascomycota		6		0		0		0		0

		Erysiphe necator		Ascomycota		10		0.051502		0		0.010811		0.024668

		Erysiphe orontii		Ascomycota		2		0.010417		0		0.011834		0.007707

		Erysiphe paeoniae		Ascomycota		3		0.027523		0		0.00565		0.012658

		Erysiphe pisi		Ascomycota		3		0.170213		0.006329		0.110497		0.100569

		Erysiphe polygoni		Ascomycota		2		0.009132		0.006329		0.016575		0.010753

		Erysiphe prunastri		Ascomycota		2		0.004525		0		0		0.001802

		Erysiphe pseudocarpinicola		Ascomycota		2		0		0		0		0

		Erysiphe pulchra		Ascomycota		2		0.009091		0		0		0.003604

		Erysiphe symphoricarpi		Ascomycota		3		0.004587		0		0.011236		0.005415

		Erysiphe syringae		Ascomycota		2		0		0.006329		0		0.001795

		Erysiphe trifolii		Ascomycota		2		0.013636		0		0.005556		0.007168

		Erysiphe weigelae		Ascomycota		2		0.004405		0.006329		0.011236		0.007105

		Erythrobasidium hasegawianum		Basidiomycota		11		0.006897		0		0.017778		0.011257

		Esslingeriana idahoensis		Ascomycota		2		0		0		0		0

		Eudarluca caricis		Ascomycota		17		0.253539		0.012658		0.211538		0.157787

		Eupenicillium anatolicum		Ascomycota		2		0.037975		0		0.005882		0.014403

		Eupenicillium brefeldianum		Ascomycota		2		0.005747		0		0		0.002

		Eupenicillium cinnamopurpureum		Ascomycota		2		0.05814		0		0.079268		0.046559

		Eupenicillium crustaceum		Ascomycota		2		0		0		0.02454		0.008081

		Eupenicillium parvum		Ascomycota		2		0		0		0		0

		Eupenicillium pinetorum		Ascomycota		2		0		0		0		0

		Eupenicillium shearii		Ascomycota		3		0.005464		0.012658		0		0.004016

		Eupenicillium tropicum		Ascomycota		2		0		0		0.017544		0.005814

		Eurotium amstelodami		Ascomycota		5		0		0		0		0

		Eurotium chevalieri		Ascomycota		2		0.02649		0		0		0.008421

		Eurotium repens		Ascomycota		3		0.020833		0.006289		0.02994		0.017021

		Eurotium rubrum		Ascomycota		3		0.007752		0		0		0.002208

		Eutypa armeniacae		Ascomycota		3		0.005051		0		0.005882		0.003802

		Eutypa astroidea		Ascomycota		2		0.047619		0		0.025157		0.025692

		Eutypa lata		Ascomycota		54		0.020202		0		0.081761		0.046243

		Eutypa lejoplaca		Ascomycota		2		0		0		0		0

		Eutypa leptoplaca		Ascomycota		10		0		0		0		0

		Eutypa maura		Ascomycota		4		0		0		0		0

		Eutypa sparsa		Ascomycota		2		0		0		0		0

		Eutypella cerviculata		Ascomycota		2		0.17561		0		0.087719		0.095506

		Eutypella parasitica		Ascomycota		3		0		0		0		0

		Eutypella vitis		Ascomycota		18		0.005917		0		0.006024		0.004057

		Evernia divaricata		Ascomycota		2		0.010582		0		0.012903		0.007968

		Evernia mesomorpha		Ascomycota		12		0.005263		0		0		0.003984

		Everniastrum cirrhatum		Ascomycota		3		0.068063		0		0.06		0.046

		Everniastrum nepalense		Ascomycota		2		0.016216		0		0.053691		0.022358

		Everniopsis trulla		Ascomycota		2		0.074468		0		0.051852		0.043568

		Exidia glandulosa		Basidiomycota		2		0.013889		0.006329		0.026042		0.016194

		Exidia pithya		Basidiomycota		2		0		0		0.020833		0.008032

		Exobasidium bisporum		Basidiomycota		2		0.108974		0		0.07772		0.063116

		Exobasidium cylindrosporum		Basidiomycota		3		0.123457		0.050314		0.133005		0.104962

		Exobasidium dubium		Basidiomycota		2		0.02454		0		0.072464		0.035985

		Exobasidium gracile		Basidiomycota		5		0		0		0.009804		0.003937

		Exobasidium inconspicuum		Basidiomycota		2		0		0		0		0

		Exobasidium japonicum		Basidiomycota		9		0.012422		0		0.009569		0.00664

		Exobasidium miyabei		Basidiomycota		3		0.04375		0.11875		0.142012		0.102249

		Exobasidium nobeyamense		Basidiomycota		6		0.006289		0		0.00495		0.003868

		Exobasidium otanianum		Basidiomycota		5		0.01252		0		0.038475		0.019015

		Exobasidium pentasporium		Basidiomycota		3		0		0		0		0

		Exobasidium pieridis-ovalifoliae		Basidiomycota		2		0.118012		0.006329		0.147783		0.095785

		Exobasidium reticulatum		Basidiomycota		2		0		0		0		0

		Exobasidium sawadae		Basidiomycota		2		0		0		0		0

		Exobasidium shiraianum		Basidiomycota		3		0.006369		0		0		0.001908

		Exobasidium woronichinii		Basidiomycota		7		0.012579		0		0.0199		0.011583

		Exobasidium yoshinagae		Basidiomycota		3		0.054878		0		0.101449		0.05293

		Exophiala dermatitidis		Ascomycota		11		0.01005		0		0.018957		0.008787

		Exophiala heteromorpha		Ascomycota		4		0.012255		0		0.007293		0.007898

		Exophiala jeanselmei		Ascomycota		7		0.059406		0		0.041451		0.036101

		Exophiala oligosperma		Ascomycota		9		0.014532		0		0.016175		0.012717

		Exophiala pisciphila		Ascomycota		2		0		0		0		0

		Exophiala salmonis		Ascomycota		3		0.155779		0.012579		0.057292		0.078324

		Exophiala spinifera		Ascomycota		24		0.03		0		0.028249		0.017653

		Exophiala xenobiotica		Ascomycota		8		0.040609		0		0.016398		0.020522

		Exserohilum rostratum		Ascomycota		2		0.01105		0		0.005587		0.005792

		Favolaschia calocera		Basidiomycota		10		0.011299		0		0.023585		0.014599

		Favolaschia pustulosa		Basidiomycota		2		0.017045		0		0.041475		0.021779

		Favolaschia varariotecta		Basidiomycota		2		0		0		0		0

		Fellomyces borneensis		Basidiomycota		4		0		0		0		0

		Fellomyces chinensis		Basidiomycota		6		0		0		0		0

		Fellomyces distylii		Basidiomycota		2		0		0		0		0

		Fellomyces fuzhouensis		Basidiomycota		2		0		0		0.005747		0.002169

		Fellomyces lichenicola		Basidiomycota		4		0		0		0		0

		Fellomyces sichuanensis		Basidiomycota		4		0		0		0		0

		Fellomyces thailandicus		Basidiomycota		4		0		0		0		0

		Fennellia nivea		Ascomycota		2		0.327485		0		0.10084		0.151786

		Filobasidiella neoformans		Basidiomycota		114		0		0		0		0

		Filobasidium capsuligenum		Basidiomycota		10		0.013333		0		0.04		0.020638

		Filobasidium uniguttulatum		Basidiomycota		5		0		0		0		0

		Flammulina elastica		Basidiomycota		2		0		0.012658		0.009934		0.008104

		Flammulina fennae		Basidiomycota		2		0		0.006329		0		0.001429

		Flammulina populicola		Basidiomycota		3		0.004032		0		0.053797		0.024931

		Flammulina rossica		Basidiomycota		2		0.012146		0.012579		0.023256		0.016973

		Flammulina velutipes		Basidiomycota		11		0.032258		0		0.029032		0.026984

		Flavocetraria cucullata		Ascomycota		2		0.010811		0		0.006711		0.006098

		Flavocetraria nivalis		Ascomycota		3		0		0		0		0

		Flavopunctelia flaventior		Ascomycota		3		0.046392		0		0.006803		0.02004

		Fomes fomentarius		Basidiomycota		4		0.010695		0		0.014925		0.009158

		Fomitiporia australiensis		Basidiomycota		5		0.004831		0.006329		0.04721		0.028328

		Fomitiporia hesleri		Basidiomycota		2		0.010949		0.006329		0.017167		0.01203

		Fomitiporia mediterranea		Basidiomycota		53		0.010274		0		0.020408		0.012784

		Fomitiporia polymorpha		Basidiomycota		9		0.003205		0.006329		0.008403		0.00565

		Fomitiporia punctata		Basidiomycota		9		0.023891		0.006329		0.013043		0.017621

		Fomitopsis cajanderi		Basidiomycota		3		0.009434		0		0.009852		0.006981

		Fomitopsis pinicola		Basidiomycota		9		0.018349		0		0.034483		0.019797

		Fomitopsis rosea		Basidiomycota		19		0.004808		0		0		0.001721

		Fonsecaea compacta		Ascomycota		5		0		0		0.002591		0.001795

		Fonsecaea monophora		Ascomycota		25		0.019417		0		0.015625		0.010772

		Fonsecaea pedrosoi		Ascomycota		78		0.029268		0		0.039548		0.026316

		Fulgensia desertorum		Ascomycota		2		0.005076		0		0		0.001912

		Fulgensia fulgens		Ascomycota		6		0.005051		0.006329		0.006061		0.005758

		Fulgensia fulgida		Ascomycota		13		0.005051		0		0.003012		0.005736

		Fulgensia pruinosa		Ascomycota		2		0		0		0		0

		Fulgensia schistidii		Ascomycota		3		0.042105		0.006329		0.024691		0.02549

		Fulgensia subbracteata		Ascomycota		2		0		0		0		0

		Fusarium asiaticum		Ascomycota		3		0		0		0.006579		0.002188

		Fusarium beomiforme		Ascomycota		3		0		0		0.006211		0.002146

		Fusarium brasiliense		Ascomycota		6		0		0		0		0

		Fusarium cerealis		Ascomycota		4		0.013514		0		0		0.004367

		Fusarium chlamydosporum		Ascomycota		3		0.066667		0		0.105263		0.056522

		Fusarium culmorum		Ascomycota		84		0.006803		0		0		0.002188

		Fusarium cuneirostrum		Ascomycota		4		0		0		0		0

		Fusarium equiseti		Ascomycota		14		0.013514		0		0		0.00655

		Fusarium incarnatum		Ascomycota		2		0.254237		0.037975		0.296512		0.194196

		Fusarium kyushuense		Ascomycota		6		0		0		0		0

		Fusarium lateritium		Ascomycota		11		0.05298		0.018987		0.121951		0.065817

		Fusarium napiforme		Ascomycota		5		0.006691		0		0		0.002172

		Fusarium oxysporum		Ascomycota		181		0		0		0.006623		0.019076

		Fusarium phormii		Ascomycota		7		0.005181		0		0		0.001972

		Fusarium poae		Ascomycota		12		0		0		0.065359		0.022272

		Fusarium polyphialidicum		Ascomycota		2		0		0		0		0

		Fusarium proliferatum		Ascomycota		11		0		0		0		0.002079

		Fusarium pseudograminearum		Ascomycota		2		0		0		0		0

		Fusarium redolens		Ascomycota		16		0		0		0		0

		Fusarium sacchari		Ascomycota		3		0.006803		0		0.019608		0.008734

		Fusarium solani		Ascomycota		542		0.046358		0		0.040936		0.031185

		Fusarium sporotrichioides		Ascomycota		12		0.006711		0		0		0.002183

		Fusarium subglutinans		Ascomycota		5		0.006803		0.015783		0.029412		0.016376

		Fusarium tricinctum		Ascomycota		8		0.047139		0		0		0.019932

		Fusarium tucumaniae		Ascomycota		7		0		0		0		0

		Fusarium venenatum		Ascomycota		13		0		0		0		0

		Fuscoporia ferruginosa		Basidiomycota		2		0.00995		0		0		0.003484

		Fuscoporia gilva		Basidiomycota		3		0.572		0.025316		0.373984		0.364329

		Fuscoporia torulosa		Basidiomycota		10		0		0		0.00463		0.001835

		Fusicladium caryigenum		Ascomycota		4		0		0		0		0.002183

		Fusicladium convolvularum		Ascomycota		2		0.019355		0		0.006757		0.008677

		Fusicladium effusum		Ascomycota		2		0.01875		0		0		0.006424

		Fusicoccum andinum		Ascomycota		2		0		0		0		0

		Fusicoccum arbuti		Ascomycota		6		0		0.006329		0		0.002045

		Fusicoccum macroclavatum		Ascomycota		4		0		0		0		0

		Fusicoccum mangiferum		Ascomycota		6		0.005208		0		0.005848		0.003839

		Fusicoccum quercus		Ascomycota		7		0.005495		0		0		0.00207

		Fusicoccum stromaticum		Ascomycota		2		0		0		0		0

		Fusicoccum viticlavatum		Ascomycota		2		0		0		0		0

		Fusicoccum vitifusiforme		Ascomycota		2		0		0		0		0

		Gaeumannomyces cylindrosporus		Ascomycota		10		0.005747		0		0.005747		0.001976

		Gaeumannomyces graminis		Ascomycota		3		0.068966		0.006329		0.017544		0.027426

		Gaeumannomyces incrustans		Ascomycota		2		0		0		0		0

		Galerina arctica		Basidiomycota		2		0.00813		0		0		0.003257

		Galerina atkinsoniana		Basidiomycota		5		0.074843		0		0.054545		0.048291

		Galerina clavata		Basidiomycota		2		0.311966		0		0.204545		0.19281

		Galerina fallax		Basidiomycota		2		0.004082		0		0		0.001629

		Galerina hybrida		Basidiomycota		2		0		0		0		0

		Galerina hypnorum		Basidiomycota		3		0.008368		0		0.004673		0.003273

		Galerina jaapii		Basidiomycota		2		0		0		0		0

		Galerina marginata		Basidiomycota		2		0.012712		0		0.013953		0.009852

		Galerina mniophila		Basidiomycota		4		0.004098		0		0.004785		0.002455

		Galerina pruinatipes		Basidiomycota		2		0.004167		0		0		0.001634

		Galerina pseudocamerina		Basidiomycota		2		0.008197		0		0.009259		0.006472

		Galerina pseudocerina		Basidiomycota		3		0.112903		0		0.033816		0.060163

		Galerina pseudomycenopsis		Basidiomycota		3		0.012552		0		0.023364		0.013093

		Galerina sphagnorum		Basidiomycota		2		0		0		0.004762		0.001631

		Galerina stordalii		Basidiomycota		2		0.004065		0.006329		0.009346		0.006472

		Galerina vittiformis		Basidiomycota		2		0.01626		0		0.013889		0.01129

		Galiella rufa		Ascomycota		4		0.007634		0		0.006079		0.005131

		Gamsylella parvicollis		Ascomycota		2		0.269608		0.012658		0.262295		0.192661

		Ganoderma adspersum		Basidiomycota		4		0		0		0		0

		Ganoderma applanatum		Basidiomycota		4		0.015707		0		0		0.005566

		Ganoderma australe		Basidiomycota		3		0.04902		0		0.084577		0.047957

		Ganoderma fornicatum		Basidiomycota		5		0.004975		0.006329		0.005102		0.005405

		Ganoderma gibbosum		Basidiomycota		3		0.004926		0		0.019324		0.007042

		Ganoderma japonicum		Basidiomycota		2		0.01		0		0		0.003565

		Ganoderma lipsiense		Basidiomycota		13		0		0		0		0

		Ganoderma lucidum		Basidiomycota		11		0.072917		0		0.078212		0.057728

		Ganoderma neojaponicum		Basidiomycota		2		0.035354		0.012658		0.004878		0.017825

		Ganoderma pfeifferi		Basidiomycota		2		0.009804		0		0.010152		0.007156

		Ganoderma resinaceum		Basidiomycota		2		0		0		0.005		0.001779

		Gastrocybe lateritia		Basidiomycota		5		0.009041		0.006329		0.014778		0.011525

		Gautieria morchelliformis		Basidiomycota		2		0.009217		0		0		0.003442

		Gautieria otthii		Basidiomycota		2		0		0		0		0

		Genabea cerebriformis		Ascomycota		3		0.122172		0.012658		0.173469		0.106087

		Genea arenaria		Ascomycota		11		0.016575		0.006329		0.023952		0.016345

		Genea gardneri		Ascomycota		4		0.02454		0		0.067518		0.03943

		Genea harknessii		Ascomycota		7		0.169312		0.018987		0.407801		0.274571

		Genea hispidula		Ascomycota		2		0		0		0		0

		Geomyces pannorum		Ascomycota		25		0.017442		0		0.027027		0.014614

		Geopora cooperi		Ascomycota		4		0.026758		0.006289		0		0.011132

		Geopyxis carbonaria		Ascomycota		11		0.005208		0		0		0.001961

		Geosmithia fassatiae		Ascomycota		3		0		0		0		0

		Geosmithia flava		Ascomycota		5		0		0		0		0

		Geosmithia langdonii		Ascomycota		13		0.005525		0		0		0.001946

		Geosmithia lavendula		Ascomycota		32		0		0		0		0

		Geosmithia obscura		Ascomycota		2		0.005376		0		0.005714		0.003854

		Geosmithia pallida		Ascomycota		24		0.022472		0		0.017241		0.013752

		Geosmithia putterillii		Ascomycota		3		0.011111		0		0.005848		0.005894

		Gibberella acuminata		Ascomycota		2		0		0		0.056075		0.015267

		Gibberella avenacea		Ascomycota		16		0.007246		0		0.009054		0.010526

		Gibberella fujikuroi		Ascomycota		8		0		0		0.118657		0.043719

		Gibberella moniliformis		Ascomycota		27		0.009091		0		0		0.016548

		Gibberella pulicaris		Ascomycota		16		0.028169		0		0.059211		0.031146

		Gibberella zeae		Ascomycota		11		0.013605		0		0		0.004376

		Gilbertella persicaria		Zygomycota		2		0.013216		0.006369		0		0.006932

		Gliocephalotrichum bulbilium		Ascomycota		6		0		0		0		0

		Gliocephalotrichum cylindrosporum		Ascomycota		2		0		0.006329		0		0.00431

		Gliocephalotrichum microchlamydosporum		Ascomycota		3		0.006993		0		0		0.002132

		Gliocephalotrichum simplex		Ascomycota		3		0		0.01875		0		0.006438

		Glionectria tenuis		Ascomycota		2		0.014599		0.006329		0.047619		0.023758

		Gloeophyllum abietinum		Basidiomycota		2		0		0		0.010152		0.003676

		Gloeophyllum sepiarium		Basidiomycota		4		0.01105		0		0.010101		0.007449

		Gloeophyllum trabeum		Basidiomycota		4		0.005464		0		0		0.002788

		Gloeoporus taxicola		Basidiomycota		47		0.005128		0		0.009302		0.005282

		Gloeotinia temulenta		Ascomycota		2		0		0		0		0

		Gloiodon strigosus		Basidiomycota		2		0.008929		0.012658		0.00885		0.009868

		Glomerella acutata		Ascomycota		343		0.016575		0		0.019737		0.013807

		Glomerella cingulata		Ascomycota		342		0.017544		0		0.012658		0.010288

		Glomerella graminicola		Ascomycota		43		0.126984		0		0.050955		0.064646

		Glomerella lindemuthiana		Ascomycota		3		0.268421		0		0.1375		0.145669

		Glomerella miyabeana		Ascomycota		4		0.002717		0		0		0.001004

		Glomerella tucumanensis		Ascomycota		19		0.012739		0		0		0.008163

		Glomus caledonium		Glomeromycota		4		0.042919		0.006369		0.026971		0.024296

		Glomus claroideum		Glomeromycota		36		0.097561		0.012579		0.088889		0.075547

		Glomus clarum		Glomeromycota		3		0.416667		0.063291		0.538095		0.361963

		Glomus coronatum		Glomeromycota		5		0.020903		0		0.004329		0.009804

		Glomus diaphanum		Glomeromycota		7		0.037383		0.019737		0.085		0.05

		Glomus dimorphicum		Glomeromycota		4		0.009009		0		0.026966		0.019249

		Glomus etunicatum		Glomeromycota		30		0.072581		0		0.061674		0.050881

		Glomus fasciculatum		Glomeromycota		2		0.098214		0		0.040179		0.040486

		Glomus fulvum		Glomeromycota		3		0.06422		0.006329		0.04		0.028571

		Glomus geosporum		Glomeromycota		31		0.027273		0		0.044177		0.038685

		Glomus intraradices		Glomeromycota		92		0.09009		0.025316		0.111628		0.086639

		Glomus luteum		Glomeromycota		2		0.025641		0.018987		0.066372		0.041916

		Glomus monosporum		Glomeromycota		3		0.034783		0.018987		0.125		0.070423

		Glomus mosseae		Glomeromycota		84		0.080357		0.018987		0.060773		0.058586

		Glomus sinuosum		Glomeromycota		2		0.042373		0.012658		0.034653		0.02714

		Glomus versiforme		Glomeromycota		36		0.088235		0.018987		0.106958		0.075676

		Gnomonia fragariae		Ascomycota		13		0.004587		0		0		0.001923

		Gnomonia gnomon		Ascomycota		6		0.005128		0		0		0.001957

		Gnomonia intermedia		Ascomycota		4		0		0		0.006061		0.001957

		Gnomonia setacea		Ascomycota		3		0.014563		0		0.00625		0.007634

		Gnomoniella fraxini		Ascomycota		5		0.007365		0		0.002857		0.004655

		Golovinomyces artemisiae		Ascomycota		3		0.005128		0		0		0.001957

		Golovinomyces biocellatus		Ascomycota		4		0		0.003165		0.012195		0.005803

		Golovinomyces cichoracearum		Ascomycota		33		0.115183		0.006329		0.0875		0.073787

		Golovinomyces leuceriae		Ascomycota		2		0		0		0		0

		Golovinomyces orontii		Ascomycota		11		0.015873		0		0.012422		0.011719

		Gomphidius nigricans		Basidiomycota		2		0.011811		0		0		0.004687

		Gomphidius oregonensis		Basidiomycota		2		0		0		0		0

		Gomphidius roseus		Basidiomycota		3		0.03871		0.00625		0.003968		0.014109

		Gomphidius smithii		Basidiomycota		2		0		0		0.013158		0.004695

		Gomphus clavatus		Basidiomycota		2		0.025157		0		0.036269		0.021526

		Graphium basitruncatum		Ascomycota		3		0		0		0.005814		0.002165

		Graphium fimbriisporum		Ascomycota		5		0		0		0		0

		Graphium laricis		Ascomycota		4		0.005714		0		0		0.00299

		Graphium penicillioides		Ascomycota		5		0.006667		0		0		0.00207

		Graphium pseudormiticum		Ascomycota		2		0.011494		0		0		0.003984

		Gremmeniella laricina		Ascomycota		2		0.021739		0		0		0.006818

		Grifola frondosa		Basidiomycota		55		0.015075		0		0.032258		0.017422

		Grifola sordulenta		Basidiomycota		2		0.058201		0		0.055556		0.040367

		Grifola umbellata		Basidiomycota		7		0.019324		0.012579		0.033149		0.021938

		Grosmannia olivacea		Ascomycota		6		0		0		0		0

		Grosmannia piceiperda		Ascomycota		3		0		0		0		0.001642

		Guehomyces pullulans		Basidiomycota		3		0		0		0		0

		Guignardia bidwellii		Ascomycota		4		0.008538		0		0.005814		0.005316

		Guignardia citricarpa		Ascomycota		19		0		0		0		0

		Guignardia mangiferae		Ascomycota		29		0.004348		0		0		0.003617

		Guignardia philoprina		Ascomycota		2		0.062241		0		0.012121		0.030088

		Guignardia vaccinii		Ascomycota		2		0.041841		0		0.011696		0.021127

		Gymnascella hyalinospora		Ascomycota		5		0.045673		0		0.029429		0.028935

		Gymnomyces abietis		Basidiomycota		2		0.073684		0.006329		0.149425		0.08867

		Gymnomyces californicus		Basidiomycota		2		0.005319		0.006329		0.027559		0.015

		Gymnomyces ellipsosporus		Basidiomycota		2		0.014706		0.006329		0.003774		0.007974

		Gymnomyces fallax		Basidiomycota		2		0.009346		0		0.004167		0.004902

		Gymnomyces monticola		Basidiomycota		2		0.078947		0.006329		0.141762		0.087028

		Gymnomyces xerophilus		Basidiomycota		3		0.027778		0.006329		0.009569		0.013722

		Gymnopilus aeruginosus		Basidiomycota		3		0.008621		0		0.004831		0.00335

		Gymnopilus dilepis		Basidiomycota		5		0.005102		0		0.009434		0.004423

		Gymnopilus junonius		Basidiomycota		3		0		0		0.004831		0.001664

		Gymnopilus pampeanus		Basidiomycota		2		0		0		0.009615		0.00346

		Gymnopilus penetrans		Basidiomycota		6		0		0		0.004587		0.001645

		Gymnopilus picreus		Basidiomycota		3		0.118367		0		0.097222		0.080775

		Gymnopilus purpuratus		Basidiomycota		3		0.010152		0		0		0.003546

		Gymnopilus pyrrhum		Basidiomycota		2		0.430303		0.018987		0.454936		0.364566

		Gymnopilus robustus		Basidiomycota		2		0		0		0		0

		Gymnopilus sapineus		Basidiomycota		2		0.021739		0		0.056075		0.029752

		Gymnopilus spectabilis		Basidiomycota		6		0.004237		0		0.009662		0.006633

		Gymnopus alkalivirens		Basidiomycota		2		0.136929		0.006329		0.176471		0.128307

		Gymnopus alpinus		Basidiomycota		3		0.004484		0		0.008357		0.005405

		Gymnopus aquosus		Basidiomycota		6		0.013453		0		0.014006		0.012195

		Gymnopus aurantiipes		Basidiomycota		2		0.005618		0		0.002703		0.002833

		Gymnopus biformis		Basidiomycota		5		0.078431		0		0.172695		0.118326

		Gymnopus confluens		Basidiomycota		14		0.019231		0		0.05618		0.034916

		Gymnopus cylindricus		Basidiomycota		3		0.012245		0		0.009063		0.008097

		Gymnopus dichrous		Basidiomycota		7		0.168421		0		0.223164		0.15812

		Gymnopus dryophilus		Basidiomycota		15		0.022523		0		0.044568		0.028649

		Gymnopus dysodes		Basidiomycota		2		0.004566		0		0.003279		0.002933

		Gymnopus earleae		Basidiomycota		3		0.061404		0.006329		0.039437		0.038156

		Gymnopus fibrosipes		Basidiomycota		2		0		0		0.003436		0.001493

		Gymnopus fusipes		Basidiomycota		3		0		0.006329		0.007246		0.00303

		Gymnopus gibbosus		Basidiomycota		5		0		0		0.003516		0.003756

		Gymnopus impudicus		Basidiomycota		2		0.027397		0		0.031949		0.023188

		Gymnopus indoctus		Basidiomycota		2		0.009804		0		0		0.002829

		Gymnopus iocephalus		Basidiomycota		3		0.008696		0		0.066465		0.030641

		Gymnopus lodgeae		Basidiomycota		2		0.016461		0.006329		0.009554		0.011189

		Gymnopus luxurians		Basidiomycota		10		0.013453		0		0.013378		0.008902

		Gymnopus macropus		Basidiomycota		3		0.013636		0		0.002809		0.00545

		Gymnopus melanopus		Basidiomycota		2		0		0		0.006969		0.003012

		Gymnopus menehune		Basidiomycota		4		0		0		0.003175		0.001401

		Gymnopus ocior		Basidiomycota		11		0		0		0.011331		0.005472

		Gymnopus omphalodes		Basidiomycota		4		0.017122		0		0.003165		0.006362

		Gymnopus peronatus		Basidiomycota		6		0.004167		0		0.006623		0.004286

		Gymnopus polygrammus		Basidiomycota		2		0		0.006289		0.010345		0.006504

		Gymnopus polyphyllus		Basidiomycota		4		0.02303		0		0.00974		0.016844

		Gymnopus pseudoomphalodes		Basidiomycota		2		0.008889		0		0.003436		0.004451

		Gymnopus sepiiconicus		Basidiomycota		2		0.017391		0		0.077882		0.045455

		Gymnopus spongiosus		Basidiomycota		5		0.015477		0		0.022792		0.019701

		Gymnopus subcyathiformis		Basidiomycota		6		0.027778		0		0.039877		0.027285

		Gymnopus subnudus		Basidiomycota		3		0.008368		0.006329		0.010067		0.008633

		Gymnopus subpruinosus		Basidiomycota		3		0		0		0.00339		0.001477

		Gymnopus subsulphureus		Basidiomycota		2		0.004484		0.006289		0.008403		0.006766

		Gymnopus termiticola		Basidiomycota		2		0.004167		0		0.005587		0.003968

		Gymnopus vitellinipes		Basidiomycota		2		0.004484		0		0		0.001486

		Gymnostellatospora alpina		Ascomycota		2		0.015957		0.0375		0.053333		0.034137

		Gymnostellatospora canadensis		Ascomycota		2		0		0.0125		0.013605		0.008081

		Gymnostellatospora japonica		Ascomycota		4		0.064103		0		0.00678		0.024892

		Gyromitra esculenta		Ascomycota		2		0.002513		0		0		0.001319

		Gyromitra infula		Ascomycota		2		0		0		0.01005		0.002793

		Haematonectria haematococca		Ascomycota		7		0.124183		0.012579		0.093023		0.078838

		Haloguignardia irritans		Ascomycota		38		0.015385		0.006329		0.016393		0.029724

		Hamigera avellanea		Ascomycota		4		0.00592		0		0.00625		0.003108

		Hamigera striata		Ascomycota		2		0.005435		0		0		0.001992

		Handkea utriformis		Basidiomycota		2		0.007092		0.006289		0		0.004785

		Hanseniaspora clermontiae		Ascomycota		2		0		0		0		0

		Hanseniaspora guilliermondii		Ascomycota		8		0.005181		0		0.007031		0.003546

		Hanseniaspora meyeri		Ascomycota		2		0		0		0.004717		0.001783

		Hanseniaspora occidentalis		Ascomycota		4		0.007092		0		0		0.005253

		Hanseniaspora opuntiae		Ascomycota		3		0.015464		0		0		0.005319

		Hanseniaspora osmophila		Ascomycota		3		0.018797		0		0		0.00768

		Hanseniaspora uvarum		Ascomycota		13		0.005208		0		0		0.003552

		Hanseniaspora valbyensis		Ascomycota		3		0.006969		0		0.004608		0.004532

		Hanseniaspora vineae		Ascomycota		3		0.022727		0.006329		0.004367		0.010753

		Haptocillium balanoides		Ascomycota		3		0.081522		0		0.075472		0.053892

		Harknessia capensis		Ascomycota		2		0		0		0		0

		Harknessia eucalyptorum		Ascomycota		2		0.003922		0		0		0.001739

		Harknessia hawaiiensis		Ascomycota		4		0		0		0		0

		Harknessia leucospermi		Ascomycota		5		0.009542		0		0.006173		0.007732

		Harknessia protearum		Ascomycota		5		0		0		0		0

		Harknessia weresubiae		Ascomycota		3		0		0		0		0

		Harpophora maydis		Ascomycota		7		0.006667		0		0.005556		0.002058

		Hebeloma ammophilum		Basidiomycota		2		0.112069		0		0.087558		0.074135

		Hebeloma bruchetii		Basidiomycota		2		0.022727		0		0.009217		0.011765

		Hebeloma cistophilum		Basidiomycota		2		0.043825		0.006329		0.009174		0.022329

		Hebeloma cylindrosporum		Basidiomycota		2		0.020921		0		0		0.008143

		Hebeloma leucosarx		Basidiomycota		3		0.10917		0		0.078341		0.069536

		Hebeloma mesophaeum		Basidiomycota		4		0.010723		0		0.00702		0.005924

		Hebeloma pusillum		Basidiomycota		2		0.016736		0.006289		0.03271		0.019608

		Hebeloma radicosum		Basidiomycota		2		0.012766		0		0.004608		0.006557

		Hebeloma sacchariolens		Basidiomycota		2		0.016807		0.006329		0.013761		0.013029

		Hebeloma sinapizans		Basidiomycota		3		0.004367		0.01875		0.004608		0.008251

		Hebeloma submelinoides		Basidiomycota		2		0.009091		0		0.013889		0.008418

		Hebeloma vaccinum		Basidiomycota		2		0.004386		0		0		0.001667

		Helicobasidium longisporum		Basidiomycota		7		0.096		0.006329		0.185345		0.108738

		Helicobasidium mompa		Basidiomycota		26		0		0		0		0

		Helicobasidium purpureum		Basidiomycota		28		0.045802		0.006329		0.028037		0.025845

		Helicodendron luteoalbum		Ascomycota		2		0		0		0		0

		Helicodendron triglitziense		Ascomycota		5		0		0		0		0

		Helicodendron websteri		Ascomycota		2		0		0		0		0

		Helicoma isiola		Ascomycota		2		0.539683		0.050633		0.48538		0.373563

		Helicomyces roseus		Ascomycota		2		0.280788		0		0.220859		0.181298

		Helicostylum elegans		Zygomycota		2		0		0		0		0

		Helminthosporium asterinum		Ascomycota		2		0.005495		0.006329		0.02		0.010204

		Helminthosporium solani		Ascomycota		19		0		0		0		0

		Helminthosporium velutinum		Ascomycota		2		0.00565		0		0.00641		0.004073

		Henningsomyces candidus		Basidiomycota		2		0.227799		0.006329		0.235		0.17342

		Hericium alpestre		Basidiomycota		2		0.121547		0.012658		0.271889		0.149281

		Hericium coralloides		Basidiomycota		2		0.095238		0.012658		0.093023		0.071174

		Hericium erinaceum		Basidiomycota		46		0.005556		0		0.009804		0.005525

		Heterobasidion annosum		Basidiomycota		23		0.016043		0.006329		0.019802		0.012797

		Heterodermia speciosa		Ascomycota		2		0.268456		0.012658		0.207792		0.160521

		Heteroepichloe bambusae		Ascomycota		4		0		0		0.002717		0.001046

		Heteroepichloe sasae		Ascomycota		3		0		0		0.005525		0.00211

		Heyderia abietis		Ascomycota		2		0.06875		0		0.074324		0.04721

		Himantormia lugubris		Ascomycota		3		0.005319		0		0.008475		0.00431

		Hirsutella minnesotensis		Ascomycota		10		0.017241		0		0.005848		0.011881

		Hirsutella rhossiliensis		Ascomycota		21		0.006024		0		0		0.004098

		Hirsutella thompsonii		Ascomycota		8		0.15		0.012658		0.085245		0.086822

		Hirsutella vermicola		Ascomycota		3		0.012422		0		0.012422		0.008333

		Hohenbuehelia angustata		Basidiomycota		3		0.011905		0		0.00995		0.008183

		Hohenbuehelia grisea		Basidiomycota		4		0.004016		0		0.012077		0.004886

		Hohenbuehelia mastrucata		Basidiomycota		4		0.016546		0		0.009877		0.00995

		Hohenbuehelia petalodes		Basidiomycota		4		0.013889		0		0.012438		0.009002

		Holtermannia corniformis		Basidiomycota		2		0.009709		0		0.004808		0.004264

		Hormonema carpetanum		Ascomycota		13		0		0		0.011905		0.003922

		Hormonema prunorum		Ascomycota		2		0		0		0.005882		0.001946

		Hortaea werneckii		Ascomycota		19		0.015267		0		0.006623		0.01087

		Humicola fuscoatra		Ascomycota		3		0.543624		0.056962		0.447205		0.348291

		Humicola insolens		Ascomycota		2		0.010989		0.006329		0.006098		0.007937

		Hydnellum aurantiacum		Basidiomycota		2		0.028571		0		0.032787		0.021779

		Hydnellum geogenium		Basidiomycota		2		0.018018		0		0.004651		0.006198

		Hydnellum peckii		Basidiomycota		2		0.013761		0		0.011765		0.009509

		Hydnotryopsis setchellii		Ascomycota		2		0.037838		0		0.039326		0.026871

		Hydnum albidum		Basidiomycota		3		0.005102		0		0		0.001724

		Hydnum repandum		Basidiomycota		17		0.002825		0		0.007009		0.005468

		Hydnum rufescens		Basidiomycota		17		0.128049		0.006329		0.090909		0.081059

		Hydnum umbilicatum		Basidiomycota		2		0.00565		0		0		0.002028

		Hygrocybe virginea		Basidiomycota		3		0.015152		0		0.022831		0.007849

		Hygrophoropsis aurantiaca		Basidiomycota		3		0.103175		0		0.114679		0.081081

		Hygrophorus cossus		Basidiomycota		2		0.022388		0.006329		0.051163		0.029586

		Hygrophorus discoxanthus		Basidiomycota		2		0.011696		0		0		0.00565

		Hygrophorus eburneus		Basidiomycota		5		0.031207		0		0.047982		0.029294

		Hygrophorus penarioides		Basidiomycota		3		0		0		0.040201		0.016293

		Hygrophorus penarius		Basidiomycota		3		0.008		0		0.005		0.004132

		Hygrophorus quercetorum		Basidiomycota		4		0.032051		0		0		0.018555

		Hygrophorus roseobrunneus		Basidiomycota		2		0.005025		0		0		0.001783

		Hygrophorus sordidus		Basidiomycota		2		0		0		0.015544		0.006369

		Hymenoscyphus caudatus		Ascomycota		3		0.018987		0		0.046358		0.021413

		Hymenoscyphus epiphyllus		Ascomycota		4		0.012422		0		0.03		0.013859

		Hymenoscyphus fructigenus		Ascomycota		4		0.024845		0		0.012903		0.012712

		Hymenoscyphus immutabilis		Ascomycota		3		0.024845		0		0.02649		0.014957

		Hymenoscyphus lasiopodius		Ascomycota		3		0.00625		0		0		0.002132

		Hymenoscyphus scutulus		Ascomycota		3		0		0		0		0

		Hymenoscyphus serotinus		Ascomycota		4		0		0		0		0

		Hyperphyscia adglutinata		Ascomycota		3		0.052941		0.006329		0.012579		0.024641

		Hyphoderma guttuliferum		Basidiomycota		2		0.010256		0.006329		0		0.005376

		Hyphoderma nudicephalum		Basidiomycota		7		0.021739		0		0.01005		0.011173

		Hyphoderma praetermissum		Basidiomycota		42		0.083333		0.006289		0.057592		0.051173

		Hyphoderma puberum		Basidiomycota		6		0.004566		0		0		0.001706

		Hyphoderma rude		Basidiomycota		7		0.008772		0		0.009569		0.005042

		Hyphoderma setigerum		Basidiomycota		34		0.208791		0.012658		0.202899		0.152015

		Hyphoderma subsetigerum		Basidiomycota		4		0.011594		0		0.008242		0.008616

		Hyphodiscus hymeniophilus		Ascomycota		6		0.045455		0		0.039735		0.028866

		Hyphodontia alutacea		Basidiomycota		4		0.005882		0.003165		0		0.004839

		Hyphodontia alutaria		Basidiomycota		4		0.307767		0.037815		0.255102		0.218479

		Hyphodontia cineracea		Basidiomycota		2		0.007143		0		0.005263		0.004098

		Hyphodontia crustosa		Basidiomycota		4		0.015021		0		0.032093		0.016849

		Hyphodontia flavipora		Basidiomycota		5		0		0		0		0.001838

		Hyphodontia hastata		Basidiomycota		2		0.008658		0		0.036364		0.01642

		Hyphodontia nespori		Basidiomycota		5		0.004115		0		0.002427		0.003295

		Hyphodontia nothofagi		Basidiomycota		2		0		0		0.005376		0.001842

		Hyphodontia paradoxa		Basidiomycota		2		0.004926		0		0.005263		0.00363

		Hyphodontia radula		Basidiomycota		12		0.015075		0		0.005348		0.006449

		Hyphodontia sambuci		Basidiomycota		2		0		0		0		0

		Hyphodontia tropica		Basidiomycota		3		0.04902		0		0.021739		0.025641

		Hypholoma capnoides		Basidiomycota		5		0.004265		0		0		0.001657

		Hypholoma fasciculare		Basidiomycota		5		0.006748		0		0		0.003373

		Hypochnicium albostramineum		Basidiomycota		3		0.005587		0		0.004878		0.001845

		Hypochnicium cremicolor		Basidiomycota		2		0		0		0		0

		Hypochnicium cystidiatum		Basidiomycota		2		0.035714		0.024845		0.004566		0.020073

		Hypochnicium geogenium		Basidiomycota		2		0.259669		0.006329		0.318182		0.211091

		Hypochnicium lundellii		Basidiomycota		2		0		0.006329		0		0.00188

		Hypochnicium lyndoniae		Basidiomycota		2		0		0		0.00495		0.001869

		Hypochnicium polonense		Basidiomycota		3		0.011111		0		0.010152		0.003738

		Hypochnicium punctulatum		Basidiomycota		7		0		0		0.004878		0.001908

		Hypochnicium wakefieldiae		Basidiomycota		6		0		0		0.004902		0.001852

		Hypocrea atrogelatinosa		Ascomycota		2		0.135266		0.018987		0.078313		0.080979

		Hypocrea aureoviridis		Ascomycota		9		0.013043		0		0.010929		0.007018

		Hypocrea ceramica		Ascomycota		2		0.259804		0		0.117978		0.137037

		Hypocrea citrina		Ascomycota		12		0.033176		0.006289		0.005988		0.015125

		Hypocrea crystalligena		Ascomycota		8		0		0		0.005263		0.002041

		Hypocrea farinosa		Ascomycota		4		0.005155		0		0		0.001898

		Hypocrea hunua		Ascomycota		2		0.095238		0		0.05988		0.054475

		Hypocrea jecorina		Ascomycota		17		0		0		0		0

		Hypocrea koningii		Ascomycota		8		0.006993		0		0.011429		0.006445

		Hypocrea lactea		Ascomycota		6		0		0		0.011976		0.003738

		Hypocrea lixii		Ascomycota		257		0.019802		0		0.034286		0.020599

		Hypocrea minutispora		Ascomycota		2		0.107843		0		0.059524		0.060377

		Hypocrea neorufa		Ascomycota		5		0		0		0		0

		Hypocrea nigrovirens		Ascomycota		2		0		0		0		0

		Hypocrea ochroleuca		Ascomycota		2		0.00641		0		0		0.002053

		Hypocrea orientalis		Ascomycota		2		0		0		0		0

		Hypocrea pachybasioides		Ascomycota		13		0.010363		0		0.005952		0.00572

		Hypocrea patella		Ascomycota		4		0.004115		0		0.011628		0.005236

		Hypocrea pezizoides		Ascomycota		2		0.150943		0.006329		0.096591		0.085193

		Hypocrea protopulvinata		Ascomycota		2		0		0		0		0

		Hypocrea pseudostraminea		Ascomycota		6		0.005376		0		0.005848		0.005825

		Hypocrea psychrophila		Ascomycota		2		0		0		0		0

		Hypocrea pulvinata		Ascomycota		9		0		0		0		0

		Hypocrea rufa		Ascomycota		23		0.005495		0		0.011299		0.007722

		Hypocrea schweinitzii		Ascomycota		15		0.027027		0		0.005917		0.014572

		Hypocrea stilbohypoxyli		Ascomycota		4		0		0		0		0

		Hypocrea strictipilis		Ascomycota		3		0.005682		0		0.018634		0.00996

		Hypocrea sulphurea		Ascomycota		5		0.01087		0		0		0.003949

		Hypocrea tawa		Ascomycota		2		0.086486		0.006329		0.04023		0.064516

		Hypocrea victoriensis		Ascomycota		3		0.005435		0		0.006098		0.003945

		Hypocrea vinosa		Ascomycota		4		0.048621		0		0.050992		0.034643

		Hypocrea virens		Ascomycota		61		0.005		0		0.005882		0.003795

		Hypocrea viridescens		Ascomycota		6		0.005464		0		0.018182		0.007905

		Hypogymnia physodes		Ascomycota		3		0.053191		0.024845		0		0.027505

		Hypomyces aurantius		Ascomycota		6		0.00565		0		0.016484		0.009671

		Hypomyces chlorinigenus		Ascomycota		2		0.346535		0		0.274286		0.220561

		Hypomyces chrysospermus		Ascomycota		6		0.028571		0.006329		0.017241		0.021696

		Hypomyces microspermus		Ascomycota		9		0.011299		0		0.011429		0.007859

		Hypomyces odoratus		Ascomycota		3		0.005747		0		0.010526		0.005747

		Hypomyces rosellus		Ascomycota		3		0.005814		0		0		0.001923

		Hypotrachyna endochlora		Ascomycota		2		0.030928		0.006329		0.05298		0.029821

		Hypotrachyna exsecta		Ascomycota		2		0.010638		0		0.013423		0.008081

		Hypotrachyna flexilis		Ascomycota		2		0.005917		0		0.006579		0.004175

		Hypotrachyna imbricatula		Ascomycota		2		0.134715		0.006329		0.124183		0.09127

		Hypotrachyna immaculata		Ascomycota		2		0.273196		0.018868		0.146667		0.15507

		Hypotrachyna incognita		Ascomycota		2		0.055556		0		0.020408		0.025696

		Hypotrachyna infirma		Ascomycota		2		0.04908		0		0.046053		0.031579

		Hypotrachyna osseoalba		Ascomycota		2		0.005348		0		0.006711		0.004049

		Hypotrachyna physcioides		Ascomycota		2		0.010638		0		0.027027		0.012146

		Hypotrachyna pseudosinuosa		Ascomycota		2		0		0		0		0

		Hypotrachyna radiculata		Ascomycota		2		0.020833		0		0.073826		0.03006

		Hypotrachyna revoluta		Ascomycota		4		0.094228		0		0.056603		0.057751

		Hypotrachyna scytophylla		Ascomycota		2		0.006211		0.006329		0		0.004264

		Hypotrachyna sinuosa		Ascomycota		2		0.025773		0		0.020134		0.015968

		Hypotrachyna taylorensis		Ascomycota		2		0.090909		0		0.090909		0.062745

		Hypoxylon anthochroum		Ascomycota		2		0		0.006329		0		0.002012

		Hypoxylon fragiforme		Ascomycota		9		0.379464		0.015823		0.26952		0.240199

		Hypoxylon fuscopurpureum		Ascomycota		3		0.549383		0.056962		0.464516		0.366109

		Hypoxylon fuscum		Ascomycota		13		0.04712		0		0.027027		0.027189

		Hypoxylon haematostroma		Ascomycota		4		0		0		0		0

		Hypoxylon lenormandii		Ascomycota		3		0.010695		0		0.012658		0.007952

		Hypoxylon macrocarpum		Ascomycota		2		0		0		0.012821		0.00396

		Hypoxylon monticulosum		Ascomycota		4		0		0		0.012938		0.005092

		Hypoxylon rubiginosum		Ascomycota		5		0.26776		0.018987		0.24379		0.187992

		Hypoxylon serpens		Ascomycota		2		0		0		0		0

		Hypsizygus marmoreus		Basidiomycota		4		0.008197		0		0		0.005747

		Hysterangium crassirhachis		Basidiomycota		2		0.010363		0		0.009569		0.00713

		Imshaugia aleurites		Ascomycota		2		0.018405		0.025316		0.038462		0.025882

		Inocutis rheades		Basidiomycota		2		0.054393		0		0.053942		0.040752

		Inocybe armeniaca		Basidiomycota		2		0.084746		0		0		0.021231

		Inocybe asterospora		Basidiomycota		3		0.174797		0		0.160194		0.12275

		Inocybe lacera		Basidiomycota		2		0.044		0		0.037915		0.030695

		Inocybe napipes		Basidiomycota		2		0.017544		0.006329		0.005076		0.009506

		Inocybe nitidiuscula		Basidiomycota		2		0.4625		0.006329		0.404255		0.29845

		Inocybe petiginosa		Basidiomycota		2		0.017857		0		0		0.005906

		Inonotus baumii		Basidiomycota		15		0.14377		0		0.082278		0.092784

		Inonotus cuticularis		Basidiomycota		2		0.39404		0.012658		0.35124		0.293447

		Inonotus hispidus		Basidiomycota		2		0.482353		0.063291		0.502326		0.391667

		Inonotus linteus		Basidiomycota		29		0.135922		0		0.051282		0.076418

		Inonotus obliquus		Basidiomycota		2		0.345161		0.006329		0.143443		0.200843

		Inonotus rickii		Basidiomycota		2		0.006826		0		0.011765		0.007082

		Inonotus tropicalis		Basidiomycota		3		0.022556		0		0.038095		0.022082

		Inonotus weirianus		Basidiomycota		2		0.006452		0		0.115607		0.034321

		Irpex hydnoides		Basidiomycota		2		0		0		0		0

		Irpex lacteus		Basidiomycota		14		0.004566		0		0.016216		0.007117

		Isaria farinosa		Ascomycota		4		0.005452		0		0		0.001986

		Isaria tenuipes		Ascomycota		3		0		0		0.016		0.004301

		Issatchenkia orientalis		Ascomycota		19		0.127451		0		0.006135		0.042959

		Itersonilia perplexans		Basidiomycota		2		0.006536		0		0.004255		0.003663

		Kabatina juniperi		Ascomycota		5		0.005556		0		0.012121		0.005964

		Kaernefeltia merrillii		Ascomycota		4		0.032186		0.003165		0.013333		0.017192

		Kappamyces laurelensis		Chytridiomycota		2		0.007519		0.006849		0.152985		0.078611

		Kazachstania barnettii		Ascomycota		2		0.004608		0		0		0.001689

		Kazachstania exigua		Ascomycota		3		0		0		0		0

		Kazachstania telluris		Ascomycota		2		0		0		0		0

		Kloeckera lindneri		Ascomycota		2		0		0.006289		0		0.001531

		Kluyveromyces aestuarii		Ascomycota		2		0.017467		0		0		0.004717

		Kluyveromyces dobzhanskii		Ascomycota		7		0.004367		0		0.008475		0.004754

		Kluyveromyces lactis		Ascomycota		31		0.008811		0		0.00813		0.006349

		Kluyveromyces marxianus		Ascomycota		18		0.004405		0		0.004065		0.00317

		Kluyveromyces nonfermentans		Ascomycota		7		0		0		0		0

		Kluyveromyces thermotolerans		Ascomycota		2		0.085586		0.012658		0.105769		0.073129

		Kluyveromyces wickerhamii		Ascomycota		2		0		0		0.012245		0.004732

		Kockovaella imperatae		Basidiomycota		2		0.008403		0		0		0.002232

		Kockovaella machilophila		Basidiomycota		2		0		0		0		0

		Kockovaella phaffii		Basidiomycota		2		0		0		0		0

		Kockovaella sacchari		Basidiomycota		3		0.008264		0.006329		0.005882		0.006682

		Kockovaella schimae		Basidiomycota		2		0		0		0		0

		Kockovaella thailandica		Basidiomycota		3		0.016129		0		0.005682		0.00655

		Kohninia linnaeicola		Ascomycota		3		0		0		0		0

		Kondoa aeria		Basidiomycota		4		0.011236		0		0.004651		0.005435

		Kondoa malvinella		Basidiomycota		2		0		0		0		0

		Kretzschmaria deusta		Ascomycota		3		0		0		0		0

		Kriegeria eriophori		Basidiomycota		2		0.08589		0		0.04878		0.047438

		Laccaria amethystea		Basidiomycota		2		0		0		0.004808		0.001667

		Laccaria amethysteo-occidentalis		Basidiomycota		2		0.260638		0		0.380368		0.258364

		Laccaria amethystina		Basidiomycota		7		0.067227		0		0.037915		0.055375

		Laccaria bicolor		Basidiomycota		9		0.025609		0		0.014423		0.017718

		Laccaria fraterna		Basidiomycota		2		0.005435		0.006329		0		0.003731

		Laccaria laccata		Basidiomycota		5		0.080923		0		0.033562		0.04362

		Laccaria montana		Basidiomycota		3		0.064257		0.006329		0.028846		0.035772

		Laccaria nobilis		Basidiomycota		7		0.004098		0		0		0.003284

		Laccaria proxima		Basidiomycota		3		0.004202		0		0.009615		0.004967

		Laccaria pseudomontana		Basidiomycota		2		0		0.006329		0.004831		0.003257

		Laccaria trichodermophora		Basidiomycota		2		0.008065		0.006329		0		0.004894

		Lachancea kluyveri		Ascomycota		6		0.004405		0		0.004717		0.00335

		Lachancea meyersii		Ascomycota		3		0		0		0		0

		Lachnella villosa		Basidiomycota		3		0.352		0.006329		0.106061		0.1337

		Lachnum abnorme		Ascomycota		9		0.012579		0.006329		0		0.005423

		Lachnum pygmaeum		Ascomycota		3		0.017751		0.006329		0.052239		0.024017

		Lachnum spartinae		Ascomycota		2		0		0		0.007463		0.002331

		Lachnum virgineum		Ascomycota		3		0.09697		0		0.116438		0.070362

		Lacrymaria velutina		Basidiomycota		2		0.01581		0		0.015		0.011457

		Lactarius acerrimus		Basidiomycota		2		0		0		0		0

		Lactarius acris		Basidiomycota		2		0		0.006329		0		0.001639

		Lactarius akahatsu		Basidiomycota		2		0.017544		0		0.018657		0.013761

		Lactarius alboscrobiculatus		Basidiomycota		2		0		0		0		0

		Lactarius austrotorminosus		Basidiomycota		3		0		0		0.014925		0.006231

		Lactarius austrozonarius		Basidiomycota		2		0.012987		0.006329		0		0.005979

		Lactarius camphoratus		Basidiomycota		4		0		0		0		0

		Lactarius controversus		Basidiomycota		6		0.00885		0		0.007663		0.007752

		Lactarius crassiusculus		Basidiomycota		5		0.018692		0		0.004255		0.009885

		Lactarius deceptivus		Basidiomycota		2		0.043689		0		0.055118		0.037217

		Lactarius deliciosus		Basidiomycota		28		0.017167		0		0.003876		0.006182

		Lactarius deterrimus		Basidiomycota		6		0.017699		0		0.007547		0.006163

		Lactarius friabilis		Basidiomycota		5		0.021429		0.006329		0.021097		0.017355

		Lactarius furcatus		Basidiomycota		2		0		0		0		0

		Lactarius hatsudake		Basidiomycota		2		0.009434		0		0.003876		0.004777

		Lactarius hepaticus		Basidiomycota		2		0.006803		0.006289		0		0.00346

		Lactarius insulsus		Basidiomycota		2		0.004219		0		0		0.001502

		Lactarius intermedius		Basidiomycota		2		0		0		0		0

		Lactarius lignyotus		Basidiomycota		2		0.142157		0		0.055319		0.070352

		Lactarius mairei		Basidiomycota		2		0		0		0.003831		0.001536

		Lactarius montoyae		Basidiomycota		2		0		0		0		0

		Lactarius necator		Basidiomycota		2		0.004505		0		0.005263		0.003509

		Lactarius oomisiensis		Basidiomycota		3		0.050459		0.006329		0.033195		0.032362

		Lactarius pubescens		Basidiomycota		3		0.008547		0		0.007843		0.006182

		Lactarius purpureus		Basidiomycota		3		0.004405		0.012658		0.01107		0.009146

		Lactarius quieticolor		Basidiomycota		6		0.03211		0		0.003861		0.014925

		Lactarius quietus		Basidiomycota		3		0.035874		0.012579		0.02583		0.026034

		Lactarius rubroviolascens		Basidiomycota		2		0.009091		0		0		0.003436

		Lactarius rufus		Basidiomycota		5		0		0		0		0

		Lactarius salmonicolor		Basidiomycota		6		0		0		0		0

		Lactarius sanguifluus		Basidiomycota		14		0.018265		0.006329		0.022388		0.015528

		Lactarius scrobiculatus		Basidiomycota		3		0.010101		0		0.01107		0.007974

		Lactarius semisanguifluus		Basidiomycota		9		0.030568		0		0.011321		0.013932

		Lactarius spinosulus		Basidiomycota		2		0.013453		0		0		0.004823

		Lactarius subdulcis		Basidiomycota		7		0		0		0.003663		0.001613

		Lactarius subsericatus		Basidiomycota		5		0		0		0		0

		Lactarius tabidus		Basidiomycota		3		0.004854		0		0.003597		0.003115

		Lactarius tesquorum		Basidiomycota		2		0.05		0.05		0.003922		0.032061

		Lactarius theiogalus		Basidiomycota		2		0.021739		0		0.010714		0.011254

		Lactarius torminosulus		Basidiomycota		2		0.004329		0		0.074906		0.032012

		Lactarius torminosus		Basidiomycota		2		0.004425		0		0.011407		0.006182

		Lactarius trivialis		Basidiomycota		2		0.004651		0		0.003906		0.00318

		Lactarius uvidus		Basidiomycota		2		0		0		0		0

		Lactarius vellereus		Basidiomycota		3		0.071749		0.037975		0.056604		0.044892

		Lactarius vinosus		Basidiomycota		4		0.008811		0		0.013258		0.010015

		Lactarius volemus		Basidiomycota		2		0.157635		0		0.162791		0.116319

		Laetiporus sulphureus		Basidiomycota		8		0.042169		0		0.066986		0.043355

		Lalaria inositophila		Ascomycota		3		0.010989		0		0.00495		0.005535

		Lalaria veronirambellii		Ascomycota		3		0		0		0		0

		Lasallia pennsylvanica		Ascomycota		3		0.011494		0.006329		0.018519		0.012146

		Lasiodiplodia crassispora		Ascomycota		3		0.006579		0		0.005814		0.004149

		Lasiodiplodia gonubiensis		Ascomycota		3		0		0		0		0

		Lasiodiplodia rubropurpurea		Ascomycota		4		0		0		0		0

		Lasiodiplodia venezuelensis		Ascomycota		3		0		0		0		0

		Lasiosphaeria glabrata		Ascomycota		2		0		0		0		0

		Lasiosphaeria lanuginosa		Ascomycota		7		0.03268		0		0.044304		0.02766

		Lasiosphaeria ovina		Ascomycota		9		0		0		0		0

		Lasiosphaeria rugulosa		Ascomycota		2		0.10625		0.012658		0.159236		0.092632

		Lasiosphaeria sorbina		Ascomycota		2		0.085526		0.012658		0.115854		0.07173

		Lecania brialmontii		Ascomycota		3		0.016216		0		0.006494		0.008048

		Lecania cyrtella		Ascomycota		2		0		0		0		0

		Lecania fuscella		Ascomycota		2		0		0		0		0

		Lecania gerlachei		Ascomycota		3		0.021622		0		0.019355		0.014056

		Lecania naegelii		Ascomycota		2		0.284974		0.025157		0.324841		0.225933

		Lecania sambucina		Ascomycota		2		0.005495		0		0		0.002033

		Lecanicillium aphanocladii		Ascomycota		4		0		0		0		0

		Lecanicillium fusisporum		Ascomycota		2		0.150259		0		0.090361		0.085106

		Lecanicillium longisporum		Ascomycota		2		0		0		0.01227		0.00396

		Lecanicillium muscarium		Ascomycota		4		0		0		0		0.00198

		Lecanicillium psalliotae		Ascomycota		5		0.193154		0.003165		0.207476		0.139046

		Lecanora albella		Ascomycota		2		0.031088		0.0125		0.007299		0.01833

		Lecanora allophana		Ascomycota		2		0		0		0.006623		0.001969

		Lecanora bicincta		Ascomycota		6		0.050251		0.037975		0.032468		0.039474

		Lecanora carpinea		Ascomycota		2		0.025126		0.006329		0.006536		0.013725

		Lecanora chlorophaeodes		Ascomycota		3		0.102041		0.006329		0.092715		0.069307

		Lecanora farinacea		Ascomycota		2		0.030151		0		0.013072		0.015686

		Lecanora hybocarpa		Ascomycota		2		0.596491		0.006329		0.353591		0.320826

		Lecanora intricata		Ascomycota		2		0		0		0		0

		Lecanora intumescens		Ascomycota		2		0.005051		0		0.006369		0.003899

		Lecanora lojkaeana		Ascomycota		2		0.020725		0		0		0.007968

		Lecanora muralis		Ascomycota		2		0.050761		0.006329		0.03268		0.031496

		Lecanora nashii		Ascomycota		2		0		0		0.006329		0.001949

		Lecanora novomexicana		Ascomycota		2		0.041026		0		0.039474		0.027723

		Lecanora orosthea		Ascomycota		2		0		0		0		0

		Lecanora polytropa		Ascomycota		2		0.212435		0		0.148387		0.128205

		Lecanora rupicola		Ascomycota		15		0.06		0.012658		0.056738		0.046602

		Lecanora subcarnea		Ascomycota		2		0		0		0		0

		Lecanora subcarpinea		Ascomycota		3		0.025		0		0		0.009785

		Lecanora swartzii		Ascomycota		6		0.049261		0.037975		0.025806		0.038153

		Lecanora varia		Ascomycota		3		0.050761		0		0.025806		0.02549

		Leccinum crocipodium		Basidiomycota		2		0.013514		0.006289		0.003704		0.006932

		Leccinum holopus		Basidiomycota		2		0.002315		0.025		0		0.004478

		Leccinum roseofractum		Basidiomycota		3		0		0.062893		0.003205		0.021997

		Lecidea cancriformis		Ascomycota		2		0.113402		0.012658		0.318182		0.144269

		Lecidea sphaerella		Ascomycota		2		0		0		0		0

		Lecidella carpathica		Ascomycota		2		0.044335		0.006329		0.027027		0.027505

		Lecythophora hoffmannii		Ascomycota		7		0.172973		0.012658		0.031847		0.073753

		Lentinellus auricula		Basidiomycota		2		0		0		0.003509		0.001443

		Lentinellus castoreus		Basidiomycota		22		0.037209		0		0.087558		0.047945

		Lentinellus cochleatus		Basidiomycota		3		0.091346		0		0.163793		0.095318

		Lentinellus cystidiosus		Basidiomycota		5		0.02245		0		0.03066		0.019283

		Lentinellus flabelliformis		Basidiomycota		7		0.004975		0		0.009302		0.005226

		Lentinellus micheneri		Basidiomycota		10		0.00495		0.012658		0.009662		0.010471

		Lentinellus montanus		Basidiomycota		5		0.005		0		0		0.001754

		Lentinellus pulvinulus		Basidiomycota		2		0.014085		0		0.023256		0.013652

		Lentinellus subaustralis		Basidiomycota		6		0.004831		0		0.004695		0.003515

		Lentinellus tridentinus		Basidiomycota		4		0.005405		0		0.014706		0.007313

		Lentinellus ursinus		Basidiomycota		23		0.016393		0		0.024631		0.016502

		Lentinellus vulpinus		Basidiomycota		2		0.009479		0		0.017094		0.00995

		Lentinula aciculospora		Basidiomycota		2		0.023346		0		0.0125		0.01374

		Lentinula boryana		Basidiomycota		8		0.18659		0.018987		0.219343		0.170152

		Lentinula edodes		Basidiomycota		105		0.004219		0		0.021898		0.01194

		Lentinula lateritia		Basidiomycota		9		0		0.025316		0.003597		0.008772

		Lentinula novae-zelandiae		Basidiomycota		3		0.008368		0.006329		0		0.004451

		Lentinula raphanica		Basidiomycota		6		0.007663		0		0.019934		0.009736

		Lentinus tigrinus		Basidiomycota		7		0.05102		0		0.059633		0.039451

		Leohumicola verrucosa		Ascomycota		7		0.018405		0		0.006757		0.008529

		Leotia atrovirens		Ascomycota		5		0.08051		0.022293		0.138235		0.08386

		Leotia lubrica		Ascomycota		23		0.055215		0.006369		0.08589		0.053942

		Leotia viscosa		Ascomycota		6		0.030675		0.006369		0.02439		0.018595

		Lepiota brunneoincarnata		Basidiomycota		2		0.022222		0		0.018957		0.015649

		Lepiota castanea		Basidiomycota		2		0.00361		0		0.055814		0.02

		Lepiota castaneidisca		Basidiomycota		13		0.015667		0		0.021635		0.014471

		Lepiota clypeolaria		Basidiomycota		4		0.01995		0		0.005		0.008953

		Lepiota cristata		Basidiomycota		15		0.025455		0		0.018957		0.018634

		Lepiota flammeotincta		Basidiomycota		2		0.3213		0		0.212963		0.207373

		Lepiota lilacea		Basidiomycota		2		0.00365		0		0		0.001563

		Lepiota magnispora		Basidiomycota		19		0.052174		0		0.009901		0.032423

		Lepiota ochraceofulva		Basidiomycota		2		0.040892		0		0		0.017107

		Lepiota pilodes		Basidiomycota		2		0.015094		0		0.033019		0.017323

		Lepiota roseolivida		Basidiomycota		4		0		0		0.013645		0.005119

		Lepiota spheniscispora		Basidiomycota		4		0		0		0.007282		0.004433

		Lepiota subincarnata		Basidiomycota		2		0.385185		0.018987		0.293023		0.264386

		Lepista nuda		Basidiomycota		3		0.101266		0.018868		0.054348		0.063793

		Lepista sordida		Basidiomycota		2		0.004348		0		0.004695		0.003328

		Lepraria atlantica		Ascomycota		4		0		0		0		0.001923

		Lepraria celata		Ascomycota		4		0.004902		0		0		0.001957

		Lepraria elobata		Ascomycota		6		0.033493		0		0.02649		0.019305

		Lepraria humida		Ascomycota		7		0.014634		0		0.006452		0.009653

		Lepraria incana		Ascomycota		3		0.053398		0.025316		0.046053		0.040698

		Lepraria isidiata		Ascomycota		8		0.00463		0		0.003356		0.001912

		Lepraria jackii		Ascomycota		11		0		0		0		0

		Lepraria lesdainii		Ascomycota		2		0.101124		0.012658		0.064103		0.06288

		Lepraria rigidula		Ascomycota		2		0.043902		0		0.02		0.02907

		Lepraria santosii		Ascomycota		4		0		0		0		0

		Lepraria sylvicola		Ascomycota		6		0		0		0.006667		0.001953

		Lepraria toensbergiana		Ascomycota		3		0		0		0.006452		0.002114

		Lepraria umbricola		Ascomycota		4		0		0		0		0

		Leproloma vouauxii		Ascomycota		2		0		0		0		0

		Leptodontidium elatius		Ascomycota		6		0.04		0.006289		0.040268		0.02766

		Leptodontidium orchidicola		Ascomycota		8		0.017818		0		0.016529		0.012302

		Leptogium gelatinosum		Ascomycota		3		0		0		0.017964		0.006122

		Leptogium lichenoides		Ascomycota		7		0.030075		0.012658		0.029762		0.023965

		Leptogium quercicola		Ascomycota		2		0.102041		0		0.089286		0.063425

		Leptographium abietinum		Ascomycota		3		0		0.006329		0		0.001901

		Leptographium fruticetum		Ascomycota		2		0		0		0		0

		Leptographium guttulatum		Ascomycota		5		0.033816		0		0.024169		0.020712

		Leptographium lundbergii		Ascomycota		8		0		0		0.004878		0.001704

		Leptographium piriforme		Ascomycota		3		0		0		0		0

		Leptographium procerum		Ascomycota		10		0.107981		0		0		0.039655

		Leptographium terebrantis		Ascomycota		5		0.023858		0		0.007258		0.01177

		Leptographium truncatum		Ascomycota		11		0.004525		0		0		0.001709

		Leptographium wingfieldii		Ascomycota		11		0.013274		0		0.004831		0.008475

		Leptosphaeria biglobosa		Ascomycota		4		0.027933		0		0.012422		0.014056

		Leptosphaeria maculans		Ascomycota		4		0.15331		0		0.093168		0.083987

		Leptosphaeria microscopica		Ascomycota		3		0.177083		0		0.166667		0.118577

		Leptosphaeria senegalensis		Ascomycota		12		0		0		0.005814		0.002058

		Leptosphaeria tompkinsii		Ascomycota		4		0		0		0		0

		Leptosphaerulina chartarum		Ascomycota		5		0.050459		0		0		0.020408

		Leptostroma decipiens		Ascomycota		2		0		0		0		0

		Lethariella cashmeriana		Ascomycota		2		0.026596		0		0.026667		0.018145

		Leucoagaricus americanus		Basidiomycota		3		0.333333		0.006329		0.220183		0.217325

		Leucoagaricus barssii		Basidiomycota		2		0		0		0		0

		Leucoagaricus cinerascens		Basidiomycota		2		0.0033		0		0		0.001495

		Leucoagaricus cupresseus		Basidiomycota		6		0.041812		0		0.046512		0.034901

		Leucoagaricus georginae		Basidiomycota		2		0		0		0		0

		Leucoagaricus gongylophorus		Basidiomycota		14		0.009524		0		0.009479		0.010381

		Leucoagaricus meleagris		Basidiomycota		2		0.004348		0		0		0.001695

		Leucoagaricus serenus		Basidiomycota		2		0		0		0.020408		0.006289

		Leucoagaricus sericatellus		Basidiomycota		2		0		0		0.011236		0.003165

		Leucoagaricus sericifer		Basidiomycota		2		0		0		0		0

		Leucocoprinus cretaceus		Basidiomycota		2		0		0		0		0

		Leucogaster rubescens		Basidiomycota		2		0		0		0		0

		Leucogyrophana mollusca		Basidiomycota		2		0.017094		0		0.017778		0.012945

		Leucogyrophana pinastri		Basidiomycota		3		0.007463		0		0.004545		0.004644

		Leucophleps spinispora		Basidiomycota		49		0.053659		0		0.057269		0.038819

		Leucosporidiella creatinivora		Basidiomycota		2		0.006711		0		0		0.001923

		Leucosporidiella fragaria		Basidiomycota		2		0		0		0		0

		Leucosporidiella muscorum		Basidiomycota		2		0		0		0		0

		Leucosporidium antarcticum		Basidiomycota		2		0.065934		0.006289		0.018182		0.031972

		Leucosporidium scottii		Basidiomycota		5		0.006711		0		0.004695		0.003846

		Leucostoma cinctum		Ascomycota		3		0.084507		0.006329		0.022989		0.034862

		Leucostoma niveum		Ascomycota		3		0.023697		0		0.039773		0.022018

		Leucostoma persoonii		Ascomycota		10		0.038095		0.006329		0.025641		0.027829

		Leveillula cylindrospora		Ascomycota		3		0.013699		0		0.041237		0.019264

		Leveillula duriaei		Ascomycota		2		0.004484		0		0		0.001751

		Leveillula lanuginosa		Ascomycota		2		0		0		0		0

		Leveillula taurica		Ascomycota		36		0.031462		0		0.010526		0.0194

		Lewia infectoria		Ascomycota		36		0.020725		0		0.016667		0.009766

		Lichenomphalia alpina		Basidiomycota		2		0.008		0		0.006135		0.004926

		Lichenomphalia hudsoniana		Basidiomycota		2		0.005618		0		0		0.001488

		Lichenomphalia lobata		Basidiomycota		2		0		0		0.010471		0.004132

		Lichenomphalia umbellifera		Basidiomycota		5		0.004831		0		0		0.001656

		Lignincola laevis		Ascomycota		9		0.2		0.012658		0.242236		0.170524

		Limacella glioderma		Basidiomycota		2		0.008197		0		0.012987		0.007899

		Lirula macrospora		Ascomycota		3		0.267123		0.018987		0.258503		0.179204

		Lobaria fendleri		Ascomycota		4		0.003185		0		0.003311		0.002146

		Lobaria linita		Ascomycota		2		0.006897		0		0.02649		0.011013

		Lobaria orientalis		Ascomycota		2		0.040816		0		0.058824		0.032751

		Lobaria pulmonaria		Ascomycota		10		0.02027		0		0.006536		0.006579

		Lobaria retigera		Ascomycota		4		0.030405		0		0.032051		0.0282

		Lobaria scrobiculata		Ascomycota		2		0.013699		0		0		0.004386

		Lodderomyces elongisporus		Ascomycota		5		0		0		0		0.002146

		Lophiostoma arundinis		Ascomycota		2		0		0.006329		0		0.002155

		Lophodermium agathidis		Ascomycota		2		0.045113		0.006329		0.046053		0.031603

		Lophodermium baculiferum		Ascomycota		4		0.03252		0.022152		0.086207		0.048122

		Lophodermium conigenum		Ascomycota		7		0.134921		0.018987		0.077419		0.072893

		Lophodermium eucalypti		Ascomycota		2		0.007246		0		0.046358		0.017897

		Lophodermium indianum		Ascomycota		2		0.02381		0.006329		0.019481		0.015982

		Lophodermium macci		Ascomycota		3		0.02381		0		0.02027		0.013889

		Lophodermium minor		Ascomycota		2		0.04		0		0		0.013187

		Lophodermium molitoris		Ascomycota		2		0.032		0		0.027397		0.018648

		Lophodermium nitens		Ascomycota		3		0.045113		0.006329		0.122581		0.058296

		Lophodermium piceae		Ascomycota		39		0.006849		0		0.013793		0.008929

		Lophodermium pinastri		Ascomycota		19		0.022901		0		0.026667		0.011628

		Lophodermium seditiosum		Ascomycota		15		0		0		0.006494		0.002268

		Lycoperdon altimontanum		Basidiomycota		2		0.007435		0		0.014151		0.007825

		Lycoperdon echinatum		Basidiomycota		2		0.007067		0		0.014218		0.007669

		Lycoperdon ericaeum		Basidiomycota		4		0.039895		0		0.007075		0.025908

		Lycoperdon frigidum		Basidiomycota		2		0.048951		0		0.004717		0.022866

		Lycoperdon lambinonii		Basidiomycota		5		0.079812		0		0.009434		0.044032

		Lycoperdon mammiforme		Basidiomycota		2		0.00361		0		0.004717		0.003091

		Lycoperdon molle		Basidiomycota		2		0.003788		0		0.004717		0.003155

		Lycoperdon niveum		Basidiomycota		2		0.055351		0		0.009434		0.026521

		Lycoperdon perlatum		Basidiomycota		4		0.068015		0		0.090482		0.058869

		Lycoperdon pyriforme		Basidiomycota		9		0		0		0		0

		Lycoperdon umbrinum		Basidiomycota		3		0.003584		0.006329		0		0.003049

		Lyophyllum ambustum		Basidiomycota		2		0.030435		0.006289		0.005464		0.015734

		Lyophyllum anthracophilum		Basidiomycota		3		0.022026		0.018987		0.011299		0.015986

		Lyophyllum boudieri		Basidiomycota		2		0.009524		0.006329		0.047904		0.029412

		Lyophyllum decastes		Basidiomycota		10		0.034335		0		0.028169		0.021559

		Lyophyllum favrei		Basidiomycota		2		0.007843		0.006289		0		0.005093

		Lyophyllum gibberosum		Basidiomycota		2		0		0.006289		0		0.001751

		Lyophyllum semitale		Basidiomycota		2		0.013043		0.031447		0.063584		0.035461

		Lyophyllum sykosporum		Basidiomycota		2		0.026201		0.006289		0.028571		0.021277

		Lyophyllum tylicolor		Basidiomycota		2		0		0.030675		0.03352		0.019064

		Lysurus cruciatus		Basidiomycota		6		0		0		0.013761		0.005535

		Macalpinomyces eriachnes		Basidiomycota		2		0.206573		0		0.191667		0.154372

		Macowanites ammophilus		Basidiomycota		5		0.006849		0.006329		0.021627		0.012339

		Macowanites vinaceodorus		Basidiomycota		2		0		0		0		0

		Macrolepiota clelandii		Basidiomycota		10		0		0		0		0

		Macrolepiota dolichaula		Basidiomycota		3		0.003584		0		0.009259		0.003063

		Macrolepiota excoriata		Basidiomycota		3		0.039286		0		0.015544		0.022187

		Macrolepiota fuliginosa		Basidiomycota		3		0		0		0.004926		0.00158

		Macrolepiota konradii		Basidiomycota		4		0		0		0		0

		Macrolepiota mastoidea		Basidiomycota		2		0.003571		0		0.009804		0.004673

		Macrolepiota procera		Basidiomycota		4		0		0		0		0.001577

		Macrolepiota psammophila		Basidiomycota		2		0.007143		0		0.004902		0.004673

		Macrophomina phaseolina		Ascomycota		19		0.034091		0		0.00641		0.014019

		Macrospora scirpicola		Ascomycota		2		0.123077		0		0.068323		0.068093

		Madurella mycetomatis		Ascomycota		9		0		0		0		0

		Magnaporthe grisea		Ascomycota		7		0.103175		0		0.107955		0.069565

		Magnaporthe oryzae		Ascomycota		8		0.01626		0		0.011628		0.006623

		Magnaporthe poae		Ascomycota		24		0.015385		0		0.005208		0.008333

		Malassezia dermatis		Basidiomycota		5		0		0		0		0

		Malassezia furfur		Basidiomycota		42		0.038647		0		0.002778		0.01105

		Malassezia globosa		Basidiomycota		7		0.101887		0		0.037671		0.053371

		Malassezia japonica		Basidiomycota		2		0		0		0.004184		0.001684

		Malassezia nana		Basidiomycota		2		0.046243		0.006329		0.016949		0.022928

		Malassezia obtusa		Basidiomycota		7		0		0		0		0

		Malassezia pachydermatis		Basidiomycota		11		0.053763		0		0.06006		0.044993

		Malassezia restricta		Basidiomycota		8		0		0		0.003636		0.001898

		Malassezia slooffiae		Basidiomycota		12		0.020513		0		0.009404		0.009093

		Malassezia sympodialis		Basidiomycota		61		0.006289		0		0.012712		0.007233

		Malassezia yamatoensis		Basidiomycota		2		0.005376		0		0		0.001541

		Marasmiellus opacus		Basidiomycota		2		0		0		0		0

		Marasmiellus ramealis		Basidiomycota		2		0.043103		0		0.031153		0.028129

		Marasmiellus stenophyllus		Basidiomycota		3		0		0		0.003344		0.001433

		Marasmius androsaceus		Basidiomycota		7		0.004237		0		0		0.001486

		Marasmius oreades		Basidiomycota		2		0.256522		0.012658		0.278261		0.202265

		Marchandiomyces corallinus		Basidiomycota		3		0.005435		0		0.009132		0.005348

		Martellia pila		Basidiomycota		2		0.018018		0		0.016667		0.012903

		Massarina eburnea		Ascomycota		2		0		0		0		0

		Massarina rubi		Ascomycota		2		0.484076		0.050314		0.426829		0.322245

		Mastigobasidium intermedium		Basidiomycota		3		0		0		0		0

		Megacollybia platyphylla		Basidiomycota		3		0.363077		0		0.162791		0.228491

		Megaspora verrucosa		Ascomycota		2		0		0		0		0

		Meira argovae		Basidiomycota		4		0		0		0		0

		Meira geulakonigii		Basidiomycota		2		0.006211		0		0.004405		0.003663

		Melampsora abietis-populi		Basidiomycota		2		0		0		0		0

		Melampsora allii-populina		Basidiomycota		7		0		0		0		0.00173

		Melampsora epitea		Basidiomycota		29		0.005376		0.003145		0.008734		0.005226

		Melampsora laricis		Basidiomycota		5		0		0		0.002165		0.001724

		Melampsora laricis-populina		Basidiomycota		27		0		0		0		0

		Melampsora medusae		Basidiomycota		3		0.005236		0		0.004329		0.001721

		Melampsora medusae-populina		Basidiomycota		6		0.166667		0.018868		0.186147		0.134021

		Melampsora pruinosae		Basidiomycota		5		0		0		0		0

		Melampsoridium alni		Basidiomycota		2		0		0		0		0

		Melampsoridium hiratsukanum		Basidiomycota		21		0.005479		0		0		0.001786

		Melanconis stilbostoma		Ascomycota		3		0.225131		0.006329		0.193939		0.149805

		Melanelia disjuncta		Ascomycota		2		0.01087		0		0.02		0.010163

		Melanelia hepatizon		Ascomycota		3		0.05		0.018987		0.013333		0.030488

		Melanelia stygia		Ascomycota		4		0		0		0		0

		Melanelixia fuliginosa		Ascomycota		8		0.078125		0.006329		0.065789		0.05169

		Melanelixia glabra		Ascomycota		3		0.081633		0.006329		0.05298		0.051485

		Melanelixia subargentifera		Ascomycota		3		0		0		0.039735		0.012048

		Melanelixia subaurifera		Ascomycota		4		0		0		0.006536		0.00297

		Melanogaster broomeianus		Basidiomycota		10		0.093426		0.006289		0.065041		0.056291

		Melanogaster variegatus		Basidiomycota		5		0.017483		0.006289		0.036941		0.022577

		Melanohalea elegantula		Ascomycota		5		0.005208		0		0		0.002

		Melanohalea exasperata		Ascomycota		2		0.03125		0.006329		0.02649		0.021956

		Melanohalea exasperatula		Ascomycota		2		0		0		0.006667		0.002105

		Melanophyllum haematospermum		Basidiomycota		3		0.165179		0		0.113636		0.10299

		Meliniomyces bicolor		Ascomycota		6		0.042945		0		0.047297		0.031983

		Meliniomyces variabilis		Ascomycota		30		0.011494		0		0.006757		0.008316

		Menegazzia terebrata		Ascomycota		3		0.010638		0		0.006623		0.002008

		Mensularia radiata		Basidiomycota		3		0.015444		0		0.009756		0.01005

		Meria laricis		Ascomycota		2		0.054054		0		0.070064		0.041037

		Merismodes fasciculata		Basidiomycota		2		0.016129		0		0.019231		0.012915

		Meruliporia incrassata		Basidiomycota		2		0		0		0.004717		0.001764

		Metarhizium album		Ascomycota		2		0.01087		0		0.102041		0.040892

		Metarhizium anisopliae		Ascomycota		24		0.022059		0		0.016949		0.010661

		Metarhizium flavoviride		Ascomycota		21		0.366734		0.006329		0.194872		0.202413

		Metulocladosporiella musae		Ascomycota		2		0		0		0		0

		Metulocladosporiella musicola		Ascomycota		10		0.008811		0		0.005076		0.005146

		Microbotryum bistortarum		Basidiomycota		5		0		0		0.004158		0.003515

		Microbotryum chloranthae-verrucosum		Basidiomycota		2		0		0		0.042918		0.017699

		Microbotryum cordae		Basidiomycota		3		0.005747		0		0.011407		0.006723

		Microbotryum dianthorum		Basidiomycota		12		0.099133		0		0.063619		0.058522

		Microbotryum intermedium		Basidiomycota		3		0.011628		0		0.003717		0.005008

		Microbotryum lychnidis-dioicae		Basidiomycota		11		0.016854		0		0.012295		0.010363

		Microbotryum reticulatum		Basidiomycota		2		0.011494		0		0.041985		0.021886

		Microbotryum saponariae		Basidiomycota		10		0		0		0		0

		Microbotryum scabiosae		Basidiomycota		2		0		0		0		0

		Microbotryum scorzonerae		Basidiomycota		2		0.047619		0		0.003891		0.014235

		Microbotryum silenes-inflatae		Basidiomycota		4		0.034091		0		0		0.010435

		Microbotryum stellariae		Basidiomycota		9		0		0		0		0.001672

		Microbotryum stygium		Basidiomycota		3		0.005319		0		0		0.00165

		Microbotryum tragopogonis-pratensis		Basidiomycota		2		0		0		0		0

		Microbotryum violaceoverrucosum		Basidiomycota		2		0.016854		0		0.03252		0.020583

		Microbotryum violaceum		Basidiomycota		25		0.085107		0.012658		0.073322		0.057704

		Microcyclus ulei		Ascomycota		4		0.029479		0		0.037775		0.02277

		Microdiplodia hawaiiensis		Ascomycota		2		0		0		0		0

		Microdochium bolleyi		Ascomycota		2		0		0		0		0

		Microdochium nivale		Ascomycota		3		0.372881		0.037975		0.392157		0.25641

		Microdochium phragmitis		Ascomycota		2		0		0		0		0

		Microglossum rufum		Ascomycota		2		0		0		0		0

		Micromphale brassicolens		Basidiomycota		3		0		0		0.012987		0.005755

		Microsphaera platani		Ascomycota		2		0.004505		0		0.005525		0.003565

		Microsphaeropsis arundinis		Ascomycota		6		0.005155		0		0.013072		0.005941

		Microsporum audouinii		Ascomycota		5		0.003448		0		0.005025		0.003094

		Microsporum canis		Ascomycota		11		0.006873		0		0.00995		0.009245

		Microsporum distortum		Ascomycota		2		0.006873		0		0		0.003077

		Microsporum equinum		Ascomycota		2		0.013793		0.006289		0.00995		0.010769

		Microsporum ferrugineum		Ascomycota		4		0.00692		0		0		0.004622

		Microsporum langeronii		Ascomycota		2		0		0		0.005051		0.001548

		Microsporum persicolor		Ascomycota		2		0.021834		0		0		0.008591

		Microstoma floccosum		Ascomycota		3		0.196172		0.006329		0.109375		0.112701

		Microthia havanensis		Ascomycota		9		0.02193		0		0.013423		0.011225

		Mitrula borealis		Ascomycota		2		0.007194		0		0		0.002242

		Mitrula elegans		Ascomycota		7		0.014184		0		0.03125		0.017467

		Mitrula paludosa		Ascomycota		2		0		0		0.006897		0.002252

		Mobergia calculiformis		Ascomycota		2		0.017442		0		0		0.006186

		Moesziomyces bullatus		Basidiomycota		2		0.170213		0		0.107744		0.104197

		Mollisia cinerea		Ascomycota		2		0.166667		0		0.251852		0.13449

		Mollisia fusca		Ascomycota		2		0.151163		0.006329		0.10274		0.088235

		Mollisia minutella		Ascomycota		2		0.02069		0		0.02069		0.013393

		Monacrosporium cionopagum		Ascomycota		9		0.104349		0		0.038797		0.049117

		Monacrosporium drechsleri		Ascomycota		10		0.160256		0		0.132184		0.102317

		Monacrosporium ellipsosporum		Ascomycota		3		0.176471		0		0.237569		0.142276

		Monacrosporium eudermatum		Ascomycota		2		0.135		0		0.104651		0.084906

		Monacrosporium haptotylum		Ascomycota		3		0.036765		0		0.022857		0.01919

		Monacrosporium leptosporum		Ascomycota		3		0.017045		0		0.005882		0.007937

		Monacrosporium psychrophilum		Ascomycota		2		0		0.006329		0		0.001927

		Monascus aurantiacus		Ascomycota		2		0		0		0.011299		0.004073

		Monascus lunisporas		Ascomycota		2		0.005		0		0.013423		0.005917

		Monascus pilosus		Ascomycota		5		0		0		0		0.006122

		Monascus purpureus		Ascomycota		11		0.00641		0		0.01676		0.007952

		Monascus ruber		Ascomycota		4		0		0		0.016949		0.008049

		Monascus sanguineus		Ascomycota		2		0.006452		0		0.039548		0.016327

		Monilia mumecola		Ascomycota		3		0		0		0		0

		Monilinia baccarum		Ascomycota		3		0		0		0		0

		Monilinia fructicola		Ascomycota		17		0		0		0		0.002217

		Monilinia fructigena		Ascomycota		15		0		0		0		0

		Monilinia laxa		Ascomycota		16		0		0		0		0

		Monilinia oxycocci		Ascomycota		2		0.006623		0		0		0.002188

		Monilinia urnula		Ascomycota		2		0.013333		0		0		0.004415

		Moniliophthora perniciosa		Basidiomycota		19		0.022936		0		0.030822		0.019549

		Moniliophthora roreri		Basidiomycota		5		0		0		0		0

		Monochaetia camelliae		Ascomycota		2		0		0		0		0

		Monochaetia kansensis		Ascomycota		3		0.02439		0		0.005952		0.011299

		Monographella albescens		Ascomycota		5		0		0		0.00578		0.004246

		Monosporascus cannonballus		Ascomycota		18		0		0		0.006061		0.001949

		Morchella angusticeps		Ascomycota		7		0.138249		0		0.032491		0.056604

		Morchella conica		Ascomycota		10		0.046296		0		0.007246		0.018462

		Morchella costata		Ascomycota		4		0.009259		0		0.016304		0.01

		Morchella crassipes		Ascomycota		9		0.003279		0		0.008065		0.004392

		Morchella elata		Ascomycota		10		0.041475		0		0.01083		0.019939

		Morchella esculenta		Ascomycota		12		0.003854		0		0.005362		0.004286

		Morchella gigas		Ascomycota		2		0		0		0.007092		0.002699

		Morchella spongiola		Ascomycota		6		0		0		0		0

		Morganella pyriformis		Basidiomycota		2		0.027027		0		0.014423		0.016

		Morinia longiappendiculata		Ascomycota		5		0.005181		0		0.006803		0.006024

		Mortierella alpina		Zygomycota		8		0.075623		0		0.069106		0.051846

		Mortierella elongata		Zygomycota		3		0.089041		0.012658		0.007905		0.028674

		Mortierella gamsii		Zygomycota		8		0.253333		0.031646		0.194215		0.164093

		Mortierella humilis		Zygomycota		2		0		0		0.0125		0.005415

		Mortierella hyalina		Zygomycota		5		0.075		0.006329		0.078067		0.057922

		Mortierella macrocystis		Zygomycota		2		0.032051		0.025316		0.008439		0.019964

		Mrakia frigida		Basidiomycota		3		0.042424		0.012658		0.080169		0.052158

		Mucor circinelloides		Zygomycota		16		0.019231		0		0.016129		0.012704

		Mucor fragilis		Zygomycota		3		0.011765		0		0.005435		0.003929

		Mucor hiemalis		Zygomycota		10		0.242268		0.025316		0.26257		0.195382

		Mucor indicus		Zygomycota		4		0		0		0		0

		Mucor mucedo		Zygomycota		3		0.399083		0.082803		0.529148		0.365

		Mucor plumbeus		Zygomycota		7		0.004739		0		0.010989		0.005455

		Mucor racemosus		Zygomycota		9		0.072115		0.006329		0.156757		0.083747

		Mucor ramosissimus		Zygomycota		2		0		0		0		0

		Muscodor albus		Ascomycota		10		0.017937		0		0.006369		0.011173

		Mycaureola dilseae		Basidiomycota		3		0		0.0375		0.004831		0.011382

		Mycobilimbia pilularis		Ascomycota		3		0.005682		0		0		0.002058

		Mycobonia flava		Basidiomycota		3		0.077626		0		0.066986		0.052901

		Mycocalicium albonigrum		Ascomycota		4		0		0		0.01194		0.00398

		Mycocalicium subtile		Ascomycota		19		0.036364		0		0.08284		0.040816

		Mycocalicium victoriae		Ascomycota		4		0		0		0.013793		0.008889

		Mycopappus alni		Ascomycota		3		0		0		0.013699		0.00432

		Mycosphaerella acaciigena		Ascomycota		2		0		0		0		0

		Mycosphaerella africana		Ascomycota		4		0		0		0		0

		Mycosphaerella ambiphylla		Ascomycota		6		0		0		0		0

		Mycosphaerella arachidis		Ascomycota		11		0		0		0		0

		Mycosphaerella areola		Ascomycota		13		0.09589		0		0.047945		0.046667

		Mycosphaerella associata		Ascomycota		5		0		0		0.006579		0.002186

		Mycosphaerella aurantia		Ascomycota		4		0.006849		0		0		0.002242

		Mycosphaerella brassicicola		Ascomycota		8		0		0		0		0

		Mycosphaerella capsellae		Ascomycota		2		0.006623		0		0.020548		0.008791

		Mycosphaerella citri		Ascomycota		4		0.006757		0		0.010227		0.005531

		Mycosphaerella coffeicola		Ascomycota		3		0.006757		0.006329		0		0.004329

		Mycosphaerella colombiensis		Ascomycota		13		0.006803		0		0		0.002237

		Mycosphaerella communis		Ascomycota		13		0		0		0		0

		Mycosphaerella cruenta		Ascomycota		2		0.04		0		0.092715		0.043573

		Mycosphaerella cryptica		Ascomycota		26		0		0		0		0

		Mycosphaerella crystallina		Ascomycota		5		0.010417		0		0.006993		0.004505

		Mycosphaerella dearnessii		Ascomycota		11		0.006494		0		0		0.002268

		Mycosphaerella dendritica		Ascomycota		4		0		0		0.006494		0.002183

		Mycosphaerella ellipsoidea		Ascomycota		8		0.003356		0		0.003401		0.002203

		Mycosphaerella endophytica		Ascomycota		4		0		0		0		0

		Mycosphaerella eumusae		Ascomycota		7		0		0		0		0

		Mycosphaerella fijiensis		Ascomycota		10		0.007143		0		0.006757		0.004484

		Mycosphaerella fimbriata		Ascomycota		2		0		0		0.006803		0.002242

		Mycosphaerella flexuosa		Ascomycota		5		0.006289		0		0.013072		0.004255

		Mycosphaerella fori		Ascomycota		3		0.006803		0		0.027397		0.008889

		Mycosphaerella fragariae		Ascomycota		6		0.014184		0		0		0.004525

		Mycosphaerella gracilis		Ascomycota		4		0.013219		0		0		0.004391

		Mycosphaerella graminicola		Ascomycota		10		0.007092		0		0		0.002174

		Mycosphaerella grandis		Ascomycota		11		0		0		0		0.002212

		Mycosphaerella gregaria		Ascomycota		3		0		0		0		0

		Mycosphaerella harthensis		Ascomycota		2		0		0		0		0

		Mycosphaerella heimii		Ascomycota		24		0		0		0		0

		Mycosphaerella heimioides		Ascomycota		3		0.006944		0		0.035211		0.013514

		Mycosphaerella holualoana		Ascomycota		2		0.013889		0		0		0.004505

		Mycosphaerella irregulariramosa		Ascomycota		5		0		0		0		0

		Mycosphaerella juvenis		Ascomycota		6		0.006757		0.006329		0		0.002174

		Mycosphaerella keniensis		Ascomycota		2		0.006849		0		0.006944		0.004464

		Mycosphaerella konae		Ascomycota		2		0		0		0		0

		Mycosphaerella laricina		Ascomycota		5		0		0		0		0

		Mycosphaerella latebrosa		Ascomycota		11		0.171053		0		0.069444		0.079646

		Mycosphaerella lateralis		Ascomycota		26		0		0		0		0

		Mycosphaerella madeirae		Ascomycota		2		0.006452		0		0		0.002155

		Mycosphaerella marksii		Ascomycota		30		0		0		0		0

		Mycosphaerella maxii		Ascomycota		2		0		0		0.006667		0.002203

		Mycosphaerella mexicana		Ascomycota		6		0.006944		0		0.006667		0.002217

		Mycosphaerella molleriana		Ascomycota		19		0.006993		0		0.013333		0.006652

		Mycosphaerella musae		Ascomycota		4		0.006944		0		0		0.002227

		Mycosphaerella musicola		Ascomycota		79		0.020134		0		0.034483		0.019912

		Mycosphaerella nubilosa		Ascomycota		29		0.014085		0		0.013245		0.008869

		Mycosphaerella obscuris		Ascomycota		2		0.025806		0		0.019737		0.015054

		Mycosphaerella parkii		Ascomycota		4		0		0		0.00974		0.004372

		Mycosphaerella parva		Ascomycota		9		0.006711		0		0.006944		0.004382

		Mycosphaerella pini		Ascomycota		29		0		0		0		0

		Mycosphaerella populi		Ascomycota		6		0.006098		0		0.013699		0.004274

		Mycosphaerella populicola		Ascomycota		13		0.012579		0		0		0.004329

		Mycosphaerella populorum		Ascomycota		15		0.006494		0		0		0.002183

		Mycosphaerella pseudocryptica		Ascomycota		2		0		0		0		0

		Mycosphaerella punctiformis		Ascomycota		14		0.006993		0		0.006944		0.004494

		Mycosphaerella pyri		Ascomycota		2		0.006536		0		0		0.00216

		Mycosphaerella readeriellophora		Ascomycota		2		0		0		0		0

		Mycosphaerella ribis		Ascomycota		3		0.06962		0		0.034247		0.034632

		Mycosphaerella rubella		Ascomycota		2		0		0		0.034965		0.011236

		Mycosphaerella rubi		Ascomycota		4		0.042763		0		0.013699		0.03125

		Mycosphaerella scytalidii		Ascomycota		3		0.002933		0		0		0.001548

		Mycosphaerella secundaria		Ascomycota		4		0		0		0		0

		Mycosphaerella stramenticola		Ascomycota		3		0.013605		0		0.006369		0.006494

		Mycosphaerella suberosa		Ascomycota		10		0.006897		0		0		0.006652

		Mycosphaerella sumatrensis		Ascomycota		3		0.012987		0		0		0.004348

		Mycosphaerella suttoniae		Ascomycota		10		0.193548		0		0.019737		0.227891

		Mycosphaerella tasmaniensis		Ascomycota		8		0		0		0		0

		Mycosphaerella thailandica		Ascomycota		6		0		0		0		0

		Mycosphaerella toledana		Ascomycota		2		0		0		0		0

		Mycosphaerella ulmi		Ascomycota		2		0		0		0		0

		Mycosphaerella walkeri		Ascomycota		7		0		0		0		0

		Mycosphaerella verrucosiafricana		Ascomycota		3		0.013245		0		0.013889		0.008621

		Mycosphaerella vespa		Ascomycota		12		0		0		0		0

		Mycosphaerella vietnamensis		Ascomycota		2		0		0		0		0

		Mycosphaerella yunnanensis		Ascomycota		3		0.027778		0		0.027972		0.017978

		Mycovellosiella passalorioides		Ascomycota		2		0		0		0		0

		Myelochroa aurulenta		Ascomycota		2		0.082418		0.006329		0.08		0.057143

		Myelochroa galbina		Ascomycota		2		0.338983		0.031447		0.276316		0.219262

		Myelochroa irrugans		Ascomycota		2		0.271739		0.006329		0.146667		0.148374

		Myriogenospora atramentosa		Ascomycota		2		0.039474		0.012658		0.060109		0.03854

		Myriosclerotinia ciborium		Ascomycota		2		0.047945		0		0.013605		0.019956

		Myriosclerotinia curreyana		Ascomycota		2		0		0		0		0

		Myriosclerotinia scirpicola		Ascomycota		5		0		0		0		0.002193

		Myrothecium cinctum		Ascomycota		7		0.10241		0		0.067901		0.063786

		Myrothecium inundatum		Ascomycota		2		0		0		0		0

		Myrothecium leucotrichum		Ascomycota		2		0.229412		0.012658		0.300518		0.190019

		Myrothecium roridum		Ascomycota		8		0.031447		0		0.086387		0.043393

		Myrothecium verrucaria		Ascomycota		4		0.033537		0		0.020468		0.015213

		Naevala minutissima		Ascomycota		13		0		0		0.006667		0.004301

		Nalanthamala diospyri		Ascomycota		2		0		0		0		0

		Nalanthamala psidii		Ascomycota		9		0.006211		0		0.006024		0.004124

		Nalanthamala vermoesenii		Ascomycota		6		0		0		0		0

		Namakwa exornata		Ascomycota		2		0.057895		0		0.046667		0.036145

		Nanoscypha tetraspora		Ascomycota		2		0		0		0		0

		Naucoria bohemica		Basidiomycota		2		0.103604		0		0.015152		0.048828

		Naucoria escharoides		Basidiomycota		11		0.017316		0		0.023148		0.014851

		Naucoria vinicolor		Basidiomycota		2		0		0		0		0

		Nectria cinnabarina		Ascomycota		3		0.095541		0.037975		0.035294		0.05567

		Nectria fuckeliana		Ascomycota		11		0		0		0.005882		0.002169

		Nectria haematococca		Ascomycota		76		0.124183		0.012658		0.092486		0.078838

		Nectria lugdunensis		Ascomycota		5		0.007407		0		0		0.004386

		Nectria mariannaeae		Ascomycota		6		0.026144		0.006329		0.011561		0.012605

		Nectria mauritiicola		Ascomycota		5		0		0		0		0

		Nectricladiella camelliae		Ascomycota		3		0		0		0		0

		Nemania aenea		Ascomycota		4		0.129032		0.012658		0.083384		0.07826

		Nemania bipapillata		Ascomycota		2		0.005618		0		0		0.002024

		Nemania serpens		Ascomycota		6		0.214612		0.006329		0.089286		0.108499

		Nematoctonus concurrens		Basidiomycota		3		0.004032		0		0		0.001637

		Nematoctonus geogenius		Basidiomycota		4		0.013889		0		0.029703		0.015523

		Nematoctonus leiosporus		Basidiomycota		6		0.011905		0		0.009852		0.006525

		Nematoctonus pachysporus		Basidiomycota		9		0.020161		0		0.015		0.014827

		Nematoctonus robustus		Basidiomycota		7		0.031746		0		0.111111		0.053485

		Nematoctonus subreniformis		Basidiomycota		3		0.020921		0		0.024631		0.015025

		Neocosmospora vasinfecta		Ascomycota		7		0.006711		0		0.005882		0.004193

		Neoerysiphe galeopsidis		Ascomycota		4		0		0		0		0

		Neoerysiphe galii		Ascomycota		2		0.021164		0		0		0.007812

		Neofabraea alba		Ascomycota		17		0		0		0.006849		0.002169

		Neofabraea krawtzewii		Ascomycota		2		0		0		0		0

		Neofabraea malicorticis		Ascomycota		9		0.006349		0		0		0.002169

		Neofabraea perennans		Ascomycota		8		0		0		0		0

		Neonectria coprosmae		Ascomycota		2		0.077465		0.006329		0.20122		0.096983

		Neonectria ditissima		Ascomycota		3		0		0		0		0

		Neonectria galligena		Ascomycota		34		0		0		0		0

		Neonectria lucida		Ascomycota		2		0.3		0.018987		0.304813		0.212121

		Neonectria macrodidyma		Ascomycota		28		0		0		0		0

		Neonectria radicicola		Ascomycota		71		0.058394		0.006329		0.030303		0.032258

		Neonectria ramulariae		Ascomycota		3		0.014815		0		0.018405		0.010965

		Neonothopanus nambi		Basidiomycota		3		0.061033		0.031646		0.056604		0.051887

		Neophaeosphaeria barrii		Ascomycota		2		0.019512		0		0.00641		0.009634

		Neophaeosphaeria filamentosa		Ascomycota		2		0.010638		0		0		0.003976

		Neosartorya fischeri		Ascomycota		4		0		0		0.009202		0.00396

		Neosartorya glabra		Ascomycota		2		0.050251		0		0.070175		0.041667

		Neosartorya pseudofischeri		Ascomycota		2		0		0.018868		0		0.005848

		Neosartorya spinosa		Ascomycota		2		0.005128		0		0		0.001938

		Neosartorya udagawae		Ascomycota		2		0		0		0		0

		Neotyphodium chisosum		Ascomycota		2		0.005682		0		0		0.001938

		Neotyphodium coenophialum		Ascomycota		2		0		0		0		0

		Neotyphodium lolii		Ascomycota		2		0.005848		0		0.011173		0.005906

		Neotyphodium occultans		Ascomycota		19		0		0		0.011111		0.003929

		Neotyphodium tembladerae		Ascomycota		4		0.013889		0		0		0.006237

		Neotyphodium uncinatum		Ascomycota		5		0.035305		0		0		0.011858

		Nephroma antarcticum		Ascomycota		2		0.008065		0		0		0.002326

		Nephroma arcticum		Ascomycota		20		0.005435		0		0		0.002041

		Nephroma australe		Ascomycota		2		0		0		0.006623		0.001988

		Nephroma bellum		Ascomycota		7		0.075269		0.006289		0.007194		0.028866

		Nephroma cellulosum		Ascomycota		2		0.009709		0		0		0.003876

		Nephroma expallidum		Ascomycota		6		0.00495		0		0.014493		0.004016

		Nephroma helveticum		Ascomycota		20		0.088889		0		0.081193		0.061002

		Nephroma laevigatum		Ascomycota		6		0.025253		0		0.014286		0.016097

		Nephroma occultum		Ascomycota		2		0		0		0.025641		0.00659

		Nephroma parile		Ascomycota		7		0.005051		0		0		0.002016

		Nephroma resupinatum		Ascomycota		11		0.051724		0		0.064516		0.040984

		Nephroma tangeriense		Ascomycota		3		0		0		0		0

		Nephroma tropicum		Ascomycota		2		0.078049		0.0125		0.073333		0.056311

		Nephromopsis laureri		Ascomycota		3		0.12973		0		0.086093		0.076768

		Nephromopsis morrisonicola		Ascomycota		2		0.112903		0		0.013245		0.046371

		Nephromopsis ornata		Ascomycota		2		0		0.006329		0.006667		0.004065

		Nephromopsis pseudocomplicata		Ascomycota		2		0.080645		0.006329		0.039735		0.044355

		Neuropogon antarcticus		Ascomycota		3		0.016304		0.006329		0.013158		0.012146

		Neurospora discreta		Ascomycota		5		0.004673		0		0		0.001908

		Neurospora tetrasperma		Ascomycota		2		0		0		0		0

		Nidula niveotomentosa		Basidiomycota		2		0.370518		0.025316		0.25		0.239936

		Nimbya alternanthera		Ascomycota		3		0		0		0		0

		Nodobryoria abbreviata		Ascomycota		3		0.074866		0.012658		0.013158		0.034205

		Nodulisporium melonis		Ascomycota		2		0		0		0		0

		Nolanea sericea		Basidiomycota		2		0.085837		0.067485		0.093923		0.083189

		Nomuraea rileyi		Ascomycota		4		0		0		0.005236		0.002825

		Occultifur externus		Basidiomycota		4		0.007326		0		0		0.003968

		Ochroconis constricta		Ascomycota		2		0.164384		0.012739		0.174359		0.126095

		Ochrolechia parella		Ascomycota		2		0.325967		0.006329		0.052239		0.141649

		Oculimacula yallundae		Ascomycota		2		0		0		0		0

		Oidiodendron citrinum		Ascomycota		2		0		0		0		0

		Oidiodendron echinulatum		Ascomycota		2		0.057803		0		0.104895		0.052743

		Oidiodendron flavum		Ascomycota		2		0		0		0		0

		Oidiodendron griseum		Ascomycota		8		0.011976		0		0.021127		0.010672

		Oidiodendron maius		Ascomycota		13		0.01676		0		0.007018		0.007397

		Oidiodendron setiferum		Ascomycota		2		0.011976		0.006329		0.014085		0.010707

		Oidiodendron tenuissimum		Ascomycota		5		0.073529		0		0.070423		0.047872

		Oidiodendron truncatum		Ascomycota		3		0.00578		0.018868		0.034722		0.016878

		Oidium bixae		Ascomycota		4		0		0		0		0

		Oidium citri		Ascomycota		3		0		0		0		0

		Oidium heveae		Ascomycota		4		0		0		0		0

		Oidium mangiferae		Ascomycota		7		0.018182		0		0.02809		0.016187

		Oidium mutisiae		Ascomycota		6		0.13089		0.012658		0.10625		0.086444

		Oligoporus balsameus		Basidiomycota		2		0		0		0		0

		Oligoporus placentus		Basidiomycota		2		0		0		0		0

		Oligoporus rennyi		Basidiomycota		2		0.005525		0		0.008929		0.005329

		Olpidium bornovanus		Chytridiomycota		2		0.047771		0		0.034364		0.033207

		Olpidium brassicae		Chytridiomycota		18		0.053435		0.006329		0.015873		0.020295

		Omphalina foliacea		Basidiomycota		2		0.010638		0.006329		0.017021		0.012048

		Omphalodium pisacomense		Ascomycota		2		0		0		0		0

		Omphalotus illudens		Basidiomycota		6		0.004785		0		0		0.001592

		Omphalotus mexicanus		Basidiomycota		2		0		0		0		0

		Omphalotus nidiformis		Basidiomycota		4		0.004926		0		0.007937		0.004894

		Omphalotus olearius		Basidiomycota		14		0.009615		0.006329		0.003937		0.008065

		Omphalotus olivascens		Basidiomycota		3		0.004219		0.006329		0.013937		0.010234

		Omphalotus subilludens		Basidiomycota		4		0.007293		0.006329		0.005251		0.012454

		Ophiosphaerella agrostis		Ascomycota		3		0		0		0.012579		0.004149

		Ophiostoma abietinum		Ascomycota		3		0.010471		0		0.005155		0.005525

		Ophiostoma africanum		Ascomycota		4		0		0		0		0

		Ophiostoma allantosporum		Ascomycota		2		0.046154		0		0.00495		0.014286

		Ophiostoma americanum		Ascomycota		2		0.036364		0.012658		0.044025		0.03112

		Ophiostoma arduennense		Ascomycota		4		0		0		0		0

		Ophiostoma aurorae		Ascomycota		3		0		0		0		0

		Ophiostoma bacillisporum		Ascomycota		2		0		0		0		0

		Ophiostoma bicolor		Ascomycota		3		0		0.006329		0.017937		0.00813

		Ophiostoma breviusculum		Ascomycota		4		0		0		0		0

		Ophiostoma canum		Ascomycota		2		0.005076		0.006329		0		0.003509

		Ophiostoma cucullatum		Ascomycota		2		0.012195		0		0.005025		0.005758

		Ophiostoma dentifundum		Ascomycota		2		0		0		0		0

		Ophiostoma dryocoetidis		Ascomycota		2		0.520202		0.037975		0.019481		0.219466

		Ophiostoma europhioides		Ascomycota		3		0.061611		0		0.072289		0.029907

		Ophiostoma floccosum		Ascomycota		6		0.005025		0		0.004386		0.003436

		Ophiostoma fusiforme		Ascomycota		5		0		0		0		0

		Ophiostoma galeiforme		Ascomycota		17		0.006329		0		0.005291		0.005929

		Ophiostoma himal-ulmi		Ascomycota		2		0		0		0.004566		0.001736

		Ophiostoma ips		Ascomycota		25		0		0		0		0.001669

		Ophiostoma kryptum		Ascomycota		13		0		0		0		0.001757

		Ophiostoma laricis		Ascomycota		4		0		0		0.006061		0.002811

		Ophiostoma lunatum		Ascomycota		2		0		0		0		0

		Ophiostoma minus		Ascomycota		8		0.004785		0		0.004545		0.003407

		Ophiostoma montium		Ascomycota		4		0.021413		0.006329		0.020392		0.021961

		Ophiostoma nigrocarpum		Ascomycota		10		0.324324		0		0.005208		0.11257

		Ophiostoma novo-ulmi		Ascomycota		3		0		0		0		0

		Ophiostoma olivaceum		Ascomycota		3		0.071429		0		0.040404		0.039033

		Ophiostoma palmiculminatum		Ascomycota		6		0		0		0		0

		Ophiostoma penicillatum		Ascomycota		7		0.011976		0		0.018634		0.010288

		Ophiostoma phasma		Ascomycota		13		0		0		0		0

		Ophiostoma piceae		Ascomycota		37		0.010204		0		0.004673		0.005291

		Ophiostoma piliferum		Ascomycota		4		0.072529		0		0.067729		0.045688

		Ophiostoma pluriannulatum		Ascomycota		6		0.019841		0		0		0.008787

		Ophiostoma protearum		Ascomycota		3		0		0		0		0

		Ophiostoma pulvinisporum		Ascomycota		5		0.004608		0		0		0.001704

		Ophiostoma querci		Ascomycota		3		0.005076		0		0.004608		0.003497

		Ophiostoma quercus		Ascomycota		40		0.005076		0		0.009281		0.005263

		Ophiostoma sejunctum		Ascomycota		2		0		0		0		0

		Ophiostoma setosum		Ascomycota		4		0.022843		0.006329		0.004695		0.011442

		Ophiostoma splendens		Ascomycota		12		0		0		0		0

		Ophiostoma ssiori		Ascomycota		5		0		0		0.009174		0.00524

		Ophiostoma stenoceras		Ascomycota		24		0.005319		0		0		0.001855

		Ophiostoma subalpinum		Ascomycota		3		0.06599		0.050314		0.037559		0.050967

		Ophiostoma tetropii		Ascomycota		17		0.005102		0		0.004651		0.003515

		Ophiostoma ulmi		Ascomycota		2		0.030151		0.025316		0.091324		0.052083

		Orbilia luteorubella		Ascomycota		3		0.520231		0.132075		0.530387		0.412916

		Orbilia vinosa		Ascomycota		2		0		0		0		0

		Orceolina kerguelensis		Ascomycota		2		0.011236		0		0.006452		0.00611

		Otidea alutacea		Ascomycota		4		0.009479		0		0		0.003861

		Otidea leporina		Ascomycota		2		0.013699		0.006329		0		0.008876

		Otidea onotica		Ascomycota		2		0		0.012658		0.02649		0.010438

		Otidea rainierensis		Ascomycota		3		0.15873		0.006329		0.031646		0.065347

		Otidea smithii		Ascomycota		5		0		0		0.006494		0.003953

		Otidea tuomikoskii		Ascomycota		3		0.006173		0		0.006623		0.004246

		Otidea umbrina		Ascomycota		3		0.009524		0		0.006711		0.005825

		Oudemansiella canarii		Basidiomycota		6		0.154167		0.006289		0.174917		0.129815

		Oudemansiella pudens		Basidiomycota		7		0.084071		0		0.053333		0.05132

		Oudemansiella radicata		Basidiomycota		5		0.13945		0.012658		0.145094		0.117407

		Oxyporus corticola		Basidiomycota		4		0		0		0		0

		Oxyporus latemarginatus		Basidiomycota		4		0		0		0.004975		0.002121

		Paecilomyces carneus		Ascomycota		7		0.01		0		0.026596		0.012727

		Paecilomyces cateniannulatus		Ascomycota		4		0.035714		0.006329		0.018596		0.021922

		Paecilomyces farinosus		Ascomycota		26		0.016667		0		0.006173		0.008

		Paecilomyces fumosoroseus		Ascomycota		19		0.005464		0		0.018868		0.006224

		Paecilomyces javanicus		Ascomycota		3		0.4		0		0.326316		0.255159

		Paecilomyces lilacinus		Ascomycota		18		0.005319		0		0.006173		0.004065

		Paecilomyces marquandii		Ascomycota		5		0.054745		0		0.062176		0.039959

		Paecilomyces niphetodes		Ascomycota		2		0		0		0.011299		0.004

		Paecilomyces reniformis		Ascomycota		2		0.439759		0.025316		0.359281		0.32449

		Paecilomyces sinensis		Ascomycota		3		0.078534		0		0.012346		0.02947

		Paecilomyces tenuipes		Ascomycota		24		0		0		0		0

		Paecilomyces variotii		Ascomycota		12		0.095344		0		0.107955		0.078067

		Pandora neoaphidis		Zygomycota		7		0.00188		0		0.003086		0.001982

		Panellus stypticus		Basidiomycota		11		0.017621		0		0.02439		0.016949

		Paracoccidioides brasiliensis		Ascomycota		52		0		0		0		0.001764

		Paraglomus brasilianum		Glomeromycota		6		0.053571		0		0.045249		0.032653

		Paraglomus occultum		Glomeromycota		12		0.251799		0.009847		0.24548		0.194834

		Paraphaeosphaeria michotii		Ascomycota		3		0.022099		0		0.006452		0.010121

		Parasitella parasitica		Zygomycota		2		0.015625		0		0.048035		0.023292

		Parauncinula septata		Ascomycota		2		0.089474		0.012658		0.137255		0.07984

		Parmelia adaugescens		Ascomycota		3		0.031746		0		0.006623		0.012048

		Parmelia barrenoae		Ascomycota		4		0		0		0		0

		Parmelia cochleata		Ascomycota		2		0		0		0		0

		Parmelia ernstiae		Ascomycota		4		0		0		0.008		0.004089

		Parmelia laevior		Ascomycota		3		0.030769		0		0.013245		0.015873

		Parmelia omphalodes		Ascomycota		4		0.012887		0		0		0.018887

		Parmelia pinnatifida		Ascomycota		2		0		0		0		0

		Parmelia saxatilis		Ascomycota		27		0.005405		0.006329		0.016667		0.010638

		Parmelia serrana		Ascomycota		11		0.017143		0.006329		0.024		0.014957

		Parmelia squarrosa		Ascomycota		2		0.054455		0		0.033557		0.031434

		Parmelia submontana		Ascomycota		2		0		0		0		0

		Parmelia sulcata		Ascomycota		16		0.00995		0		0.006623		0.003922

		Parmelina carporrhizans		Ascomycota		6		0.005181		0		0		0.002049

		Parmelina pastillifera		Ascomycota		2		0		0		0		0

		Parmelina quercina		Ascomycota		8		0.005155		0		0.014706		0.006148

		Parmelina tiliacea		Ascomycota		3		0.017647		0		0		0.006579

		Parmelinella wallichiana		Ascomycota		2		0.056338		0		0.090278		0.047297

		Parmelinopsis afrorevoluta		Ascomycota		2		0.062176		0.006329		0.071895		0.047619

		Parmelinopsis horrescens		Ascomycota		3		0.030928		0.006329		0.038961		0.023715

		Parmelinopsis minarum		Ascomycota		4		0.023196		0		0.026316		0.017857

		Parmeliopsis ambigua		Ascomycota		5		0.005644		0		0.028736		0.011586

		Parmeliopsis hyperopta		Ascomycota		2		0		0.006329		0.034247		0.012295

		Parmotrema cetratum		Ascomycota		3		0.046875		0.006329		0.035971		0.030675

		Parmotrema clavuliferum		Ascomycota		7		0.015152		0		0		0.00578

		Parmotrema crinitum		Ascomycota		2		0.021164		0.006329		0.048951		0.02449

		Parmotrema fistulatum		Ascomycota		2		0.015789		0		0.006536		0.007984

		Parmotrema perlatum		Ascomycota		2		0.131579		0.012658		0.142045		0.100952

		Parmotrema pseudoreticulatum		Ascomycota		7		0.00995		0		0		0.003824

		Parmotrema reticulatum		Ascomycota		16		0.040404		0		0.042683		0.03263

		Parmotrema tinctorum		Ascomycota		7		0.042328		0		0.058394		0.033058

		Passalora ampelopsidis		Ascomycota		2		0		0		0		0

		Passalora dubia		Ascomycota		4		0		0		0		0

		Passalora fulva		Ascomycota		2		0.424419		0.063291		0.566667		0.382189

		Passalora miurae		Ascomycota		2		0		0		0		0

		Passalora sojina		Ascomycota		2		0		0		0		0

		Passalora zambiae		Ascomycota		2		0		0		0		0

		Paxillus filamentosus		Basidiomycota		3		0.231405		0.006289		0.15942		0.148026

		Paxillus involutus		Basidiomycota		22		0.027237		0		0.056452		0.029503

		Peltaster fructicola		Ascomycota		2		0.042945		0		0.006024		0.016427

		Peltigera canina		Ascomycota		2		0.015957		0		0.010309		0.009242

		Peltigera castanea		Ascomycota		4		0.013636		0		0		0.0053

		Peltigera chionophila		Ascomycota		3		0.014493		0		0.005051		0.005329

		Peltigera collina		Ascomycota		5		0.005348		0		0.004219		0.004281

		Peltigera degenii		Ascomycota		3		0.357447		0.006289		0.071795		0.168081

		Peltigera didactyla		Ascomycota		3		0.073059		0.006289		0.041451		0.043783

		Peltigera elisabethae		Ascomycota		2		0.014925		0		0.003891		0.006483

		Peltigera evansiana		Ascomycota		2		0		0		0		0

		Peltigera extenuata		Ascomycota		3		0		0		0		0

		Peltigera frigida		Ascomycota		2		0		0		0		0

		Peltigera fuscopraetextata		Ascomycota		2		0		0		0		0

		Peltigera horizontalis		Ascomycota		2		0		0		0.003802		0.001618

		Peltigera laciniata		Ascomycota		2		0.003922		0		0.010309		0.004934

		Peltigera lambinonii		Ascomycota		5		0		0		0		0

		Peltigera leucophlebia		Ascomycota		3		0.026738		0.0625		0.057143		0.048474

		Peltigera malacea		Ascomycota		2		0.00995		0		0		0.003597

		Peltigera monticola		Ascomycota		7		0.102679		0.006289		0.043956		0.058304

		Peltigera neckeri		Ascomycota		3		0.423729		0.025157		0.43662		0.333868

		Peltigera neocanina		Ascomycota		2		0.066079		0.006289		0.005236		0.029463

		Peltigera neorufescens		Ascomycota		2		0.024691		0		0		0.00789

		Peltigera pallidorufescens		Ascomycota		2		0.017964		0		0		0.005769

		Peltigera phyllidiosa		Ascomycota		2		0.005435		0		0		0.001727

		Peltigera ponojensis		Ascomycota		3		0.09417		0		0.033149		0.046099

		Peltigera praetextata		Ascomycota		3		0.19697		0.006289		0.214286		0.149912

		Peltigera retifoveata		Ascomycota		2		0		0		0		0

		Peltigera rufescens		Ascomycota		3		0.03012		0		0.026882		0.015748

		Peltigera ulcerata		Ascomycota		3		0.04386		0.006289		0.056701		0.041026

		Penicillium adametzii		Ascomycota		2		0		0		0		0

		Penicillium adametzioides		Ascomycota		3		0.180233		0.012658		0.092593		0.10101

		Penicillium allii		Ascomycota		3		0.005714		0.006369		0.006061		0.004024

		Penicillium angulare		Ascomycota		2		0		0		0		0

		Penicillium atramentosum		Ascomycota		2		0.008333		0		0.006098		0.004525

		Penicillium aurantiogriseum		Ascomycota		8		0.017045		0		0.012048		0.01002

		Penicillium bilaiae		Ascomycota		2		0		0		0		0

		Penicillium biourgeianum		Ascomycota		18		0		0		0		0

		Penicillium boreae		Ascomycota		2		0.005376		0		0		0.001957

		Penicillium brevicompactum		Ascomycota		40		0.005814		0		0		0.002033

		Penicillium brocae		Ascomycota		13		0		0		0		0

		Penicillium camemberti		Ascomycota		4		0.011429		0.003185		0.006024		0.007028

		Penicillium canescens		Ascomycota		3		0.16092		0.025316		0.107784		0.1002

		Penicillium carneum		Ascomycota		3		0		0		0.006061		0.00202

		Penicillium cecidicola		Ascomycota		2		0.005319		0		0		0.001961

		Penicillium charlesii		Ascomycota		5		0		0		0		0

		Penicillium chermesinum		Ascomycota		2		0.096774		0.012658		0.074074		0.063241

		Penicillium chrysogenum		Ascomycota		47		0		0.006369		0		0.002012

		Penicillium citreonigrum		Ascomycota		8		0		0		0.006173		0.002028

		Penicillium citrinum		Ascomycota		25		0		0		0		0

		Penicillium clavigerum		Ascomycota		2		0		0		0.006061		0.002016

		Penicillium coffeae		Ascomycota		4		0		0		0		0

		Penicillium commune		Ascomycota		20		0.005714		0		0.006024		0.004016

		Penicillium concentricum		Ascomycota		2		0.068571		0.006329		0.024242		0.034137

		Penicillium corylophilum		Ascomycota		6		0		0		0		0

		Penicillium crustosum		Ascomycota		7		0		0		0		0

		Penicillium daleae		Ascomycota		6		0.037037		0.018987		0.052941		0.030675

		Penicillium decaturense		Ascomycota		9		0		0		0		0

		Penicillium decumbens		Ascomycota		5		0		0		0		0

		Penicillium dendriticum		Ascomycota		2		0.005319		0		0		0.001961

		Penicillium digitatum		Ascomycota		8		0		0		0		0

		Penicillium dipodomyicola		Ascomycota		2		0		0		0		0

		Penicillium diversum		Ascomycota		2		0		0		0		0

		Penicillium echinulatum		Ascomycota		2		0		0		0		0

		Penicillium expansum		Ascomycota		17		0.005747		0		0		0.002016

		Penicillium fellutanum		Ascomycota		6		0.006369		0		0.018293		0.006085

		Penicillium glabrum		Ascomycota		6		0		0		0.00625		0.004065

		Penicillium gladioli		Ascomycota		3		0		0		0		0

		Penicillium glandicola		Ascomycota		2		0.022989		0		0		0.008065

		Penicillium griseofulvum		Ascomycota		6		0		0		0		0

		Penicillium griseoroseum		Ascomycota		4		0.005714		0.006369		0.018072		0.009036

		Penicillium hirsutum		Ascomycota		2		0		0		0		0

		Penicillium implicatum		Ascomycota		2		0		0		0		0

		Penicillium inflatum		Ascomycota		3		0.017045		0		0.006061		0.008016

		Penicillium italicum		Ascomycota		4		0		0		0		0

		Penicillium jamesonlandense		Ascomycota		4		0		0		0		0

		Penicillium janthinellum		Ascomycota		10		0.074713		0		0.058824		0.045817

		Penicillium kojigenum		Ascomycota		4		0		0		0		0

		Penicillium lanosum		Ascomycota		4		0		0		0		0

		Penicillium lividum		Ascomycota		2		0.005814		0		0		0.002028

		Penicillium mali		Ascomycota		5		0		0		0		0

		Penicillium manginii		Ascomycota		2		0.00578		0		0.011976		0.006024

		Penicillium marneffei		Ascomycota		31		0		0		0		0

		Penicillium melinii		Ascomycota		2		0.02381		0		0		0.008147

		Penicillium miczynskii		Ascomycota		3		0		0		0		0

		Penicillium minioluteum		Ascomycota		3		0.177419		0		0.175439		0.12233

		Penicillium ochrochloron		Ascomycota		4		0.011432		0		0.011976		0.00999

		Penicillium olsonii		Ascomycota		31		0		0		0		0

		Penicillium oxalicum		Ascomycota		24		0.006061		0		0		0.003012

		Penicillium paneum		Ascomycota		2		0		0		0		0

		Penicillium paxilli		Ascomycota		4		0		0		0		0

		Penicillium piceum		Ascomycota		4		0.008167		0.003145		0		0.005044

		Penicillium pimiteouiense		Ascomycota		6		0		0		0		0

		Penicillium pinophilum		Ascomycota		5		0.028249		0		0.032258		0.020367

		Penicillium polonicum		Ascomycota		3		0		0		0		0

		Penicillium purpurogenum		Ascomycota		3		0.216216		0		0.162651		0.131631

		Penicillium raistrickii		Ascomycota		7		0.005814		0		0		0.006024

		Penicillium restrictum		Ascomycota		4		0.00578		0		0.009054		0.005977

		Penicillium ribeum		Ascomycota		4		0		0		0		0

		Penicillium roquefortii		Ascomycota		7		0		0		0.006024		0.00202

		Penicillium roseopurpureum		Ascomycota		5		0.014518		0.003165		0.026505		0.015

		Penicillium sclerotigenum		Ascomycota		4		0		0		0		0

		Penicillium sclerotiorum		Ascomycota		5		0.011429		0		0.084375		0.03666

		Penicillium simplicissimum		Ascomycota		4		0.017639		0.003165		0.014917		0.012295

		Penicillium solitum		Ascomycota		2		0		0		0		0

		Penicillium soppii		Ascomycota		4		0		0		0		0

		Penicillium spinulosum		Ascomycota		8		0		0		0.006289		0.00409

		Penicillium steckii		Ascomycota		3		0.005376		0		0.011494		0.005792

		Penicillium sumatrense		Ascomycota		3		0.017045		0		0		0.005929

		Penicillium swiecickii		Ascomycota		4		0		0		0		0

		Penicillium thiersii		Ascomycota		6		0		0		0		0

		Penicillium thomii		Ascomycota		5		0		0		0.005918		0.006122

		Penicillium turbatum		Ascomycota		3		0.113514		0		0.10241		0.074656

		Penicillium waksmanii		Ascomycota		2		0		0		0		0

		Penicillium verrucosum		Ascomycota		4		0.005714		0		0		0.002012

		Penicillium vinaceum		Ascomycota		2		0.108571		0.018987		0.13253		0.088176

		Penicillium viridicatum		Ascomycota		4		0		0		0.006061		0.002001

		Penicillium vulpinum		Ascomycota		3		0		0		0		0

		Peniophora aurantiaca		Basidiomycota		12		0.019868		0		0.025516		0.019881

		Peniophora cinerea		Basidiomycota		2		0.01087		0		0.005155		0.005597

		Peniophora incarnata		Basidiomycota		3		0.033113		0		0.020619		0.017893

		Peniophora piceae		Basidiomycota		3		0.042781		0.025157		0.036082		0.035185

		Peniophora pithya		Basidiomycota		2		0.141414		0.012579		0.117949		0.096014

		Perenniporia subacida		Basidiomycota		2		0.015544		0		0.036458		0.018416

		Periconia macrospinosa		Ascomycota		3		0		0		0.006211		0.002132

		Peridermium bethelii		Basidiomycota		4		0		0		0		0.001563

		Pertusaria pertusa		Ascomycota		2		0		0.006329		0.009709		0.005929

		Pesotum fragrans		Ascomycota		16		0		0		0		0

		Pestalotia algeriensis		Ascomycota		2		0.029412		0		0.018072		0.017045

		Pestalotia bicolor		Ascomycota		2		0		0		0		0

		Pestalotia lawsoniae		Ascomycota		2		0.020619		0		0.018072		0.013514

		Pestalotia subcuticularis		Ascomycota		2		0		0		0.006173		0.002119

		Pestalotiopsis aquatica		Ascomycota		2		0		0		0.030675		0.010799

		Pestalotiopsis briosiana		Ascomycota		2		0		0		0.030864		0.010823

		Pestalotiopsis carveri		Ascomycota		2		0.014706		0		0.018072		0.011364

		Pestalotiopsis clavispora		Ascomycota		12		0.007353		0		0.018519		0.010965

		Pestalotiopsis cocculi		Ascomycota		7		0.004566		0		0.006024		0.001842

		Pestalotiopsis coffeae		Ascomycota		2		0		0		0.034682		0.012422

		Pestalotiopsis crassiuscula		Ascomycota		3		0.006098		0		0.02454		0.010309

		Pestalotiopsis disseminata		Ascomycota		3		0.010309		0		0.018182		0.011364

		Pestalotiopsis fici		Ascomycota		2		0.034682		0		0.006098		0.014141

		Pestalotiopsis foedans		Ascomycota		4		0		0		0.014535		0.005187

		Pestalotiopsis funerea		Ascomycota		2		0		0		0.017857		0.00578

		Pestalotiopsis gracilis		Ascomycota		3		0		0		0.030864		0.010823

		Pestalotiopsis hangzhouensis		Ascomycota		2		0		0		0		0

		Pestalotiopsis heterocornis		Ascomycota		9		0.03912		0		0.014547		0.018945

		Pestalotiopsis karstenii		Ascomycota		5		0		0		0		0

		Pestalotiopsis lespedezae		Ascomycota		8		0.004566		0		0.006061		0.00369

		Pestalotiopsis matildae		Ascomycota		2		0.005181		0		0.006024		0.003868

		Pestalotiopsis microspora		Ascomycota		36		0.295082		0		0.169697		0.154709

		Pestalotiopsis millettiae		Ascomycota		2		0		0		0		0

		Pestalotiopsis neglecta		Ascomycota		11		0.015464		0		0.012121		0.009671

		Pestalotiopsis olivacea		Ascomycota		8		0.030474		0		0.024242		0.022535

		Pestalotiopsis oxyanthi		Ascomycota		2		0.006711		0		0.030864		0.012793

		Pestalotiopsis palmarum		Ascomycota		3		0.014085		0		0		0.004348

		Pestalotiopsis pauciseta		Ascomycota		3		0.013158		0		0.054545		0.021505

		Pestalotiopsis photiniae		Ascomycota		12		0.00985		0		0.02454		0.012526

		Pestalotiopsis rhododendri		Ascomycota		2		0		0		0.024691		0.008658

		Pestalotiopsis sinensis		Ascomycota		2		0.364103		0		0.187879		0.194981

		Pestalotiopsis theae		Ascomycota		20		0.006369		0		0.006494		0.004175

		Pestalotiopsis versicolor		Ascomycota		5		0.021127		0		0.029967		0.016234

		Pestalotiopsis virgatula		Ascomycota		7		0.007042		0		0		0.002174

		Pestalotiopsis vismiae		Ascomycota		7		0.010309		0		0.018072		0.007722

		Pestalotiopsis yunnanensis		Ascomycota		2		0.009615		0		0.018072		0.009398

		Pestalotiopsis zonata		Ascomycota		2		0		0		0.030864		0.010593

		Petriella setifera		Ascomycota		9		0		0		0.005348		0.002031

		Petriella sordida		Ascomycota		5		0		0		0.005814		0.003112

		Petromyces alliaceus		Ascomycota		3		0.042781		0.050633		0.008547		0.034632

		Pezicula acericola		Ascomycota		2		0		0		0.006757		0.002119

		Pezicula carpinea		Ascomycota		3		0.072289		0		0.061224		0.044492

		Pezicula cinnamomea		Ascomycota		6		0		0.012658		0		0.006369

		Pezicula corylina		Ascomycota		2		0		0		0		0

		Pezicula frangulae		Ascomycota		2		0		0		0		0

		Pezicula ocellata		Ascomycota		2		0.018072		0		0.027397		0.014894

		Pezicula rubi		Ascomycota		3		0		0		0		0

		Pezicula sporulosa		Ascomycota		2		0		0		0		0

		Peziza ammophila		Ascomycota		2		0.138075		0		0.053191		0.073379

		Peziza ampliata		Ascomycota		5		0.020305		0		0.019951		0.014142

		Peziza arvernensis		Ascomycota		9		0.070796		0		0		0.030249

		Peziza fimeti		Ascomycota		11		0		0		0.017341		0.005758

		Peziza infossa		Ascomycota		2		0.018779		0		0.026596		0.016043

		Peziza michelii		Ascomycota		2		0		0		0		0

		Peziza nivalis		Ascomycota		2		0.017241		0		0.005618		0.007843

		Peziza subcitrina		Ascomycota		2		0		0		0		0

		Peziza varia		Ascomycota		26		0.101266		0.012658		0.046392		0.085386

		Peziza vesiculosa		Ascomycota		5		0.004255		0		0		0.001637

		Phacidiopycnis washingtonensis		Ascomycota		6		0		0		0		0

		Phaeangium lefebvrei		Ascomycota		3		0.015228		0.006289		0		0.005814

		Phaeoacremonium aleophilum		Ascomycota		2		0.016667		0		0.005952		0.007905

		Phaeoacremonium angustius		Ascomycota		6		0.087912		0		0.04142		0.045187

		Phaeoacremonium chlamydosporum		Ascomycota		7		0		0		0.005952		0.003929

		Phaeoacremonium inflatipes		Ascomycota		3		0.047619		0		0.011905		0.021359

		Phaeoacremonium parasiticum		Ascomycota		3		0.025907		0		0.005917		0.011538

		Phaeoacremonium rubrigenum		Ascomycota		8		0.102564		0		0.018072		0.034014

		Phaeoclavulina flaccida		Basidiomycota		2		0.02449		0		0.04878		0.026273

		Phaeococcomyces catenatus		Ascomycota		2		0.004831		0		0		0.001779

		Phaeococcomyces nigricans		Ascomycota		2		0.351648		0.018987		0.251534		0.214712

		Phaeocryptopus gaeumannii		Ascomycota		3		0		0		0		0

		Phaeoisariopsis griseola		Ascomycota		30		0		0		0		0

		Phaeophleospora destructans		Ascomycota		6		0		0		0		0

		Phaeophleospora epicoccoides		Ascomycota		8		0.020134		0		0.006536		0.009783

		Phaeophleospora eucalypti		Ascomycota		6		0		0		0		0

		Phaeophleospora eugeniae		Ascomycota		2		0.10596		0.006329		0.034483		0.048458

		Phaeophyscia ciliata		Ascomycota		11		0.050378		0.006329		0.038217		0.036466

		Phaeophyscia endophoenicea		Ascomycota		3		0.051724		0.025316		0		0.026585

		Phaeophyscia exornatula		Ascomycota		2		0.08427		0		0.012658		0.034413

		Phaeophyscia hispidula		Ascomycota		2		0.037879		0		0		0.021067

		Phaeophyscia orbicularis		Ascomycota		6		0.037594		0		0.012658		0.021127

		Phaeophyscia primaria		Ascomycota		3		0.050279		0		0.025316		0.026263

		Phaeophyscia sciastra		Ascomycota		2		0.04023		0.025157		0.038217		0.034694

		Phaeoramularia weigelicola		Ascomycota		2		0		0		0		0

		Phaeosolenia densa		Basidiomycota		2		0.019231		0.025316		0.020202		0.021104

		Phaeosphaeria anchiala		Ascomycota		2		0		0		0.006536		0.002174

		Phaeosphaeria avenaria		Ascomycota		2		0.053476		0.006329		0.055046		0.037445

		Phaeosphaeria halima		Ascomycota		6		0.03012		0		0.039474		0.023109

		Phaeosphaeria nodorum		Ascomycota		14		0.026316		0		0		0.01006

		Phaeosphaeria oryzae		Ascomycota		2		0		0		0		0

		Phaeosphaeria spartinae		Ascomycota		3		0.251908		0.056962		0.038217		0.116118

		Phaeosphaeria spartinicola		Ascomycota		4		0.015263		0		0.057407		0.033999

		Phaeosphaeriopsis agavensis		Ascomycota		2		0.095745		0		0.083333		0.061753

		Phaeotheca triangularis		Ascomycota		5		0		0		0		0

		Phaffia rhodozyma		Basidiomycota		3		0.006329		0		0.03537		0.019139

		Phakopsora meibomiae		Basidiomycota		2		0		0		0.009852		0.003466

		Phakopsora pachyrhizi		Basidiomycota		13		0.005115		0		0.00495		0.005386

		Phallus rugulosus		Basidiomycota		2		0.00625		0		0.005208		0.003914

		Phanerochaete australis		Basidiomycota		4		0		0		0.027363		0.011607

		Phanerochaete chrysosporium		Basidiomycota		3		0.020305		0		0.024631		0.016129

		Phanerochaete laevis		Basidiomycota		2		0.098592		0.006329		0.103774		0.075472

		Phanerochaete rimosa		Basidiomycota		2		0.019108		0.012579		0.005882		0.012346

		Phanerochaete sordida		Basidiomycota		18		0.139896		0		0.098522		0.082375

		Phellinidium sulphurascens		Basidiomycota		10		0.008097		0		0.009174		0.006421

		Phellinidium weirii		Basidiomycota		3		0.065637		0		0.069444		0.050553

		Phellinus alni		Basidiomycota		7		0.012448		0		0.004525		0.006452

		Phellinus bicuspidatus		Basidiomycota		2		0.023715		0		0.023474		0.017628

		Phellinus cinereus		Basidiomycota		8		0.00813		0		0.021834		0.008695

		Phellinus conchatus		Basidiomycota		2		0.014451		0.006329		0.004831		0.009845

		Phellinus hartigii		Basidiomycota		8		0.022953		0.006329		0.024896		0.018492

		Phellinus igniarius		Basidiomycota		7		0.087336		0		0.072398		0.057471

		Phellinus laevigatus		Basidiomycota		9		0.008547		0		0.014563		0.009513

		Phellinus lundellii		Basidiomycota		7		0.021008		0		0		0.008183

		Phellinus robiniae		Basidiomycota		2		0.009231		0		0		0.004292

		Phellinus robustus		Basidiomycota		7		0.013423		0		0.008584		0.012987

		Phellinus spiculosus		Basidiomycota		2		0.015504		0.006289		0.099138		0.043143

		Phellinus tremulae		Basidiomycota		9		0.020833		0		0.019324		0.014876

		Phellinus tuberculosus		Basidiomycota		4		0.052406		0		0.004785		0.025238

		Phellopilus nigrolimitatus		Basidiomycota		9		0.029304		0		0.03125		0.01691

		Phellorinia herculea		Basidiomycota		3		0.335849		0.006329		0.268595		0.233083

		Phialemonium curvatum		Ascomycota		12		0.006536		0		0		0.002141

		Phialemonium dimorphosporum		Ascomycota		5		0.009804		0		0.00641		0.008565

		Phialemonium obovatum		Ascomycota		2		0.018868		0		0		0.006329

		Phialocephala dimorphospora		Ascomycota		10		0.083871		0		0.034247		0.039301

		Phialocephala fortinii		Ascomycota		57		0.011561		0		0.027397		0.016

		Phialocephala xalapensis		Ascomycota		2		0		0		0		0

		Phialophora lignicola		Ascomycota		2		0.052632		0.031646		0.115385		0.065979

		Phialophora sessilis		Ascomycota		3		0.022831		0		0.005181		0.010545

		Phialophora verrucosa		Ascomycota		11		0.044554		0.006289		0.043956		0.03321

		Phillipsia crispata		Ascomycota		2		0		0		0.005714		0.001949

		Phillipsia domingensis		Ascomycota		17		0.022727		0.006329		0.035714		0.021956

		Phillipsia olivacea		Ascomycota		2		0.0875		0.012658		0.097701		0.067073

		Phlebia acanthocystis		Basidiomycota		2		0.087179		0		0.051546		0.04936

		Phlebia acerina		Basidiomycota		4		0.005051		0		0.010152		0.00543

		Phlebia albida		Basidiomycota		2		0		0		0		0

		Phlebia albomellea		Basidiomycota		2		0		0		0.010309		0.00365

		Phlebia brevispora		Basidiomycota		2		0.014354		0		0.015228		0.010638

		Phlebia centrifuga		Basidiomycota		3		0.005128		0		0.004926		0.003591

		Phlebia chrysocreas		Basidiomycota		2		0.07732		0		0.035897		0.040219

		Phlebia radiata		Basidiomycota		6		0.005076		0		0.005155		0.005455

		Phlebia subserialis		Basidiomycota		3		0.324675		0.025316		0.26601		0.224662

		Phlebia tremellosa		Basidiomycota		2		0.009217		0		0.037344		0.017857

		Phlebiopsis gigantea		Basidiomycota		18		0.015228		0.006329		0.014354		0.012324

		Pholiota punicea		Basidiomycota		9		0		0		0		0

		Pholiota serrulata		Basidiomycota		3		0.008403		0		0		0.003356

		Pholiota squarrosa		Basidiomycota		2		0.008547		0		0.004785		0.004132

		Phoma betae		Ascomycota		2		0		0.006329		0.006623		0.004386

		Phoma cava		Ascomycota		2		0.064286		0		0		0.019824

		Phoma epicoccina		Ascomycota		4		0		0		0		0.002141

		Phoma exigua		Ascomycota		25		0		0		0.00641		0.002208

		Phoma glomerata		Ascomycota		9		0.016		0		0.00641		0.006928

		Phoma herbarum		Ascomycota		7		0.376712		0.018987		0.324675		0.253796

		Phoma macrostoma		Ascomycota		5		0		0		0		0

		Phoma medicaginis		Ascomycota		21		0		0		0		0

		Phoma pinodella		Ascomycota		9		0		0		0.00641		0.002212

		Phoma putaminum		Ascomycota		10		0.094937		0		0.372549		0.151899

		Phoma schneiderae		Ascomycota		2		0		0		0		0

		Phoma sclerotioides		Ascomycota		12		0		0		0		0.002088

		Phoma tracheiphila		Ascomycota		39		0		0		0		0

		Phomopsis amygdali		Ascomycota		6		0		0		0.006061		0.002105

		Phomopsis asparagi		Ascomycota		4		0		0		0		0

		Phomopsis columnaris		Ascomycota		2		0		0		0		0

		Phomopsis juniperivora		Ascomycota		2		0.563758		0.044304		0.5375		0.377119

		Phomopsis longicolla		Ascomycota		18		0		0		0		0

		Phomopsis phyllanthicola		Ascomycota		6		0		0		0		0

		Phomopsis quercella		Ascomycota		4		0.005464		0.006289		0.013793		0.007637

		Phomopsis quercina		Ascomycota		2		0		0		0		0

		Phomopsis theicola		Ascomycota		3		0.021739		0		0.018987		0.008

		Phomopsis vaccinii		Ascomycota		23		0		0		0		0

		Phomopsis vexans		Ascomycota		2		0.017045		0.03125		0.027778		0.025145

		Phomopsis viticola		Ascomycota		33		0.005319		0		0.006135		0.003929

		Phyllactinia guttata		Ascomycota		5		0.025263		0		0.03352		0.020295

		Phyllactinia moricola		Ascomycota		2		0		0.006329		0		0.001764

		Phymatotrichopsis omnivora		Ascomycota		10		0.037344		0		0.03139		0.028754

		Physalospora vaccinii		Ascomycota		2		0.040541		0		0.033557		0.024176

		Physcia adscendens		Ascomycota		5		0.042424		0.006329		0.006579		0.017895

		Physcia aipolia		Ascomycota		31		0.109091		0.012658		0.125828		0.069182

		Physcia alnophila		Ascomycota		3		0.018293		0.01875		0.006536		0.014644

		Physcia caesia		Ascomycota		14		0.012195		0		0.019108		0.012526

		Physcia dubia		Ascomycota		13		0.04878		0.006329		0.045455		0.031513

		Physcia leptalea		Ascomycota		3		0.012195		0.006329		0.039735		0.019027

		Physcia stellaris		Ascomycota		43		0.056604		0		0.044304		0.0375

		Physcia tenella		Ascomycota		3		0.02439		0.006329		0.025641		0.018828

		Physcia tribacia		Ascomycota		2		0.068323		0.006329		0.051282		0.046025

		Physconia americana		Ascomycota		4		0.068506		0		0.040881		0.036091

		Physconia detersa		Ascomycota		2		0.076923		0.006329		0.044872		0.043478

		Physconia distorta		Ascomycota		5		0.064863		0.012658		0.047412		0.042222

		Physconia elegantula		Ascomycota		2		0.005882		0		0.013245		0.006263

		Physconia enteroxantha		Ascomycota		6		0.011976		0		0.006289		0.006198

		Physconia grisea		Ascomycota		7		0.006024		0.006329		0.00625		0.008677

		Physconia muscigena		Ascomycota		6		0.041667		0.006329		0.050314		0.030928

		Physconia perisidiosa		Ascomycota		3		0.006289		0.006329		0.019231		0.010571

		Pichia anomala		Ascomycota		36		0.013879		0		0		0.008482

		Pichia caribbica		Ascomycota		8		0		0		0		0

		Pichia farinosa		Ascomycota		5		0.004405		0		0		0.002582

		Pichia guilliermondii		Ascomycota		56		0		0		0.005155		0.001927

		Pichia jadinii		Ascomycota		2		0.066667		0		0.01676		0.026694

		Pichia norvegensis		Ascomycota		8		0.009259		0		0.007143		0.004932

		Pichia scolyti		Ascomycota		2		0.020833		0		0.021164		0.014842

		Pichia spartinae		Ascomycota		3		0.005814		0		0.005495		0.003906

		Pilaira anomala		Zygomycota		9		0		0		0		0

		Pilaira caucasica		Zygomycota		6		0		0		0		0

		Pilaira cesatii		Zygomycota		2		0		0		0		0

		Pilaira moreaui		Zygomycota		2		0		0		0		0

		Pilidiella diplodiella		Ascomycota		8		0		0		0		0

		Pilidiella diplodiopsis		Ascomycota		2		0		0		0		0

		Pilidiella eucalyptorum		Ascomycota		13		0.2		0.012658		0.10625		0.11553

		Pilidiella quercicola		Ascomycota		2		0.061905		0		0.042683		0.037594

		Pilidium acerinum		Ascomycota		2		0		0		0		0

		Pilidium concavum		Ascomycota		2		0		0		0		0

		Pilobolus umbonatus		Zygomycota		2		0		0		0.003484		0.001597

		Piloderma byssinum		Basidiomycota		6		0.075		0		0.054878		0.047893

		Piloderma fallax		Basidiomycota		33		0.052083		0		0.025157		0.027451

		Piloderma olivaceum		Basidiomycota		3		0.568862		0.025157		0.005291		0.184891

		Piptoporus betulinus		Basidiomycota		3		0		0		0		0

		Piriformospora indica		Basidiomycota		2		0		0		0.005435		0.001828

		Pisolithus albus		Basidiomycota		2		0.05848		0.006289		0.055814		0.042202

		Pisolithus aurantioscabrosus		Basidiomycota		2		0.251337		0		0.068966		0.107084

		Pisolithus tinctorius		Basidiomycota		113		0.298343		0.012579		0.352935		0.247458

		Pithoascus langeronii		Ascomycota		2		0		0		0		0

		Placopsis bicolor		Ascomycota		3		0		0		0.00641		0.002028

		Placopsis contortuplicata		Ascomycota		2		0		0		0		0

		Placopsis gelida		Ascomycota		2		0.016043		0.006329		0.012903		0.012

		Placopsis macrophthalma		Ascomycota		2		0.05		0		0		0.018256

		Placopsis rhodophthalma		Ascomycota		2		0.011111		0		0		0.004057

		Platismatia glauca		Ascomycota		14		0.03352		0.006329		0.02027		0.020576

		Platismatia norvegica		Ascomycota		4		0		0		0		0

		Platismatia tuckermanii		Ascomycota		2		0		0		0		0

		Plectosphaerella cucumerina		Ascomycota		20		0.007411		0		0.046784		0.019272

		Plectosporium alismatis		Ascomycota		55		0		0		0		0

		Plenodomus wasabiae		Ascomycota		2		0		0		0		0

		Pleochaeta indica		Ascomycota		4		0		0		0		0

		Pleochaeta shiraiana		Ascomycota		2		0		0		0		0

		Pleopsidium chlorophanum		Ascomycota		28		0.077381		0.006329		0.153846		0.079956

		Pleopsidium flavum		Ascomycota		10		0.03012		0.006329		0.018987		0.018672

		Pleopsidium gobiense		Ascomycota		10		0.125749		0.006329		0.129032		0.091858

		Pleospora alfalfae		Ascomycota		4		0		0		0		0

		Pleospora eturmiuna		Ascomycota		2		0.04878		0		0.0125		0.020747

		Pleospora gigaspora		Ascomycota		2		0		0		0		0

		Pleospora gracilariae		Ascomycota		2		0		0		0		0

		Pleospora herbarum		Ascomycota		11		0.005587		0		0		0.002033

		Pleospora papaveracea		Ascomycota		2		0.035897		0		0		0.013725

		Pleospora tarda		Ascomycota		5		0		0		0		0

		Pleospora triglochinicola		Ascomycota		2		0		0		0		0

		Pleurocybella porrigens		Basidiomycota		10		0.055351		0		0.089286		0.055046

		Pleurosticta acetabulum		Ascomycota		3		0.015957		0		0.013158		0.01004

		Pleurostomophora richardsiae		Ascomycota		5		0.03681		0.012579		0.006211		0.018685

		Pleurotus abieticola		Basidiomycota		3		0.017241		0.006329		0.044554		0.016892

		Pleurotus albidus		Basidiomycota		3		0.008511		0.012658		0.061321		0.024793

		Pleurotus australis		Basidiomycota		7		0.008		0		0.009756		0.004902

		Pleurotus calyptratus		Basidiomycota		2		0.008584		0		0.022321		0.011382

		Pleurotus citrinopileatus		Basidiomycota		5		0.015728		0		0.006988		0.00848

		Pleurotus cornucopiae		Basidiomycota		5		0.014019		0		0.009259		0.011885

		Pleurotus cystidiosus		Basidiomycota		19		0.054622		0.006329		0.043269		0.045977

		Pleurotus djamor		Basidiomycota		3		0.109375		0.018987		0.004831		0.05153

		Pleurotus dryinus		Basidiomycota		5		0.166823		0.006329		0.138756		0.114837

		Pleurotus eryngii		Basidiomycota		28		0.034483		0		0.015		0.019073

		Pleurotus euosmus		Basidiomycota		2		0		0		0		0

		Pleurotus flabellatus		Basidiomycota		2		0		0		0		0

		Pleurotus floridanus		Basidiomycota		2		0		0		0		0

		Pleurotus fossulatus		Basidiomycota		2		0		0		0		0

		Pleurotus fuscosquamulosus		Basidiomycota		2		0		0		0.004878		0.00165

		Pleurotus nebrodensis		Basidiomycota		21		0.038793		0		0.015		0.021997

		Pleurotus opuntiae		Basidiomycota		3		0.367589		0.012658		0.247573		0.235008

		Pleurotus ostreatus		Basidiomycota		11		0.021459		0		0.00995		0.015228

		Pleurotus populinus		Basidiomycota		3		0		0		0		0

		Pleurotus pulmonarius		Basidiomycota		11		0.008621		0		0.005236		0.005164

		Pleurotus sajor-caju		Basidiomycota		14		0.00431		0		0.005263		0.010274

		Pleurotus salmoneostramineus		Basidiomycota		5		0.091082		0		0.009615		0.041303

		Pleurotus sapidus		Basidiomycota		2		0		0		0		0

		Pleurotus smithii		Basidiomycota		9		0.008439		0		0.004831		0.004983

		Pleurotus tuberregium		Basidiomycota		28		0.021008		0		0.039216		0.021776

		Plicaturopsis crispa		Basidiomycota		2		0.01005		0		0		0.00365

		Pluteus atromarginatus		Basidiomycota		2		0.030534		0		0.015707		0.018003

		Pneumocystis carinii		Ascomycota		5		0.019231		0		0.068935		0.027693

		Pochonia bulbillosa		Ascomycota		5		0.005901		0		0.005348		0.002941

		Pochonia chlamydosporia		Ascomycota		14		0		0		0.010256		0.005747

		Poculum sydowianum		Ascomycota		2		0.005682		0		0.019737		0.00823

		Podaxis pistillaris		Basidiomycota		3		0.022305		0.006329		0.027778		0.021773

		Podosphaera clandestina		Ascomycota		2		0.036585		0		0.027778		0.021459

		Podosphaera fusca		Ascomycota		70		0.00565		0		0.028571		0.010526

		Podosphaera leucotricha		Ascomycota		4		0		0		0		0

		Podosphaera pannosa		Ascomycota		26		0		0		0		0

		Podosphaera spiraeae		Ascomycota		2		0.005618		0		0.006944		0.004167

		Podosphaera tridactyla		Ascomycota		12		0.092896		0		0.083916		0.061983

		Podosphaera xanthii		Ascomycota		21		0		0		0		0

		Podospora anserina		Ascomycota		6		0		0		0		0

		Podospora glutinans		Ascomycota		2		0.094118		0.006329		0.070513		0.057851

		Podospora intestinacea		Ascomycota		2		0.007519		0		0.006494		0.004494

		Polyancora globosa		Ascomycota		2		0		0		0.006061		0.002137

		Polydesmia pruinosa		Ascomycota		4		0.014569		0		0		0.005279

		Polyozellus multiplex		Basidiomycota		2		0.116592		0.012658		0.218623		0.130573

		Polyporus badius		Basidiomycota		3		0.018868		0		0.004608		0.008518

		Polyporus brumalis		Basidiomycota		4		0		0		0.016908		0.007979

		Polyporus dictyopus		Basidiomycota		2		0.225806		0.018987		0.324528		0.216095

		Polyporus guianensis		Basidiomycota		3		0.134783		0.025157		0.156682		0.115321

		Polyporus melanopus		Basidiomycota		2		0.009479		0		0.004695		0.005155

		Polyporus radicatus		Basidiomycota		3		0.052381		0.018868		0.01		0.019435

		Polyporus squamosus		Basidiomycota		9		0		0		0		0.003534

		Polyporus tricholoma		Basidiomycota		2		0		0.006329		0		0.00177

		Polyporus tuberaster		Basidiomycota		8		0.009685		0.025157		0.019704		0.019366

		Polyporus tubiformis		Basidiomycota		5		0.007258		0		0		0.002615

		Polyporus varius		Basidiomycota		7		0.025974		0.006329		0.03		0.022071

		Polyporus virgatus		Basidiomycota		2		0.075758		0.012658		0.100917		0.066202

		Porodaedalea chrysoloma		Basidiomycota		6		0.03321		0.006329		0.11215		0.049442

		Porodaedalea pini		Basidiomycota		12		0.02952		0		0.033816		0.028886

		Postia caesia		Basidiomycota		4		0.046374		0		0.033356		0.029904

		Postia leucomallela		Basidiomycota		2		0		0		0		0

		Postia sericeomollis		Basidiomycota		3		0.376812		0.044304		0.352941		0.287415

		Postia subcaesia		Basidiomycota		6		0.04918		0		0.057143		0.043478

		Potebniamyces pyri		Ascomycota		7		0		0		0		0

		Preussia aemulans		Ascomycota		2		0.006897		0		0		0.002188

		Preussia africana		Ascomycota		5		0.02009		0.003165		0.006173		0.010643

		Preussia australis		Ascomycota		4		0		0		0.005525		0.002058

		Preussia fleischhakii		Ascomycota		3		0		0		0		0

		Preussia intermedia		Ascomycota		4		0.006849		0		0.005814		0.003151

		Preussia minima		Ascomycota		8		0.020408		0		0.049198		0.025157

		Preussia minimoides		Ascomycota		2		0.087248		0		0.070588		0.052301

		Preussia similis		Ascomycota		2		0.006667		0.006329		0.023952		0.012632

		Prosopidicola mexicana		Ascomycota		2		0.004348		0		0		0.001786

		Protoblastenia calva		Ascomycota		4		0.059407		0.006329		0.046358		0.035829

		Protoblastenia cyclospora		Ascomycota		2		0.092308		0.012658		0.065789		0.059406

		Protoblastenia incrustans		Ascomycota		5		0.185484		0.012658		0.231724		0.143142

		Protoblastenia laeta		Ascomycota		2		0.005376		0		0.028571		0.010331

		Protoblastenia lilacina		Ascomycota		4		0		0.006329		0.023622		0.007384

		Protoblastenia pseudoincrustans		Ascomycota		2		0.043478		0.012658		0.083333		0.046185

		Protoblastenia rupestris		Ascomycota		4		0.005495		0		0		0.004073

		Protoblastenia terricola		Ascomycota		3		0.011628		0		0.057143		0.021231

		Protoglossum luteum		Basidiomycota		2		0.016598		0		0.070093		0.034146

		Protoglossum violaceum		Basidiomycota		2		0		0		0		0

		Protoparmelia montagnei		Ascomycota		3		0.009709		0		0.020408		0.009766

		Protoparmelia psarophana		Ascomycota		2		0		0		0		0

		Psathyrella candolleana		Basidiomycota		4		0.029762		0		0.012077		0.016287

		Pseudaegerita corticalis		Ascomycota		4		0.071006		0		0.067568		0.047322

		Pseudallescheria africana		Ascomycota		2		0.006757		0.025316		0.021277		0.018219

		Pseudallescheria boydii		Ascomycota		96		0.029586		0		0.024876		0.021938

		Pseudallescheria fusoidea		Ascomycota		3		0.005747		0		0.004878		0.003752

		Pseudallescheria minutispora		Ascomycota		2		0.006135		0		0		0.001931

		Pseudephebe pubescens		Ascomycota		3		0.139785		0.006329		0.111111		0.088531

		Pseudeurotium bakeri		Ascomycota		4		0.006289		0		0.008929		0.003491

		Pseudevernia furfuracea		Ascomycota		3		0.005587		0		0.006623		0.004098

		Pseudocercospora araliae		Ascomycota		3		0		0		0.006897		0.002169

		Pseudocercospora basiramifera		Ascomycota		2		0		0		0		0

		Pseudocercospora basitruncata		Ascomycota		3		0		0		0.013514		0.004396

		Pseudocercospora cladosporioides		Ascomycota		10		0.006849		0		0.006289		0.00432

		Pseudocercospora epispermogonia		Ascomycota		2		0		0		0		0

		Pseudocercospora epispermogoniana		Ascomycota		3		0		0		0		0

		Pseudocercospora humuli		Ascomycota		2		0.006369		0		0.006944		0.004357

		Pseudocercospora natalensis		Ascomycota		3		0.027397		0		0.013699		0.013333

		Pseudocercospora opuntia		Ascomycota		2		0.006897		0		0.006897		0.004464

		Pseudocercospora paraguayensis		Ascomycota		3		0.006757		0		0		0.002198

		Pseudocercospora platylobii		Ascomycota		2		0.025806		0		0		0.008715

		Pseudocercospora pseudoeucalyptorum		Ascomycota		5		0		0		0		0

		Pseudocercospora robusta		Ascomycota		2		0.041096		0		0.020548		0.02

		Pseudocercospora vitis		Ascomycota		4		0		0		0		0

		Pseudocyphellaria crocata		Ascomycota		15		0.133333		0.006329		0.171975		0.10515

		Pseudocyphellaria maculata		Ascomycota		2		0.496599		0.037975		0.522013		0.365591

		Pseudocyphellaria neglecta		Ascomycota		5		0		0		0		0

		Pseudocyphellaria perpetua		Ascomycota		5		0.010135		0		0.021491		0.010666

		Pseudofavolus cucullatus		Basidiomycota		2		0.081448		0.006329		0.074074		0.058824

		Pseudogymnoascus appendiculatus		Ascomycota		3		0		0		0.006061		0.001972

		Pseudogymnoascus roseus		Ascomycota		9		0		0		0		0.004054

		Pseudogymnoascus verrucosus		Ascomycota		2		0.005464		0		0.006061		0.003937

		Pseudolagarobasidium acaciicola		Basidiomycota		2		0.005051		0		0.009901		0.005376

		Pseudotomentella humicola		Basidiomycota		2		0.023148		0		0		0.008651

		Pseudotomentella larsenii		Basidiomycota		2		0		0		0.003906		0.001698

		Pseudotomentella mucidula		Basidiomycota		2		0		0		0.010363		0.003766

		Pseudotomentella tristis		Basidiomycota		5		0.004673		0		0.017937		0.006939

		Pseudozyma antarctica		Basidiomycota		6		0		0		0.003322		0.001453

		Pseudozyma aphidis		Basidiomycota		3		0		0		0.003322		0.001451

		Pseudozyma flocculosa		Basidiomycota		8		0.0125		0		0.003425		0.00491

		Pseudozyma prolifica		Basidiomycota		3		0		0		0		0

		Pseudozyma rugulosa		Basidiomycota		2		0		0		0.0033		0.001449

		Psilocybe coprophila		Basidiomycota		3		0.08867		0		0.125604		0.072695

		Psilocybe semilanceata		Basidiomycota		5		0		0		0		0

		Psora testacea		Ascomycota		2		0		0		0.037037		0.011583

		Psoroma hypnorum		Ascomycota		2		0.192771		0		0.046667		0.084211

		Puccinia aberrans		Basidiomycota		2		0.080508		0		0.029557		0.041876

		Puccinia allii		Basidiomycota		11		0.040724		0.012658		0.069767		0.043771

		Puccinia andropogonis		Basidiomycota		15		0.100877		0.006329		0.145833		0.098413

		Puccinia asparagi		Basidiomycota		2		0.008734		0		0		0.00318

		Puccinia bartholomaei		Basidiomycota		2		0.013514		0.01875		0.004587		0.011407

		Puccinia boroniae		Basidiomycota		14		0.026316		0.006329		0.042553		0.028986

		Puccinia bromina		Basidiomycota		3		0.13242		0.006329		0.15942		0.107877

		Puccinia calystegiae-soldanellae		Basidiomycota		6		0.004444		0.006329		0.004878		0.003509

		Puccinia carduorum		Basidiomycota		2		0.020513		0.006329		0.043478		0.025

		Puccinia consimilis		Basidiomycota		10		0.018692		0		0.024155		0.015571

		Puccinia convolvuli		Basidiomycota		6		0.009852		0.006329		0.004831		0.007042

		Puccinia coronata		Basidiomycota		16		0.105411		0		0.082035		0.069551

		Puccinia drabae		Basidiomycota		4		0.044755		0.006329		0.014423		0.022074

		Puccinia funkiae		Basidiomycota		3		0		0		0		0

		Puccinia graminis		Basidiomycota		28		0.036364		0		0.028846		0.023973

		Puccinia hemerocallidis		Basidiomycota		10		0.018957		0		0.005376		0.008993

		Puccinia holcina		Basidiomycota		5		0		0		0		0

		Puccinia hordei		Basidiomycota		5		0.011737		0		0		0.005137

		Puccinia kuehnii		Basidiomycota		2		0		0		0		0

		Puccinia lagenophorae		Basidiomycota		3		0.009217		0		0		0.00349

		Puccinia melanocephala		Basidiomycota		3		0		0		0		0

		Puccinia monoica		Basidiomycota		28		0.069519		0.006329		0.086403		0.064198

		Puccinia myrsiphylli		Basidiomycota		6		0.013393		0		0.009852		0.008547

		Puccinia patriniae		Basidiomycota		2		0		0.006329		0.015464		0.007105

		Puccinia persistens		Basidiomycota		4		0.004608		0		0.014019		0.006791

		Puccinia psidii		Basidiomycota		2		0.010101		0.006329		0		0.005181

		Puccinia recondita		Basidiomycota		6		0.004854		0		0.004608		0.005164

		Puccinia sessilis		Basidiomycota		2		0		0		0.016878		0.009868

		Puccinia striiformis		Basidiomycota		4		0.044284		0		0.050126		0.03412

		Puccinia thlaspeos		Basidiomycota		20		0.077982		0.006329		0.045778		0.055799

		Puccinia triticina		Basidiomycota		14		0.004695		0		0.004651		0.003413

		Pucciniastrum actinidiae		Basidiomycota		4		0		0		0		0

		Pucciniastrum boehmeriae		Basidiomycota		4		0		0		0		0

		Pucciniastrum corni		Basidiomycota		2		0		0		0		0

		Pucciniastrum epilobii		Basidiomycota		2		0.008584		0.006289		0.017467		0.011272

		Pucciniastrum fagi		Basidiomycota		6		0.004115		0		0		0.001575

		Pucciniastrum goeppertianum		Basidiomycota		2		0		0		0		0

		Pucciniastrum hikosanense		Basidiomycota		2		0		0		0		0

		Pucciniastrum hydrangeae-petiolaris		Basidiomycota		2		0		0		0.004367		0.001616

		Pucciniastrum kusanoi		Basidiomycota		5		0		0		0		0

		Pucciniastrum miyabeanum		Basidiomycota		3		0		0		0		0

		Pucciniastrum styracinum		Basidiomycota		3		0		0		0		0

		Pucciniastrum tiliae		Basidiomycota		3		0		0		0		0

		Pucciniastrum yoshinagai		Basidiomycota		2		0		0		0		0

		Pulchromyces fimicola		Ascomycota		2		0		0		0		0

		Punctelia borreri		Ascomycota		11		0.010526		0		0.006803		0.007968

		Punctelia jeckeri		Ascomycota		3		0.011696		0		0		0.004158

		Punctelia rudecta		Ascomycota		2		0.041026		0		0.026316		0.023762

		Punctelia subrudecta		Ascomycota		11		0		0		0		0.004065

		Punctelia ulophylla		Ascomycota		2		0		0		0		0

		Pycnoporus cinnabarinus		Basidiomycota		5		0		0		0		0

		Pycnoporus sanguineus		Basidiomycota		5		0.015411		0		0.025486		0.020093

		Pyrenochaeta lycopersici		Ascomycota		15		0.191011		0		0.10828		0.103448

		Pyrenochaeta romeroi		Ascomycota		4		0.006667		0		0.003145		0.003212

		Pyrenopeziza brassicae		Ascomycota		2		0		0		0		0

		Pyrenophora avenae		Ascomycota		2		0.010256		0		0.006289		0.005859

		Pyrenophora graminea		Ascomycota		6		0.010526		0.006329		0.012346		0.009785

		Pyrenophora teres		Ascomycota		11		0.016667		0		0.012195		0.011858

		Pyrenophora tritici-repentis		Ascomycota		75		0.005618		0		0		0.002151

		Pyricularia costina		Ascomycota		3		0.267176		0.006329		0.165		0.141104

		Pyricularia zingiberis		Ascomycota		3		0.379562		0.006329		0.300546		0.228033

		Pyricularia zizaniicola		Ascomycota		2		0.007692		0		0.016949		0.008602

		Pyxine endochrysina		Ascomycota		3		0.012987		0.006329		0.006667		0.006494

		Pyxine sorediata		Ascomycota		5		0.051613		0.006329		0.03		0.023758

		Quambalaria cyanescens		Basidiomycota		11		0.016854		0		0.008475		0.010453

		Quambalaria eucalypti		Basidiomycota		8		0		0		0		0

		Quambalaria pitereka		Basidiomycota		19		0.01087		0		0.004237		0.00519

		Ramalina americana		Ascomycota		3		0.02454		0.006329		0.01227		0.012397

		Ramalina conduplicans		Ascomycota		2		0.051948		0		0.057554		0.035477

		Ramalina culbersoniorum		Ascomycota		11		0.030675		0		0.018293		0.016529

		Ramalina farinacea		Ascomycota		10		0.058442		0		0.036364		0.036093

		Ramalina fastigiata		Ascomycota		3		0.019355		0		0.066265		0.029228

		Ramalina fraxinea		Ascomycota		2		0.021505		0.018868		0		0.013807

		Ramalina menziesii		Ascomycota		2		0.021858		0.037975		0.031646		0.03006

		Ramalina siliquosa		Ascomycota		2		0.00625		0.006329		0.006289		0.006289

		Ramalina sinensis		Ascomycota		3		0.091398		0.006329		0.044248		0.050328

		Ramalina yasudae		Ascomycota		2		0		0		0.006098		0.002096

		Ramaria abietina		Basidiomycota		2		0.00463		0.006289		0.009804		0.006908

		Ramaria acrisiccescens		Basidiomycota		2		0		0		0		0

		Ramaria botrytis		Basidiomycota		4		0.192418		0.006289		0.098684		0.105314

		Ramaria decurrens		Basidiomycota		2		0.47561		0.018868		0.343558		0.315881

		Ramaria flava		Basidiomycota		2		0.075		0.012579		0.023041		0.040519

		Ramaria flavoides		Basidiomycota		2		0.008734		0		0.025641		0.012007

		Ramaria formosa		Basidiomycota		3		0.146718		0.006289		0.185484		0.127436

		Ramaria stricta		Basidiomycota		2		0.397959		0.012579		0.352941		0.278057

		Ramaria subbotrytis		Basidiomycota		2		0.013274		0		0.005556		0.00708

		Ramichloridium anceps		Ascomycota		4		0.005143		0		0		0.00185

		Ramichloridium mackenziei		Ascomycota		2		0		0		0.004525		0.001848

		Ramularia coleosporii		Ascomycota		3		0		0		0		0

		Ramularia collo-cygni		Ascomycota		15		0		0		0		0

		Ramularia eucalypti		Ascomycota		3		0.013986		0		0.006944		0.004494

		Ramularia uredinicola		Ascomycota		2		0		0		0.006944		0.002198

		Readeriella mirabilis		Ascomycota		2		0		0		0.025641		0.008529

		Readeriella novaezelandiae		Ascomycota		2		0.006849		0		0		0.002183

		Renispora flavissima		Ascomycota		4		0.01938		0.006329		0.059701		0.029984

		Resinicium bicolor		Basidiomycota		6		0.00625		0		0.005051		0.009653

		Resinicium friabile		Basidiomycota		5		0		0		0.005155		0.001969

		Resinicium saccharicola		Basidiomycota		3		0		0		0.005025		0.001938

		Retroconis fusiformis		Ascomycota		3		0		0		0		0

		Rhabdocline parkeri		Ascomycota		12		0		0		0.026316		0.011062

		Rhexocercosporidium carotae		Ascomycota		4		0		0		0		0.001832

		Rhinocladiella atrovirens		Ascomycota		5		0.323232		0.025157		0.282669		0.222224

		Rhizocarpon geographicum		Ascomycota		3		0.131737		0.006329		0.164474		0.100629

		Rhizochaete filamentosa		Basidiomycota		2		0		0		0		0

		Rhizochaete radicata		Basidiomycota		2		0		0		0		0

		Rhizoctonia bataticola		Basidiomycota		6		0.364641		0.006329		0.1		0.173307

		Rhizomucor miehei		Zygomycota		2		0.005051		0		0		0.001626

		Rhizomucor pusillus		Zygomycota		13		0.00565		0		0		0.003704

		Rhizomucor variabilis		Zygomycota		5		0.021463		0		0.01105		0.012797

		Rhizophlyctis harderi		Chytridiomycota		2		0.011583		0.006494		0.011152		0.010264

		Rhizophlyctis rosea		Chytridiomycota		2		0.229167		0		0.365957		0.231481

		Rhizophydium aestuarii		Chytridiomycota		2		0.006536		0		0		0.001912

		Rhizophydium brooksianum		Chytridiomycota		2		0		0		0		0

		Rhizophydium subangulosum		Chytridiomycota		2		0		0		0		0

		Rhizoplaca chrysoleuca		Ascomycota		45		0.040201		0.006329		0.013245		0.022636

		Rhizoplaca melanophthalma		Ascomycota		4		0.025381		0.006329		0.016556		0.014807

		Rhizoplaca peltata		Ascomycota		6		0.015228		0.006329		0.006623		0.009862

		Rhizoplaca subdiscrepans		Ascomycota		3		0.020408		0.012579		0.032895		0.02122

		Rhizopogon brunsii		Basidiomycota		27		0.004505		0		0.007547		0.004637

		Rhizopogon ellenae		Basidiomycota		2		0		0		0		0

		Rhizopogon evadens		Basidiomycota		4		0.153179		0		0.095967		0.102679

		Rhizopogon fuscorubens		Basidiomycota		2		0.003115		0.012579		0.030075		0.014745

		Rhizopogon idahoensis		Basidiomycota		3		0.048673		0.012579		0.020747		0.022187

		Rhizopogon occidentalis		Basidiomycota		4		0.009404		0		0.009802		0.006109

		Rhizopogon parksii		Basidiomycota		2		0.004566		0		0.003937		0.003165

		Rhizopogon pseudoroseolus		Basidiomycota		3		0.008772		0		0.007752		0.006202

		Rhizopogon roseolus		Basidiomycota		34		0.039648		0		0.047393		0.028428

		Rhizopogon rubescens		Basidiomycota		9		0.009556		0		0.051887		0.022378

		Rhizopogon salebrosus		Basidiomycota		4		0.004505		0		0.010638		0.005682

		Rhizopogon semireticulatus		Basidiomycota		3		0.052863		0.006289		0.063291		0.044944

		Rhizopogon subbadius		Basidiomycota		2		0		0		0		0

		Rhizopogon subcaerulescens		Basidiomycota		2		0.071429		0.006289		0.063492		0.052388

		Rhizopogon subgelatinosus		Basidiomycota		3		0.018018		0		0.012766		0.007776

		Rhizopogon subpurpurascens		Basidiomycota		3		0.008299		0		0.026217		0.01391

		Rhizopogon vesiculosus		Basidiomycota		2		0.004587		0		0		0.00159

		Rhizopogon vinicolor		Basidiomycota		7		0.004587		0		0.004149		0.004792

		Rhizopogon vulgaris		Basidiomycota		3		0.027027		0		0.103004		0.04886

		Rhizopus azygosporus		Zygomycota		4		0		0		0		0

		Rhizopus caespitosus		Zygomycota		3		0.053571		0.006329		0.116022		0.060391

		Rhizopus homothallicus		Zygomycota		3		0.022124		0		0		0.009058

		Rhizopus japonicus		Zygomycota		2		0		0		0		0

		Rhizopus microsporus		Zygomycota		5		0		0		0.004926		0.00163

		Rhizopus niveus		Zygomycota		2		0		0		0.020833		0.007353

		Rhizopus oryzae		Zygomycota		143		0.010309		0		0.015873		0.009242

		Rhizopus schipperae		Zygomycota		6		0		0		0		0

		Rhizopus stolonifer		Zygomycota		6		0.072917		0.012739		0.297059		0.160963

		Rhizoscyphus ericae		Ascomycota		37		0.024845		0		0.027778		0.019272

		Rhodocollybia butyracea		Basidiomycota		7		0.121771		0		0.034483		0.05949

		Rhodocollybia maculata		Basidiomycota		5		0.079654		0		0.057999		0.047928

		Rhodocollybia pandipes		Basidiomycota		3		0.060932		0		0.017361		0.030769

		Rhodocybe fallax		Basidiomycota		2		0.020325		0.025478		0		0.013841

		Rhodosporidium azoricum		Basidiomycota		2		0.006579		0		0		0.00189

		Rhodosporidium babjevae		Basidiomycota		13		0		0		0		0

		Rhodosporidium concentricum		Basidiomycota		10		0.006849		0		0.009615		0.003914

		Rhodosporidium diobovatum		Basidiomycota		10		0.011765		0		0		0.003697

		Rhodosporidium fluviale		Basidiomycota		3		0.006536		0		0		0.001923

		Rhodosporidium kratochvilovae		Basidiomycota		27		0		0		0		0

		Rhodosporidium lusitaniae		Basidiomycota		4		0		0		0		0

		Rhodosporidium paludigenum		Basidiomycota		5		0.006667		0		0		0.001923

		Rhodosporidium sphaerocarpum		Basidiomycota		14		0		0		0		0

		Rhodosporidium toruloides		Basidiomycota		12		0.019868		0		0.023256		0.015267

		Rhodotorula acheniorum		Basidiomycota		2		0.009217		0		0		0.0032

		Rhodotorula armeniaca		Basidiomycota		2		0.006849		0		0		0.001965

		Rhodotorula aurantiaca		Basidiomycota		4		0		0		0		0

		Rhodotorula auriculariae		Basidiomycota		2		0		0		0		0

		Rhodotorula bacarum		Basidiomycota		3		0.016667		0		0.004717		0.006122

		Rhodotorula bogoriensis		Basidiomycota		2		0		0		0		0

		Rhodotorula buffonii		Basidiomycota		2		0		0		0.004673		0.001821

		Rhodotorula cassiicola		Basidiomycota		2		0		0		0		0

		Rhodotorula cresolica		Basidiomycota		2		0		0		0		0

		Rhodotorula dairenensis		Basidiomycota		4		0		0		0		0

		Rhodotorula diffluens		Basidiomycota		2		0		0		0		0

		Rhodotorula ferulica		Basidiomycota		3		0		0		0		0

		Rhodotorula foliorum		Basidiomycota		2		0.006711		0		0		0.001898

		Rhodotorula fujisanensis		Basidiomycota		6		0		0		0		0

		Rhodotorula glutinis		Basidiomycota		28		0.081761		0		0.042254		0.041509

		Rhodotorula graminis		Basidiomycota		4		0		0		0		0

		Rhodotorula hordea		Basidiomycota		3		0		0		0		0

		Rhodotorula hylophila		Basidiomycota		2		0.006289		0		0		0.001873

		Rhodotorula ingeniosa		Basidiomycota		3		0		0		0.004762		0.001953

		Rhodotorula lactosa		Basidiomycota		2		0		0		0		0

		Rhodotorula lamellibrachiae		Basidiomycota		5		0		0		0		0

		Rhodotorula laryngis		Basidiomycota		5		0		0		0		0

		Rhodotorula lignophila		Basidiomycota		2		0		0		0		0

		Rhodotorula marina		Basidiomycota		3		0.014388		0		0.024155		0.013889

		Rhodotorula minuta		Basidiomycota		28		0.073529		0.006329		0.066333		0.044266

		Rhodotorula mucilaginosa		Basidiomycota		49		0		0		0.004587		0.001894

		Rhodotorula nothofagi		Basidiomycota		4		0		0		0		0

		Rhodotorula pallida		Basidiomycota		2		0		0		0		0

		Rhodotorula philyla		Basidiomycota		2		0		0		0		0

		Rhodotorula phylloplana		Basidiomycota		2		0		0		0		0

		Rhodotorula pilati		Basidiomycota		2		0		0		0.004167		0.001715

		Rhodotorula pustula		Basidiomycota		2		0		0		0		0

		Rhodotorula slooffiae		Basidiomycota		12		0		0		0.004902		0.002963

		Rhodotorula sonckii		Basidiomycota		2		0		0		0		0

		Rhodotorula vanillica		Basidiomycota		2		0		0		0.004762		0.001953

		Rhynchosporium secalis		Ascomycota		8		0.004274		0		0		0.001848

		Rhytisma salicinum		Ascomycota		2		0.215827		0.006329		0.243421		0.151448

		Rinodina cacaotina		Ascomycota		2		0		0		0.007937		0.002347

		Rinodina confragosa		Ascomycota		2		0.005848		0.006329		0.006369		0.006173

		Rinodina lecanorina		Ascomycota		2		0.033333		0		0.006289		0.012848

		Rinodina oxydata		Ascomycota		3		0.14375		0.012658		0.06		0.074163

		Rinodina sophodes		Ascomycota		2		0.168675		0.006329		0.166667		0.114583

		Rinodina tunicata		Ascomycota		2		0.034682		0.006329		0.037267		0.026423

		Roccella allorgei		Ascomycota		4		0		0		0		0

		Roccella belangeriana		Ascomycota		2		0.004608		0		0.005988		0.00369

		Roccella canariensis		Ascomycota		5		0.041475		0		0.011111		0.021314

		Roccella elisabethae		Ascomycota		2		0.004608		0		0		0.012456

		Roccella fuciformis		Ascomycota		4		0		0		0.011173		0.00462

		Roccella maderensis		Ascomycota		8		0.02249		0		0.016807		0.016379

		Roccella montagnei		Ascomycota		5		0.006955		0.003165		0.020958		0.01099

		Roccella phycopsis		Ascomycota		7		0		0		0		0.001792

		Roccella tinctoria		Ascomycota		7		0.027907		0.006329		0.011173		0.016304

		Roccella tuberculata		Ascomycota		11		0.018433		0.006329		0.011429		0.009009

		Roccellina capensis		Ascomycota		11		0.013274		0.006329		0.01875		0.011029

		Roesleria subterranea		Ascomycota		12		0.04142		0		0.014815		0.021575

		Rosellinia bambusae		Ascomycota		2		0		0		0		0

		Rosellinia mirabilis		Ascomycota		3		0.409357		0		0.10828		0.179012

		Rosellinia necatrix		Ascomycota		10		0.005618		0		0.006061		0.002

		Rostraureum tropicale		Ascomycota		5		0		0		0		0

		Rubrinectria olivacea		Ascomycota		2		0.141104		0.025316		0.186441		0.120482

		Russula aeruginea		Basidiomycota		2		0.004717		0		0.009615		0.00519

		Russula amoenolens		Basidiomycota		2		0.018692		0		0.04		0.021776

		Russula atropurpurea		Basidiomycota		2		0.099502		0.006329		0.15261		0.097039

		Russula betularum		Basidiomycota		2		0.031088		0		0.003831		0.011438

		Russula caerulea		Basidiomycota		2		0		0.012658		0.049057		0.02447

		Russula camarophylla		Basidiomycota		2		0		0		0.016		0.006557

		Russula chloroides		Basidiomycota		3		0.111111		0		0.05814		0.052288

		Russula cremoricolor		Basidiomycota		2		0		0		0.004098		0.001653

		Russula cyanoxantha		Basidiomycota		7		0.075377		0		0.080357		0.056799

		Russula decolorans		Basidiomycota		3		0.134021		0		0.095588		0.083333

		Russula delica		Basidiomycota		3		0.306306		0.031646		0.316206		0.239936

		Russula densifolia		Basidiomycota		2		0.019231		0		0.004329		0.008375

		Russula emetica		Basidiomycota		2		0		0		0		0

		Russula exalbicans		Basidiomycota		2		0.010929		0		0.012397		0.008576

		Russula farinipes		Basidiomycota		2		0.058252		0.012658		0.046296		0.041379

		Russula fellea		Basidiomycota		3		0		0		0.003759		0.001595

		Russula firmula		Basidiomycota		3		0		0		0		0

		Russula foetens		Basidiomycota		3		0.05		0.012658		0.069264		0.047538

		Russula grisea		Basidiomycota		2		0.004975		0		0.009756		0.005319

		Russula heterophylla		Basidiomycota		2		0.005376		0		0.014634		0.007286

		Russula integra		Basidiomycota		3		0.004926		0		0.011628		0.006462

		Russula laurocerasi		Basidiomycota		2		0.077273		0.006329		0.070175		0.056106

		Russula lepida		Basidiomycota		2		0.010363		0		0		0.003317

		Russula mairei		Basidiomycota		3		0.027397		0		0.015326		0.014159

		Russula nigricans		Basidiomycota		7		0.014286		0		0.013158		0.011745

		Russula occidentalis		Basidiomycota		2		0		0		0.003817		0.001919

		Russula ochroleuca		Basidiomycota		6		0		0		0		0.003279

		Russula pallidospora		Basidiomycota		2		0		0		0		0

		Russula paludosa		Basidiomycota		2		0		0		0		0

		Russula parazurea		Basidiomycota		2		0.009569		0.006329		0.013953		0.010309

		Russula pectinatoides		Basidiomycota		3		0.098131		0.006329		0.191667		0.111111

		Russula persicina		Basidiomycota		2		0.129534		0		0.094862		0.081126

		Russula puellaris		Basidiomycota		3		0.020725		0		0.007722		0.009836

		Russula raoultii		Basidiomycota		2		0.127451		0		0.121457		0.091954

		Russula turci		Basidiomycota		2		0.041885		0.006329		0.048327		0.035599

		Russula vesca		Basidiomycota		5		0.004762		0		0.004386		0.003356

		Russula vinosa		Basidiomycota		3		0.010526		0		0		0.003484

		Russula virescens		Basidiomycota		2		0		0		0		0

		Russula xerampelina		Basidiomycota		4		0.005435		0		0.007246		0.004025

		Saccharicola bicolor		Ascomycota		2		0.070513		0		0.019481		0.029915

		Saccharicola taiwanensis		Ascomycota		3		0		0		0		0

		Saccharomyces bayanus		Ascomycota		12		0		0.006369		0.00905		0.007882

		Saccharomyces cariocanus		Ascomycota		2		0		0		0		0

		Saccharomyces castellii		Ascomycota		5		0		0		0		0

		Saccharomyces cerevisiae		Ascomycota		145		0.008287		0		0.008511		0.007657

		Saccharomyces dairenensis		Ascomycota		3		0.003891		0		0.005917		0.003425

		Saccharomyces kudriavzevii		Ascomycota		2		0		0		0		0

		Saccharomyces kunashirensis		Ascomycota		2		0		0		0		0

		Saccharomyces martiniae		Ascomycota		2		0		0		0		0

		Saccharomyces mikatae		Ascomycota		3		0		0		0		0

		Saccharomyces paradoxus		Ascomycota		5		0		0		0		0.001449

		Saccharomyces pastorianus		Ascomycota		9		0.007692		0		0		0.005141

		Saccharomyces rosinii		Ascomycota		2		0.027559		0		0.004566		0.012678

		Saccharomyces servazzii		Ascomycota		2		0		0		0		0

		Saccharomyces spencerorum		Ascomycota		2		0.014652		0		0.004926		0.007886

		Saccharomyces transvaalensis		Ascomycota		2		0		0		0		0

		Saccharomyces unisporus		Ascomycota		4		0		0		0		0

		Saccharomycodes ludwigii		Ascomycota		4		0		0		0.004808		0.00151

		Saccharomycopsis crataegensis		Ascomycota		3		0.021277		0		0.005102		0.009225

		Saccharomycopsis fibuligera		Ascomycota		2		0		0		0		0

		Saccharomycopsis javanensis		Ascomycota		2		0.012448		0		0.022936		0.012966

		Saccharomycopsis malanga		Ascomycota		2		0.003831		0		0.010101		0.004862

		Saccharomycopsis vini		Ascomycota		3		0.014925		0		0.026316		0.014523

		Sagenidiopsis undulata		Ascomycota		2		0.083582		0.012658		0.071429		0.064067

		Sakaguchia dacryoidea		Basidiomycota		5		0		0		0		0

		Sarcinomyces petricola		Ascomycota		2		0		0		0		0

		Sarcodon imbricatus		Basidiomycota		5		0		0		0		0

		Sarcodon squamosus		Basidiomycota		9		0		0		0		0

		Sarcoleotia globosa		Ascomycota		3		0.142857		0.006329		0.090323		0.075171

		Sarcomyxa serotina		Basidiomycota		3		0		0		0		0

		Sarcoscypha austriaca		Ascomycota		3		0.03012		0.006329		0.018182		0.018367

		Sarcoscypha coccinea		Ascomycota		4		0.047619		0		0.014881		0.025253

		Sarcoscypha emarginata		Ascomycota		2		0.005882		0.012658		0.047904		0.022177

		Sarcoscypha javensis		Ascomycota		2		0.283422		0.006329		0.205882		0.172816

		Sarcoscypha korfiana		Ascomycota		2		0		0		0		0

		Sarcoscypha macaronesica		Ascomycota		2		0.058824		0		0.012048		0.024291

		Sarcosphaera coronaria		Ascomycota		3		0		0.006329		0		0.001942

		Sarea difformis		Ascomycota		2		0.012987		0		0.018072		0.01046

		Sarocladium attenuatum		Ascomycota		2		0.017751		0		0.02924		0.016064

		Satchmopsis brasiliensis		Ascomycota		3		0.028249		0		0.020134		0.016529

		Sawadaea bicornis		Ascomycota		5		0		0		0.007092		0.002096

		Sawadaea polyfida		Ascomycota		7		0.005618		0		0		0.004193

		Sawadaea tulasnei		Ascomycota		14		0.017857		0		0		0.006424

		Scedosporium aurantiacum		Ascomycota		4		0.002762		0		0		0.001842

		Scedosporium prolificans		Ascomycota		14		0.006452		0.012658		0.010929		0.01006

		Schizonella melanogramma		Basidiomycota		2		0		0		0		0

		Schizophyllum commune		Basidiomycota		42		0.006711		0		0.016878		0.009398

		Scleroconidioma sphagnicola		Ascomycota		3		0		0		0		0

		Scleroderma bovista		Basidiomycota		2		0.011976		0.006289		0.004049		0.006981

		Scleromitrula calthicola		Ascomycota		6		0		0		0		0

		Scleromitrula candolleana		Ascomycota		3		0		0.006329		0.006579		0.004237

		Scleromitrula shiraiana		Ascomycota		2		0.050955		0		0.058824		0.036325

		Scleromitrula spiraeicola		Ascomycota		4		0.01227		0		0.006579		0.006356

		Scleropezicula alnicola		Ascomycota		2		0.0125		0.006289		0		0.006383

		Sclerotinia borealis		Ascomycota		3		0.027397		0		0		0.008869

		Sclerotinia homoeocarpa		Ascomycota		3		0.012195		0.006289		0.069182		0.027027

		Sclerotinia sclerotiorum		Ascomycota		18		0		0		0.006849		0.002252

		Sclerotinia tetraspora		Ascomycota		3		0		0		0		0

		Sclerotinia trifoliorum		Ascomycota		5		0.006536		0		0		0.00221

		Sclerotium cepivorum		Ascomycota		3		0		0		0		0

		Sclerotium delphinii		Basidiomycota		8		0.111607		0.006329		0.057849		0.046794

		Sclerotium hydrophilum		Basidiomycota		2		0.013889		0.006329		0.011194		0.010903

		Scolecobasidium humicola		Ascomycota		2		0.50655		0		0.433673		0.350759

		Scutellinia colensoi		Ascomycota		12		0.010256		0.006289		0.011429		0.013208

		Scutellinia crinita		Ascomycota		16		0.014354		0		0.005714		0.00738

		Scutellinia nigrohirtula		Ascomycota		3		0		0		0		0

		Scutellinia scutellata		Ascomycota		7		0.135294		0.006289		0.134078		0.090336

		Scutellinia subhirtella		Ascomycota		4		0		0		0		0

		Scutellinia superba		Ascomycota		6		0.019231		0		0.017442		0.011516

		Scytalidium lignicola		Ascomycota		5		0.012579		0		0		0.004292

		Scytalidium thermophilum		Ascomycota		8		0.024457		0.006329		0.006098		0.012846

		Sebacina epigaea		Basidiomycota		2		0.264368		0.018987		0.318627		0.212687

		Sebacina incrustans		Basidiomycota		4		0		0		0		0

		Sebacina vermifera		Basidiomycota		2		0.205714		0		0.185		0.136961

		Seimatosporium discosioides		Ascomycota		2		0.019802		0		0.042945		0.021033

		Seiridium cardinale		Ascomycota		3		0.005128		0		0.023669		0.009579

		Sepedonium ampullosporum		Ascomycota		2		0.005618		0		0.005682		0.003906

		Sepedonium chalcipori		Ascomycota		4		0.005988		0		0.005747		0.003006

		Sepedonium laevigatum		Ascomycota		4		0		0		0.005714		0.001972

		Sepedonium tulasneanum		Ascomycota		2		0.005682		0		0		0.001949

		Septoria albopunctata		Ascomycota		3		0.003774		0		0		0.001748

		Septoria alnifolia		Ascomycota		2		0.006667		0		0.006897		0.004415

		Septoria apiicola		Ascomycota		3		0		0		0		0

		Septoria astericola		Ascomycota		2		0		0		0		0

		Septoria betulae		Ascomycota		7		0.02		0		0.006897		0.00883

		Septoria castaneicola		Ascomycota		2		0.019481		0		0.02		0.012987

		Septoria cerastii		Ascomycota		2		0.028986		0		0		0.00905

		Septoria crepidis		Ascomycota		3		0.457143		0.037975		0.50303		0.339056

		Septoria erigerontis		Ascomycota		2		0.032051		0		0.020548		0.017391

		Septoria floridae		Ascomycota		2		0		0		0		0

		Septoria glycines		Ascomycota		3		0		0		0		0

		Septoria helianthi		Ascomycota		2		0		0.006329		0		0.002222

		Septoria lamiicola		Ascomycota		2		0		0		0		0

		Septoria lycopersici		Ascomycota		2		0		0		0		0

		Septoria mazi		Ascomycota		2		0		0		0		0

		Septoria passerinii		Ascomycota		7		0		0		0		0

		Septoria patriniae		Ascomycota		2		0		0		0		0

		Septoria protearum		Ascomycota		2		0		0		0.020833		0.006726

		Septoria quercicola		Ascomycota		4		0.018127		0		0		0.008475

		Septoria scabiosicola		Ascomycota		3		0.006579		0		0		0.002165

		Septoria senecionis		Ascomycota		2		0.006897		0		0		0.002227

		Septoria sii		Ascomycota		2		0		0		0		0

		Septoria tormentillae		Ascomycota		4		0		0		0		0

		Septoria violae-palustris		Ascomycota		2		0		0		0		0

		Serpula himantioides		Basidiomycota		61		0.014706		0		0.009901		0.007117

		Serpula lacrymans		Basidiomycota		93		0		0		0		0

		Setchelliogaster australiensis		Basidiomycota		4		0.021539		0		0.009094		0.012618

		Setchelliogaster tenuipes		Basidiomycota		5		0.035193		0		0.035354		0.027568

		Setomelanomma holmii		Ascomycota		2		0.017857		0		0		0.006211

		Setosphaeria monoceras		Ascomycota		2		0.517241		0.126582		0.525424		0.40678

		Shiraia bambusicola		Ascomycota		5		0		0		0		0

		Sigridea californica		Ascomycota		2		0		0		0.005236		0.001767

		Simplicillium lamellicola		Ascomycota		4		0.021861		0		0		0.011528

		Simplicillium lanosoniveum		Ascomycota		2		0.021739		0		0.054645		0.026667

		Sirobasidium magnum		Basidiomycota		4		0.014706		0		0		0.003529

		Sirococcus clavigignenti-juglandacearum		Ascomycota		6		0		0		0		0

		Sirococcus conigenus		Ascomycota		59		0.014634		0		0.006135		0.007605

		Sistotrema alboluteum		Basidiomycota		2		0		0		0		0

		Sistotrema brinkmannii		Basidiomycota		10		0.0125		0		0.009174		0.007463

		Solheimia costispora		Ascomycota		2		0.088889		0		0.018634		0.038076

		Sordaria alcina		Ascomycota		2		0.042781		0		0.04		0.028283

		Sparassis brevipes		Basidiomycota		2		0.004739		0		0.004902		0.00349

		Sparassis crispa		Basidiomycota		37		0.047393		0		0.0399		0.032877

		Sparassis radicata		Basidiomycota		5		0.03426		0		0.005		0.013925

		Sparassis spathulata		Basidiomycota		4		0.012712		0		0.043779		0.022935

		Spathularia flavida		Ascomycota		4		0.116541		0		0.075465		0.060951

		Sphaceloma araliae		Ascomycota		2		0.010363		0		0.005988		0.005792

		Sphaceloma manihoticola		Ascomycota		2		0		0.006329		0.012048		0.00566

		Sphaceloma protearum		Ascomycota		2		0.005128		0		0.02454		0.00969

		Sphacelotheca polygoni-persicariae		Basidiomycota		2		0.070312		0		0.012987		0.023211

		Sphaerobolus ingoldii		Basidiomycota		3		0.086957		0.031447		0.046809		0.060465

		Sphaerobolus iowensis		Basidiomycota		41		0.022124		0		0.009217		0.011667

		Sphaerobolus stellatus		Basidiomycota		19		0.008772		0		0.004202		0.004815

		Sphaerophorus fragilis		Ascomycota		2		0		0		0		0

		Sphaerophorus globosus		Ascomycota		15		0.005208		0		0.006711		0.002012

		Sphaeropsis sapinea		Ascomycota		46		0		0		0		0.002033

		Sphaerotheca pannosa		Ascomycota		2		0.017241		0		0.006897		0.008386

		Sphinctrina turbinata		Ascomycota		2		0.005464		0		0		0.001972

		Spicellum roseum		Ascomycota		3		0.059172		0.031056		0.115607		0.071429

		Spilocaea oleaginea		Ascomycota		5		0.00641		0		0.006711		0.00432

		Spiromastix warcupii		Ascomycota		2		0.009852		0		0.010695		0.007299

		Spirosphaera beverwijkiana		Ascomycota		2		0		0		0		0

		Spirosphaera carici-graminis		Ascomycota		2		0.375		0.044304		0.317568		0.246835

		Spirosphaera cupreorufescens		Ascomycota		2		0.001634		0		0		0.001083

		Spongipellis pachyodon		Basidiomycota		2		0.065657		0.006289		0.020101		0.032374

		Sporendocladia bactrospora		Ascomycota		2		0.006329		0		0		0.002058

		Sporidiobolus johnsonii		Basidiomycota		10		0		0		0.023923		0.011673

		Sporidiobolus microsporus		Basidiomycota		2		0		0		0		0

		Sporidiobolus pararoseus		Basidiomycota		4		0.006849		0		0.002427		0.002941

		Sporidiobolus ruineniae		Basidiomycota		3		0		0		0.004762		0.001934

		Sporidiobolus salmonicolor		Basidiomycota		32		0.012579		0		0.004651		0.007463

		Sporisorium andropogonis		Basidiomycota		2		0.010204		0.006289		0.033195		0.018456

		Sporisorium cruentum		Basidiomycota		2		0.013699		0		0.003597		0.006098

		Sporisorium destruens		Basidiomycota		2		0.004464		0		0		0.001488

		Sporisorium fallax		Basidiomycota		3		0.004651		0		0.006757		0.004478

		Sporisorium formosanum		Basidiomycota		2		0		0		0		0

		Sporisorium lepturi		Basidiomycota		2		0.010526		0		0		0.003185

		Sporisorium panici-leucophaei		Basidiomycota		2		0.00939		0		0		0.003044

		Sporisorium puellare		Basidiomycota		2		0.025773		0		0.003436		0.009317

		Sporisorium reilianum		Basidiomycota		4		0.004484		0		0.001799		0.002273

		Sporisorium scitamineum		Basidiomycota		28		0.00885		0		0.006849		0.006047

		Sporisorium sorghi		Basidiomycota		2		0.016529		0		0		0.0059

		Sporisorium tumefaciens		Basidiomycota		3		0.014286		0		0.02381		0.016591

		Sporisorium veracruzianum		Basidiomycota		2		0		0		0.00678		0.003035

		Sporobolomyces bannaensis		Basidiomycota		2		0.013699		0		0.009709		0.007843

		Sporobolomyces coprosmae		Basidiomycota		2		0		0		0		0

		Sporobolomyces coprosmicola		Basidiomycota		2		0		0		0		0

		Sporobolomyces dracophylli		Basidiomycota		2		0.006944		0.00625		0.004484		0.005693

		Sporobolomyces elongatus		Basidiomycota		3		0		0		0.014354		0.005859

		Sporobolomyces falcatus		Basidiomycota		2		0		0		0		0

		Sporobolomyces foliicola		Basidiomycota		2		0.007194		0		0.009479		0.005906

		Sporobolomyces gracilis		Basidiomycota		3		0		0		0.023697		0.009785

		Sporobolomyces griseoflavus		Basidiomycota		2		0		0.006329		0		0.001718

		Sporobolomyces inositophilus		Basidiomycota		2		0		0		0		0

		Sporobolomyces kluyveri-nielii		Basidiomycota		2		0.006623		0		0		0.001901

		Sporobolomyces lactophilus		Basidiomycota		2		0		0		0		0

		Sporobolomyces linderae		Basidiomycota		2		0		0		0.017647		0.006944

		Sporobolomyces magnisporus		Basidiomycota		2		0.029851		0		0.03139		0.021359

		Sporobolomyces nylandii		Basidiomycota		3		0		0		0.004785		0.001938

		Sporobolomyces ogasawarensis		Basidiomycota		8		0.014286		0		0.009302		0.009747

		Sporobolomyces patagonicus		Basidiomycota		2		0		0		0		0

		Sporobolomyces phaffii		Basidiomycota		2		0		0		0		0

		Sporobolomyces phyllomatis		Basidiomycota		2		0.006757		0		0.004878		0.003914

		Sporobolomyces poonsookiae		Basidiomycota		5		0		0		0.002392		0.000971

		Sporobolomyces roseus		Basidiomycota		16		0.006623		0		0		0.001938

		Sporobolomyces ruber		Basidiomycota		2		0		0		0		0

		Sporobolomyces ruberrimus		Basidiomycota		4		0		0		0		0

		Sporobolomyces salicinus		Basidiomycota		2		0		0		0		0

		Sporobolomyces sasicola		Basidiomycota		2		0		0		0		0

		Sporobolomyces singularis		Basidiomycota		2		0.011299		0		0.004762		0.007326

		Sporobolomyces subbrunneus		Basidiomycota		2		0		0		0		0

		Sporobolomyces taupoensis		Basidiomycota		2		0		0		0		0

		Sporobolomyces tsugae		Basidiomycota		2		0.005464		0		0		0.00173

		Sporobolomyces vermiculatus		Basidiomycota		4		0		0		0.004831		0.001984

		Sporobolomyces xanthus		Basidiomycota		2		0.007194		0		0.005155		0.004065

		Sporopachydermia cereana		Ascomycota		2		0.021277		0		0.043689		0.023762

		Sporothrix inflata		Ascomycota		11		0.072222		0		0.020942		0.028409

		Sporothrix schenckii		Ascomycota		38		0.016043		0		0.005236		0.009276

		Stachybotrys chartarum		Ascomycota		13		0		0		0		0

		Stachybotrys chlorohalonata		Ascomycota		7		0		0		0		0

		Stachybotrys echinata		Ascomycota		11		0		0		0.005556		0.002016

		Stachybotrys elegans		Ascomycota		2		0.010471		0		0.006135		0.005859

		Stachybotrys kampalensis		Ascomycota		2		0		0		0		0

		Stachybotrys subsimplex		Ascomycota		4		0.045378		0		0.043716		0.030322

		Stemphylium callistephi		Ascomycota		2		0.016575		0		0.00625		0.008016

		Stemphylium lancipes		Ascomycota		2		0		0		0		0

		Stemphylium loti		Ascomycota		2		0		0		0		0

		Stemphylium lycopersici		Ascomycota		3		0		0		0		0

		Stemphylium majusculum		Ascomycota		2		0		0		0.006061		0.002062

		Stemphylium sarciniforme		Ascomycota		4		0		0		0.006024		0.002015

		Stemphylium solani		Ascomycota		13		0.016667		0		0.006289		0.01046

		Stemphylium trifolii		Ascomycota		5		0		0		0		0

		Stemphylium vesicarium		Ascomycota		2		0		0.025316		0		0.014199

		Stemphylium xanthosomatis		Ascomycota		2		0		0		0		0

		Stenella araguata		Ascomycota		3		0.228916		0.006329		0.3		0.182186

		Stenella pseudoparkii		Ascomycota		5		0		0		0		0

		Stenella xenoparkii		Ascomycota		3		0		0		0.006623		0.002137

		Stenocarpella maydis		Ascomycota		9		0.053878		0.040743		0.037996		0.029944

		Stereocaulon alpinum		Ascomycota		8		0		0		0.045455		0.032319

		Stereocaulon arcticum		Ascomycota		2		0.025424		0.006329		0.026144		0.02011

		Stereocaulon coniophyllum		Ascomycota		5		0.028073		0		0.012987		0.019315

		Stereocaulon corticatulum		Ascomycota		2		0.029167		0		0.006494		0.014493

		Stereocaulon foliolosum		Ascomycota		4		0.093051		0		0.012987		0.043273

		Stereocaulon glabrum		Ascomycota		6		0.02521		0.006329		0.014706		0.015066

		Stereocaulon intermedium		Ascomycota		5		0		0		0		0

		Stereocaulon japonicum		Ascomycota		2		0.170833		0		0.058824		0.090744

		Stereocaulon myriocarpum		Ascomycota		3		0.029536		0		0.006536		0.014625

		Stereocaulon paschale		Ascomycota		2		0.016736		0		0.019608		0.012727

		Stereocaulon ramulosum		Ascomycota		2		0.117155		0.006329		0.11875		0.086176

		Stereocaulon rivulorum		Ascomycota		2		0.009524		0		0		0.003854

		Stereocaulon sasakii		Ascomycota		2		0.004202		0		0.013072		0.005464

		Stereocaulon saxatile		Ascomycota		5		0.029377		0		0.03268		0.023655

		Stereocaulon tomentosum		Ascomycota		7		0.008475		0		0.006536		0.005484

		Stereocaulon verruculigerum		Ascomycota		2		0.226891		0.006329		0.071895		0.120219

		Stereum sanguinolentum		Basidiomycota		5		0.010351		0		0.004975		0.006276

		Sterigmatomyces elviae		Basidiomycota		2		0		0		0		0

		Sterigmatomyces halophilus		Basidiomycota		2		0		0		0		0

		Sticta beauvoisii		Ascomycota		9		0		0.006329		0		0.002123

		Sticta carolinensis		Ascomycota		2		0		0		0.018182		0.006342

		Sticta fragilinata		Ascomycota		5		0		0		0		0

		Sticta fuliginosa		Ascomycota		5		0.162783		0		0.111178		0.091025

		Sticta weigelii		Ascomycota		2		0.128205		0.006329		0.114458		0.08316

		Sticta wrightii		Ascomycota		3		0.159722		0.006329		0.063291		0.073913

		Stictis radiata		Ascomycota		3		0.403409		0.025316		0.371069		0.271805

		Stigmina eucalypti		Ascomycota		2		0.112676		0.012658		0.032468		0.050661

		Stigmina platani		Ascomycota		2		0.056738		0		0.026846		0.026786

		Stilbohypoxylon quisquiliarum		Ascomycota		2		0.033113		0		0.021277		0.017778

		Strumella coryneoidea		Ascomycota		2		0.406844		0.006329		0.128655		0.277193

		Suillus americanus		Basidiomycota		4		0.015544		0		0.019481		0.013618

		Suillus asiaticus		Basidiomycota		2		0		0		0.008333		0.003279

		Suillus bellinii		Basidiomycota		2		0.004695		0		0.008734		0.004992

		Suillus bovinus		Basidiomycota		15		0.009302		0		0		0.004886

		Suillus brevipes		Basidiomycota		3		0.034146		0		0.016598		0.019802

		Suillus cavipes		Basidiomycota		7		0.014218		0.00625		0.041841		0.021311

		Suillus collinitus		Basidiomycota		12		0		0		0.004184		0.001642

		Suillus cothurnatus		Basidiomycota		3		0.005291		0		0.031746		0.015126

		Suillus decipiens		Basidiomycota		4		0.004566		0		0.008969		0.00416

		Suillus granulatus		Basidiomycota		8		0.076932		0.003145		0.046408		0.046814

		Suillus grevillei		Basidiomycota		3		0.03211		0		0.037915		0.020101

		Suillus lakei		Basidiomycota		3		0.004831		0.006289		0.012712		0.008306

		Suillus laricinus		Basidiomycota		3		0.038647		0.006289		0.051948		0.034091

		Suillus luteus		Basidiomycota		22		0.009662		0		0.004202		0.004967

		Suillus pictus		Basidiomycota		42		0.014218		0		0.004329		0.008319

		Suillus placidus		Basidiomycota		5		0.004695		0		0.019327		0.008319

		Suillus pseudobrevipes		Basidiomycota		2		0.004831		0		0.004032		0.003257

		Suillus sibiricus		Basidiomycota		6		0.019512		0		0.022124		0.019967

		Suillus spectabilis		Basidiomycota		2		0.007519		0		0.004367		0.003839

		Suillus spraguei		Basidiomycota		8		0.035977		0		0.022831		0.021815

		Suillus subluteus		Basidiomycota		4		0.007154		0.006289		0		0.004176

		Suillus tomentosus		Basidiomycota		12		0.023697		0.006289		0.047619		0.036575

		Suillus tridentinus		Basidiomycota		2		0.014218		0		0.012048		0.009693

		Suillus umbonatus		Basidiomycota		3		0		0		0.008889		0.003478

		Suillus variegatus		Basidiomycota		13		0.005051		0		0.008475		0.006633

		Sulcaria sulcata		Ascomycota		4		0.25		0.012658		0.195586		0.162651

		Sydowia polyspora		Ascomycota		21		0.016667		0		0.012195		0.011788

		Sympodiomycopsis paphiopedili		Basidiomycota		3		0		0		0		0

		Synchytrium puerariae		Chytridiomycota		3		0.458791		0.032258		0.346154		0.357558

		Taiwanofungus camphoratus		Basidiomycota		22		0.004566		0.006329		0.004608		0.006711

		Talaromyces bacillisporus		Ascomycota		3		0		0		0		0

		Talaromyces derxii		Ascomycota		2		0		0		0		0

		Talaromyces emersonii		Ascomycota		2		0		0.018987		0.005848		0.007707

		Talaromyces flavus		Ascomycota		5		0.067416		0		0.044874		0.036983

		Talaromyces indigoticus		Ascomycota		2		0.012195		0		0		0.004193

		Talaromyces intermedius		Ascomycota		2		0		0.006329		0.006494		0.004149

		Talaromyces stipitatus		Ascomycota		2		0.053571		0		0.018987		0.024793

		Taphrina caerulescens		Ascomycota		2		0.211055		0		0.198238		0.148973

		Taphrina carpini		Ascomycota		2		0		0		0.01		0.003697

		Taphrina communis		Ascomycota		2		0.005376		0		0.014085		0.007181

		Taphrina confusa		Ascomycota		2		0		0		0		0

		Taphrina deformans		Ascomycota		5		0		0		0		0

		Taphrina epiphylla		Ascomycota		2		0		0		0		0

		Taphrina flavorubra		Ascomycota		2		0		0		0		0

		Taphrina mirabilis		Ascomycota		2		0		0		0.004673		0.001789

		Taphrina padi		Ascomycota		2		0.01087		0		0		0.003591

		Taphrina populina		Ascomycota		3		0.019417		0		0.048458		0.023729

		Taphrina pruni		Ascomycota		2		0		0		0.014085		0.005415

		Taphrina sadebeckii		Ascomycota		4		0.005405		0		0.00495		0.00367

		Taphrina tosquinetii		Ascomycota		3		0.005405		0		0		0.001842

		Taphrina wiesneri		Ascomycota		5		0.02465		0		0.009901		0.01107

		Tapinella atrotomentosa		Basidiomycota		2		0.004292		0		0		0.001664

		Teberdinia hygrophila		Ascomycota		3		0		0		0.006494		0.002114

		Teloschistes lacunosus		Ascomycota		2		0		0.006329		0		0.001927

		Teloschistes villosus		Ascomycota		2		0.086294		0.049689		0.064516		0.068465

		Tephromela atra		Ascomycota		3		0.20297		0.006329		0.132075		0.114504

		Terfezia arenaria		Ascomycota		2		0		0.012579		0		0.003571

		Terfezia boudieri		Ascomycota		7		0.079439		0		0.026178		0.04014

		Terfezia claveryi		Ascomycota		7		0.055838		0		0.026738		0.02952

		Terfezia leptoderma		Ascomycota		4		0.105219		0		0.126692		0.088133

		Terfezia olbiensis		Ascomycota		3		0.031746		0.012579		0.054348		0.033835

		Terfezia pfeilii		Ascomycota		2		0.007812		0		0.009217		0.006339

		Terfezia terfezioides		Ascomycota		11		0.004367		0		0.004902		0.003396

		Tetracladium marchalianum		Ascomycota		6		0		0		0.006757		0.002128

		Tetracladium maxilliforme		Ascomycota		3		0.00625		0.006329		0.006803		0.004301

		Tetramelas pulverulentus		Ascomycota		2		0.010753		0.006329		0.01875		0.011905

		Tetrapyrgos nigripes		Basidiomycota		2		0.009569		0.006329		0		0.004673

		Thamnidium elegans		Zygomycota		2		0		0		0.027778		0.009772

		Thamnolia vermicularis		Ascomycota		2		0		0		0.006024		0.002119

		Thanatephorus cucumeris		Basidiomycota		608		0.293617		0		0.114537		0.157154

		Thaxterogaster campbellae		Basidiomycota		2		0.1		0		0.165049		0.096026

		Thaxterogaster levisporus		Basidiomycota		4		0.084746		0		0.125616		0.076214

		Thaxterogaster pinguis		Basidiomycota		3		0.008547		0		0.004878		0.00335

		Thaxterogaster piriformis		Basidiomycota		3		0.161943		0		0.207547		0.1354

		Thaxterogaster porphyreus		Basidiomycota		2		0		0		0		0

		Thaxterogaster redactus		Basidiomycota		2		0		0		0.009569		0.003578

		Thaxterogaster violaceus		Basidiomycota		2		0		0		0		0

		Thekopsora areolata		Basidiomycota		18		0		0		0		0

		Thelebolus caninus		Ascomycota		2		0.411168		0.044025		0.548148		0.339357

		Thelebolus microsporus		Ascomycota		4		0.011834		0		0.022623		0.012459

		Thelephora americana		Basidiomycota		3		0.15311		0.012579		0.140271		0.110544

		Thelephora anthocephala		Basidiomycota		2		0.084848		0		0.061947		0.050909

		Thelephora terrestris		Basidiomycota		10		0.01227		0		0.014925		0.009242

		Thermomyces lanuginosus		Ascomycota		5		0.004808		0		0		0.001859

		Thielavia fragilis		Ascomycota		2		0.06135		0		0.033898		0.031891

		Thielavia hyalocarpa		Ascomycota		2		0.056911		0		0.038462		0.029748

		Thielavia terricola		Ascomycota		2		0.079545		0		0.006173		0.030242

		Thielavia tortuosa		Ascomycota		2		0.510417		0.006329		0.263804		0.276803

		Thielaviopsis basicola		Ascomycota		7		0.006711		0		0.006289		0.004292

		Thielaviopsis ovoidea		Ascomycota		2		0		0		0		0

		Thielaviopsis populi		Ascomycota		3		0		0		0		0

		Thielaviopsis thielavioides		Ascomycota		7		0.006897		0		0.006452		0.00655

		Tholurna dissimilis		Ascomycota		2		0		0		0		0

		Thozetella boonjiensis		Ascomycota		2		0.015267		0		0		0.004505

		Thozetella falcata		Ascomycota		4		0		0		0.006431		0.002195

		Thozetella gigantea		Ascomycota		2		0.006897		0		0		0.002183

		Thozetella queenslandica		Ascomycota		2		0.013423		0.006329		0		0.006494

		Thysanophora penicillioides		Ascomycota		43		0.043478		0		0.012422		0.021786

		Tilletia barclayana		Basidiomycota		4		0.021127		0		0.014113		0.012924

		Tilletia bromi		Basidiomycota		3		0.031818		0		0.020833		0.019417

		Tilletia buchloeana		Basidiomycota		2		0.0199		0.012658		0.008403		0.0134

		Tilletia caries		Basidiomycota		6		0.004545		0		0		0.001621

		Tilletia controversa		Basidiomycota		6		0.004525		0		0.008368		0.003241

		Tilletia fusca		Basidiomycota		2		0.013575		0		0.037657		0.019417

		Tilletia horrida		Basidiomycota		24		0.009901		0		0.024291		0.014611

		Tilletia indica		Basidiomycota		11		0		0		0.004167		0.003306

		Tilletia laevis		Basidiomycota		4		0		0		0		0

		Tilletia lolii		Basidiomycota		2		0.031674		0		0.016736		0.017799

		Tilletia walkeri		Basidiomycota		7		0		0		0		0

		Tilletiopsis fulvescens		Basidiomycota		3		0.069149		0		0.145161		0.075188

		Tilletiopsis lilacina		Basidiomycota		7		0.006369		0		0.004032		0.003552

		Tilletiopsis minor		Basidiomycota		8		0.00864		0.006289		0.006783		0.009957

		Tilletiopsis pallescens		Basidiomycota		10		0.013793		0		0.023715		0.011986

		Tilletiopsis washingtonensis		Basidiomycota		9		0.011236		0		0.016129		0.011925

		Timgrovea ferruginea		Basidiomycota		3		0.00813		0		0.013636		0.008013

		Tirmania nivea		Ascomycota		4		0.004878		0		0		0.002747

		Togninia minima		Ascomycota		28		0		0		0		0.001972

		Togninia novae-zealandiae		Ascomycota		3		0.005556		0		0		0.00198

		Tolypocladium cylindrosporum		Ascomycota		6		0.174157		0.018987		0.00641		0.071138

		Tolypocladium geodes		Ascomycota		3		0		0		0.019108		0.006211

		Tolypocladium inflatum		Ascomycota		8		0.015606		0		0.003268		0.006365

		Tolypocladium nubicola		Ascomycota		3		0		0		0.006369		0.002053

		Tolypocladium parasiticum		Ascomycota		3		0		0		0.005348		0.00188

		Tolypocladium tundrense		Ascomycota		2		0		0		0		0

		Tomentella atramentaria		Basidiomycota		2		0.036145		0.006329		0.009009		0.016484

		Tomentella badia		Basidiomycota		2		0.079755		0.025		0.079295		0.063636

		Tomentella brunneocystidia		Basidiomycota		2		0		0		0		0

		Tomentella cinerascens		Basidiomycota		2		0.151515		0.012579		0.214286		0.136861

		Tomentella ellisii		Basidiomycota		3		0.104478		0.018868		0.076923		0.066176

		Tomentella galzinii		Basidiomycota		4		0.048485		0		0.031963		0.028545

		Tomentella lateritia		Basidiomycota		2		0.157576		0.012579		0.091371		0.088292

		Tomentella lilacinogrisea		Basidiomycota		2		0.103659		0.006289		0.081081		0.066055

		Tomentella pilosa		Basidiomycota		2		0.02994		0		0.022026		0.018083

		Tomentella stuposa		Basidiomycota		2		0.048485		0		0.054545		0.036765

		Tomentella subclavigera		Basidiomycota		2		0.09816		0.012579		0.072398		0.062615

		Tomentella sublilacina		Basidiomycota		18		0.010101		0		0.004545		0.003466

		Tomentella subtestacea		Basidiomycota		2		0.018182		0		0.018265		0.012891

		Tomentella terrestris		Basidiomycota		3		0.090909		0.006289		0.15		0.090074

		Tomentellopsis bresadoliana		Basidiomycota		3		0.073446		0		0.175439		0.094139

		Tomentellopsis echinospora		Basidiomycota		5		0.065116		0		0.061952		0.047228

		Tomentellopsis submollis		Basidiomycota		9		0.018693		0		0.035714		0.020755

		Tomentellopsis zygodesmoides		Basidiomycota		3		0.023121		0		0.022026		0.016129

		Torrendiella eucalypti		Ascomycota		4		0		0		0		0

		Torrubiella confragosa		Ascomycota		18		0.417219		0.031646		0.348571		0.268595

		Torrubiella luteorostrata		Ascomycota		2		0.0199		0		0.055215		0.024904

		Torulaspora delbrueckii		Ascomycota		9		0		0		0		0

		Torulaspora globosa		Ascomycota		2		0		0		0		0

		Torulaspora pretoriensis		Ascomycota		2		0.050909		0		0.023166		0.028902

		Trametes cervina		Basidiomycota		2		0.025381		0		0.113861		0.050269

		Trametes hirsuta		Basidiomycota		6		0.115789		0.006329		0.068421		0.066536

		Trametes versicolor		Basidiomycota		31		0.016304		0		0.015625		0.011628

		Tranzschelia fusca		Basidiomycota		19		0.006579		0.006329		0		0.004107

		Tranzscheliella hypodytes		Basidiomycota		5		0.177469		0		0.135159		0.120896

		Trapeliopsis californica		Ascomycota		4		0		0		0.006289		0.003024

		Trapeliopsis flexuosa		Ascomycota		3		0.028409		0.006329		0.006711		0.014493

		Trapeliopsis glaucolepidea		Ascomycota		19		0.022857		0.006329		0.019737		0.01848

		Trapeliopsis granulosa		Ascomycota		2		0.00578		0		0.006667		0.004158

		Trapeliopsis steppicus		Ascomycota		5		0.013966		0.003165		0.025157		0.014113

		Tremella encephala		Basidiomycota		3		0.048544		0.006329		0.062112		0.037915

		Tremella flava		Basidiomycota		6		0.009174		0		0.006536		0.004762

		Tremella foliacea		Basidiomycota		3		0.009709		0		0.006329		0.004773

		Tremella fuciformis		Basidiomycota		6		0.017094		0		0.073333		0.032941

		Tremella mesenterica		Basidiomycota		5		0.019324		0.006289		0.007299		0.010013

		Tremella moriformis		Basidiomycota		4		0.308943		0.018868		0.244845		0.185146

		Tremella nivalis		Basidiomycota		3		0.076923		0		0		0.019651

		Trichaptum abietinum		Basidiomycota		3		0.192308		0.012658		0.232558		0.157534

		Trichaptum biforme		Basidiomycota		2		0.003968		0		0.014563		0.006483

		Trichocladium asperum		Ascomycota		2		0		0		0		0

		Trichocoma paradoxa		Ascomycota		2		0.012121		0		0.00641		0.006263

		Trichoderma aggressivum		Ascomycota		2		0.029703		0		0.017341		0.016886

		Trichoderma asperellum		Ascomycota		39		0.005464		0		0.005747		0.003883

		Trichoderma atroviride		Ascomycota		20		0.006536		0		0.011299		0.009634

		Trichoderma aureoviride		Ascomycota		14		0.01		0.006289		0.028902		0.016854

		Trichoderma austrokoningii		Ascomycota		6		0.010417		0		0.011236		0.004049

		Trichoderma brevicompactum		Ascomycota		8		0.004975		0		0.020678		0.01047

		Trichoderma citrinoviride		Ascomycota		4		0		0		0		0

		Trichoderma erinaceum		Ascomycota		6		0.005405		0		0.005682		0.003854

		Trichoderma fasciculatum		Ascomycota		3		0.005025		0		0.011905		0.00381

		Trichoderma ghanense		Ascomycota		2		0		0		0		0

		Trichoderma hamatum		Ascomycota		14		0.005464		0		0.007143		0.002119

		Trichoderma inhamatum		Ascomycota		13		0.034653		0.006289		0.098266		0.069257

		Trichoderma konilangbra		Ascomycota		2		0		0		0.011765		0.003781

		Trichoderma koningiopsis		Ascomycota		20		0		0		0		0

		Trichoderma longibrachiatum		Ascomycota		65		0.004484		0		0		0.001821

		Trichoderma parceramosum		Ascomycota		7		0		0		0.005714		0.001815

		Trichoderma rogersonii		Ascomycota		11		0.011494		0		0		0.005803

		Trichoderma rossicum		Ascomycota		7		0.004975		0		0.022989		0.015009

		Trichoderma saturnisporum		Ascomycota		7		0.004545		0.006329		0.011765		0.010929

		Trichoderma spirale		Ascomycota		16		0.005263		0		0.005952		0.003906

		Trichoderma strigosum		Ascomycota		5		0		0		0		0.001965

		Trichoderma stromaticum		Ascomycota		14		0		0		0		0.001887

		Trichoderma taxi		Ascomycota		3		0		0		0		0

		Trichoderma tomentosum		Ascomycota		9		0		0		0.017442		0.005714

		Trichoderma velutinum		Ascomycota		2		0.009901		0		0.017442		0.009398

		Trichoderma viride		Ascomycota		67		0.005495		0		0.022599		0.009634

		Trichoglossum hirsutum		Ascomycota		2		0.012048		0		0		0.003738

		Tricholoma albobrunneum		Basidiomycota		2		0.004237		0		0.005291		0.003431

		Tricholoma atroviolaceum		Basidiomycota		2		0.338028		0		0.343558		0.280919

		Tricholoma aurantium		Basidiomycota		2		0.0125		0		0		0.005181

		Tricholoma auratum		Basidiomycota		5		0.012488		0		0.004525		0.007771

		Tricholoma bakamatsutake		Basidiomycota		3		0.025126		0		0.009615		0.012389

		Tricholoma bufonium		Basidiomycota		2		0.169421		0		0.259434		0.156863

		Tricholoma caligatum		Basidiomycota		11		0.340426		0.006329		0.221154		0.211314

		Tricholoma cingulatum		Basidiomycota		3		0.016393		0		0.005155		0.008389

		Tricholoma columbetta		Basidiomycota		2		0.003802		0		0.008811		0.00463

		Tricholoma equestre		Basidiomycota		3		0.287554		0.061728		0.190476		0.190939

		Tricholoma flavovirens		Basidiomycota		11		0.017167		0		0.018868		0.014706

		Tricholoma focale		Basidiomycota		9		0.004115		0		0.018957		0.011438

		Tricholoma fulvocastaneum		Basidiomycota		5		0.007951		0.009474		0.005291		0.008396

		Tricholoma fulvum		Basidiomycota		2		0.004049		0		0		0.001618

		Tricholoma imbricatum		Basidiomycota		6		0.072034		0		0.113514		0.065099

		Tricholoma japonicum		Basidiomycota		3		0		0		0		0

		Tricholoma lascivum		Basidiomycota		4		0.126632		0.012658		0.057143		0.085936

		Tricholoma luteomaculosum		Basidiomycota		3		0.004219		0		0		0.001689

		Tricholoma magnivelare		Basidiomycota		20		0.012195		0		0.019704		0.013201

		Tricholoma matsutake		Basidiomycota		48		0.003876		0		0		0.003247

		Tricholoma muricatum		Basidiomycota		4		0.004237		0		0		0.001647

		Tricholoma mutabile		Basidiomycota		3		0.004016		0		0.009569		0.00487

		Tricholoma myomyces		Basidiomycota		4		0.079911		0		0.100626		0.065143

		Tricholoma orirubens		Basidiomycota		3		0.25431		0.006369		0.266667		0.197347

		Tricholoma pardinum		Basidiomycota		3		0.039301		0.006329		0.005464		0.019298

		Tricholoma populinum		Basidiomycota		2		0.016807		0		0.042453		0.021382

		Tricholoma portentosum		Basidiomycota		6		0.219124		0		0.28972		0.187097

		Tricholoma robustum		Basidiomycota		7		0.454082		0.018987		0.431925		0.353038

		Tricholoma saponaceum		Basidiomycota		5		0.192469		0		0.191388		0.142739

		Tricholoma scalpturatum		Basidiomycota		6		0.101695		0.006329		0.071429		0.062606

		Tricholoma sciodes		Basidiomycota		2		0		0		0.004367		0.001603

		Tricholoma sejunctum		Basidiomycota		6		0.218107		0.006329		0.25		0.182848

		Tricholoma sulphureum		Basidiomycota		9		0.131687		0		0.187792		0.116522

		Tricholoma terreum		Basidiomycota		8		0.029915		0		0.062506		0.034055

		Tricholoma ustale		Basidiomycota		9		0.053942		0		0.067757		0.044825

		Tricholoma ustaloides		Basidiomycota		2		0.074689		0		0.092308		0.060606

		Tricholoma vaccinum		Basidiomycota		4		0.264514		0.015664		0.108942		0.137538

		Tricholoma venenatum		Basidiomycota		2		0.0131		0		0.023148		0.013267

		Tricholoma vernaticum		Basidiomycota		2		0.247126		0		0.344156		0.239845

		Tricholomella constricta		Basidiomycota		2		0.00463		0		0		0.001815

		Tricholomopsis decora		Basidiomycota		2		0.083333		0.006329		0.121429		0.066502

		Trichophyton equinum		Ascomycota		8		0		0		0		0

		Trichophyton fischeri		Ascomycota		3		0.003831		0		0		0.001656

		Trichophyton fluviomuniense		Ascomycota		2		0.01145		0		0.010929		0.008292

		Trichophyton interdigitale		Ascomycota		3		0.007843		0		0		0.003361

		Trichophyton kanei		Ascomycota		2		0		0		0.005405		0.001656

		Trichophyton krajdenii		Ascomycota		2		0		0		0		0

		Trichophyton megninii		Ascomycota		3		0		0		0.010929		0.003322

		Trichophyton raubitschekii		Ascomycota		7		0.003831		0		0		0.001656

		Trichophyton rubrum		Ascomycota		14		0		0		0		0.001656

		Trichophyton schoenleinii		Ascomycota		3		0.007812		0		0		0.003339

		Trichophyton soudanense		Ascomycota		4		0		0		0.010695		0.006601

		Trichophyton tonsurans		Ascomycota		29		0.007491		0		0		0.003295

		Trichophyton verrucosum		Ascomycota		6		0		0		0.005405		0.001695

		Trichophyton violaceum		Ascomycota		3		0		0		0.032086		0.011364

		Trichophyton yaoundei		Ascomycota		3		0.159091		0.018987		0.146597		0.119086

		Trichosporon aquatile		Basidiomycota		3		0		0		0		0

		Trichosporon asahii		Basidiomycota		14		0		0		0		0

		Trichosporon asteroides		Basidiomycota		6		0		0		0.011628		0.004415

		Trichosporon brassicae		Basidiomycota		2		0		0		0		0

		Trichosporon coremiiforme		Basidiomycota		4		0		0		0		0.002208

		Trichosporon cutaneum		Basidiomycota		2		0		0		0		0

		Trichosporon debeurmannianum		Basidiomycota		4		0		0.009494		0.006024		0.006803

		Trichosporon domesticum		Basidiomycota		4		0		0		0		0.001116

		Trichosporon dulcitum		Basidiomycota		2		0		0		0		0

		Trichosporon gracile		Basidiomycota		4		0		0		0		0

		Trichosporon jirovecii		Basidiomycota		2		0		0.006329		0		0.002273

		Trichosporon laibachii		Basidiomycota		2		0.008621		0		0.005917		0.004515

		Trichosporon loubieri		Basidiomycota		2		0.008547		0		0		0.002257

		Trichosporon moniliiforme		Basidiomycota		4		0		0		0		0

		Trichosporon montevideense		Basidiomycota		2		0		0		0		0

		Trichosporon mycotoxinivorans		Basidiomycota		2		0		0		0		0

		Trichosporon ovoides		Basidiomycota		2		0		0		0		0

		Trichosporon porosum		Basidiomycota		6		0.008547		0		0		0.002273

		Trichosporon terricola		Basidiomycota		2		0		0		0		0

		Trichothecium roseum		Ascomycota		2		0.110345		0		0.137255		0.086785

		Tricladium angulatum		Ascomycota		4		0		0		0.006944		0.002183

		Tricladium splendens		Ascomycota		3		0		0		0		0

		Trimmatostroma abietis		Ascomycota		3		0.018987		0		0.012903		0.010616

		Trimmatostroma macowanii		Ascomycota		2		0		0		0		0

		Trimmatostroma salinum		Ascomycota		3		0.003759		0		0.00625		0.001715

		Trochophora simplex		Ascomycota		2		0.006452		0		0		0.002198

		Truncatella angustata		Ascomycota		4		0		0		0		0

		Truncatella restionacearum		Ascomycota		2		0		0		0		0

		Tubaria rufofulva		Basidiomycota		2		0		0		0		0

		Tuber aestivum		Ascomycota		99		0.034632		0		0.018957		0.022222

		Tuber borchii		Ascomycota		9		0.023622		0		0		0.006224

		Tuber brumale		Ascomycota		3		0.002141		0		0		0.001205

		Tuber excavatum		Ascomycota		2		0.253521		0.012658		0.237864		0.181976

		Tuber foetidum		Ascomycota		2		0		0		0		0

		Tuber huidongense		Ascomycota		2		0.006024		0		0.005076		0.003839

		Tuber indicum		Ascomycota		55		0.047619		0		0.044554		0.026266

		Tuber macrosporum		Ascomycota		2		0.020134		0		0.040609		0.021825

		Tuber maculatum		Ascomycota		10		0.066986		0.006329		0.080808		0.056637

		Tuber magnatum		Ascomycota		66		0		0		0		0

		Tuber melanosporum		Ascomycota		179		0.006329		0		0.00495		0.001931

		Tuber mesentericum		Ascomycota		17		0.198312		0		0.172093		0.138336

		Tuber pseudoexcavatum		Ascomycota		5		0.35296		0		0.033141		0.160143

		Tuber puberulum		Ascomycota		12		0.234375		0		0.045685		0.085744

		Tuber rapaeodorum		Ascomycota		13		0.015075		0		0.010256		0.00905

		Tuber rufum		Ascomycota		9		0.243152		0.012658		0.203046		0.166936

		Tuber scruposum		Ascomycota		4		0		0		0		0

		Tuber sinense		Ascomycota		4		0.005814		0		0.00495		0.00282

		Tuber uncinatum		Ascomycota		14		0.008734		0		0.013453		0.00817

		Tuber zhongdianense		Ascomycota		2		0.009615		0		0.004926		0.005272

		Tuberculina maxima		Basidiomycota		18		0		0		0		0

		Tuberculina persicina		Basidiomycota		18		0		0		0.009346		0.005952

		Tuberculina sbrozzii		Basidiomycota		6		0		0		0		0

		Tubeufia cerea		Ascomycota		3		0.107595		0.012658		0.051948		0.057447

		Tuckermannopsis chlorophylla		Ascomycota		11		0.005952		0		0.006757		0.004202

		Tuckermannopsis platyphylla		Ascomycota		2		0.005376		0		0		0.002024

		Tumularia aquatica		Ascomycota		2		0.022388		0		0.094595		0.038636

		Tylospora asterophora		Basidiomycota		7		0		0		0		0.001894

		Tylospora fibrillosa		Basidiomycota		7		0.042945		0		0.030769		0.023762

		Typhula incarnata		Basidiomycota		14		0.036765		0.069182		0.016447		0.046259

		Typhula ishikariensis		Basidiomycota		33		0.076412		0.018868		0.032258		0.05

		Typhula phacorrhiza		Basidiomycota		5		0.00625		0.006329		0.008493		0.007109

		Tyromyces chioneus		Basidiomycota		2		0.010417		0		0.005556		0.00566

		Udeniomyces pannonicus		Basidiomycota		4		0		0		0		0

		Udeniomyces puniceus		Basidiomycota		2		0		0		0		0

		Ulocladium botrytis		Ascomycota		3		0.218274		0.006329		0.012739		0.089844

		Ulocladium chartarum		Ascomycota		2		0.030303		0		0.006369		0.0125

		Umbelopsis isabellina		Zygomycota		3		0.072848		0.006329		0.025381		0.031621

		Umbelopsis ramanniana		Zygomycota		15		0.073034		0		0.080357		0.055556

		Umbilicaria antarctica		Ascomycota		7		0.005882		0		0		0.002066

		Umbilicaria cylindrica		Ascomycota		2		0.122807		0.012658		0.057325		0.065844

		Umbilicaria decussata		Ascomycota		2		0.053254		0.018987		0.025478		0.033058

		Umbilicaria esculenta		Ascomycota		2		0.02924		0		0.006098		0.01417

		Umbilicaria kappenii		Ascomycota		5		0		0		0.007553		0.002162

		Umbilicaria lyngei		Ascomycota		2		0.034884		0.006289		0.044025		0.028571

		Umbilicaria mammulata		Ascomycota		2		0.02907		0.006329		0.018182		0.018145

		Umbilicaria muehlenbergii		Ascomycota		3		0.017544		0		0.0125		0.010225

		Umbilicaria nylanderiana		Ascomycota		2		0.023392		0		0.019231		0.014433

		Umbilicaria subglabra		Ascomycota		2		0.158824		0.018987		0.140127		0.107216

		Umbilicaria umbilicarioides		Ascomycota		3		0		0.006289		0.006329		0.002155

		Umbilicaria vellea		Ascomycota		2		0.076471		0.006329		0.06962		0.05144

		Uncinocarpus reesii		Ascomycota		2		0.066079		0		0.049383		0.042048

		Urocystis colchici		Basidiomycota		2		0.146199		0.006329		0.090566		0.084175

		Uromyces appendiculatus		Basidiomycota		6		0.076531		0		0.030612		0.04

		Uromyces euphorbiae-corniculati		Basidiomycota		3		0.008772		0		0		0.002132

		Uromyces pisi		Basidiomycota		28		0.041284		0.006329		0.010152		0.02109

		Uromyces pisi-sativi		Basidiomycota		17		0.031496		0.006329		0.009756		0.012308

		Uromyces punctatus		Basidiomycota		2		0.025		0		0.010101		0.010504

		Uromyces scillarum		Basidiomycota		2		0.019324		0		0.028169		0.017301

		Uromyces scutellatus		Basidiomycota		8		0.00939		0		0		0.003484

		Uromyces striatus		Basidiomycota		3		0.023256		0		0.010363		0.012367

		Uromyces viciae-fabae		Basidiomycota		21		0.019417		0		0.005208		0.008993

		Uromyces vignae		Basidiomycota		16		0.02		0		0.005051		0.010782

		Ursicollum fallax		Ascomycota		3		0		0		0.013699		0.004032

		Usnea acanthella		Ascomycota		4		0.005291		0		0		0.00207

		Usnea acromelana		Ascomycota		4		0.005654		0		0		0.002061

		Usnea antarctica		Ascomycota		10		0.005747		0		0		0.004141

		Usnea articulata		Ascomycota		2		0		0		0		0.002041

		Usnea aurantiacoatra		Ascomycota		11		0.006135		0.006329		0.006667		0.008247

		Usnea baileyi		Ascomycota		2		0.005291		0		0		0.002012

		Usnea ceratina		Ascomycota		6		0.043243		0		0.033113		0.030364

		Usnea ciliata		Ascomycota		3		0.015873		0		0.020134		0.012097

		Usnea diffracta		Ascomycota		10		0		0		0		0.002012

		Usnea durietzii		Ascomycota		2		0		0		0		0

		Usnea filipendula		Ascomycota		2		0.010811		0		0.006667		0.006085

		Usnea florida		Ascomycota		5		0.016216		0.006329		0.020067		0.013185

		Usnea fragilescens		Ascomycota		2		0.032432		0		0.006711		0.014228

		Usnea lambii		Ascomycota		34		0.01087		0		0.015038		0.008421

		Usnea longissima		Ascomycota		9		0.016129		0		0.013158		0.010081

		Usnea mutabilis		Ascomycota		2		0		0		0		0

		Usnea pangiana		Ascomycota		2		0.027174		0		0.029197		0.018789

		Usnea patagonica		Ascomycota		5		0.005263		0		0.006711		0.004024

		Usnea pectinata		Ascomycota		2		0.010582		0		0.006711		0.006048

		Usnea perpusilla		Ascomycota		16		0		0		0.015038		0.004211

		Usnea pygmoidea		Ascomycota		2		0.037838		0		0.045113		0.027311

		Usnea rubrotincta		Ascomycota		3		0.037838		0		0.022222		0.020921

		Usnea sphacelata		Ascomycota		13		0.021622		0.006329		0.033113		0.018256

		Usnea subantarctica		Ascomycota		9		0.005747		0		0		0.002073

		Usnea subcapillaris		Ascomycota		2		0		0		0		0

		Usnea subfloridana		Ascomycota		7		0.016216		0.006329		0.02		0.014199

		Usnea trachycarpa		Ascomycota		7		0.005435		0		0.006667		0.004065

		Usnea trichodeoides		Ascomycota		8		0.010695		0		0.052632		0.020121

		Usnea ushuaiensis		Ascomycota		9		0.01087		0		0.007519		0.006316

		Ustilaginoidea virens		Ascomycota		20		0		0		0		0

		Ustilago avenae		Basidiomycota		5		0.023432		0.006289		0.035348		0.026017

		Ustilago bullata		Basidiomycota		2		0.008163		0		0.016949		0.010014

		Ustilago cynodontis		Basidiomycota		4		0.004263		0		0		0.001489

		Ustilago esculenta		Basidiomycota		28		0.00813		0		0		0.002899

		Ustilago hordei		Basidiomycota		4		0.003965		0		0		0.009116

		Ustilago maydis		Basidiomycota		5		0.004049		0		0.003279		0.004923

		Ustilago nuda		Basidiomycota		3		0.018433		0		0		0.006757

		Ustilago sporoboli-indici		Basidiomycota		4		0		0		0		0

		Ustilago trichophora		Basidiomycota		3		0.004425		0		0.003484		0.002976

		Ustilago triodiae		Basidiomycota		2		0.00495		0		0.023256		0.011309

		Ustilago tritici		Basidiomycota		4		0.007246		0		0.004608		0.004325

		Waitea circinata		Basidiomycota		51		0.151659		0.006329		0.0625		0.073084

		Wallemia ichthyophaga		Ascomycota		2		0		0		0.008333		0.00354

		Wallemia muriae		Ascomycota		12		0.018018		0		0.045249		0.021147

		Wallemia sebi		Ascomycota		30		0.02521		0		0.053812		0.031936

		Valsa ceratosperma		Ascomycota		4		0.059242		0.006289		0.130319		0.0681

		Valsa cypri		Ascomycota		3		0.037915		0.025316		0.106742		0.049451

		Valsa eucalypti		Ascomycota		2		0.031579		0.006329		0.016304		0.018797

		Valsa eugeniae		Ascomycota		6		0.008511		0		0.005587		0.005245

		Valsa fabianae		Ascomycota		12		0.007475		0		0.011494		0.006593

		Valsa friesii		Ascomycota		4		0		0		0		0

		Valsa myrtagena		Ascomycota		2		0.037815		0.006329		0.028736		0.026316

		Valsa pini		Ascomycota		2		0		0		0		0

		Valsa sordida		Ascomycota		6		0.019231		0		0.095506		0.034735

		Vascellum pratense		Basidiomycota		3		0.036101		0		0.075117		0.041667

		Venturia asperata		Ascomycota		5		0		0		0		0

		Venturia inaequalis		Ascomycota		7		0.013423		0		0.013423		0.010823

		Venturia nashicola		Ascomycota		2		0		0		0.006757		0.002169

		Venturia pirina		Ascomycota		14		0.006452		0		0.013423		0.006479

		Venturia tremulae		Ascomycota		2		0		0		0.013423		0.004338

		Vermispora fusarina		Ascomycota		5		0.054055		0		0.022613		0.025913

		Verpa bohemica		Ascomycota		2		0		0		0.005102		0.0013

		Verpa conica		Ascomycota		4		0		0		0		0

		Verrucaria baldensis		Ascomycota		2		0.039106		0		0.088235		0.040169

		Verrucaria marmorea		Ascomycota		2		0.198895		0.012658		0.135135		0.117778

		Verticillium albo-atrum		Ascomycota		22		0.007812		0		0		0.002212

		Verticillium catenulatum		Ascomycota		2		0.227027		0		0.161616		0.136784

		Verticillium dahliae		Ascomycota		44		0.03125		0		0.012048		0.013274

		Verticillium fungicola		Ascomycota		8		0.282078		0		0.25869		0.194405

		Verticillium leptobactrum		Ascomycota		2		0.194245		0		0.151832		0.114754

		Verticillium luteo-album		Ascomycota		3		0.007042		0		0.044444		0.01875

		Verticillium nigrescens		Ascomycota		6		0.016529		0.012658		0.035088		0.019694

		Verticillium nubilum		Ascomycota		2		0		0		0.011976		0.004415

		Verticillium theobromae		Ascomycota		2		0		0		0.01676		0.006263

		Verticillium tricorpus		Ascomycota		7		0.009174		0		0.018072		0.011086

		Westerdykella cylindrica		Ascomycota		2		0.04386		0.012658		0		0.016548

		Westerdykella dispersa		Ascomycota		3		0.019737		0		0.018072		0.012605

		Whalleya microplaca		Ascomycota		2		0.014151		0		0		0.005525

		Wilcoxina mikolae		Ascomycota		4		0.007951		0.003165		0.006135		0.006876

		Williopsis beijerinckii		Ascomycota		2		0		0		0		0

		Williopsis californica		Ascomycota		5		0.005952		0		0.096336		0.039781

		Williopsis saturnus		Ascomycota		2		0.011364		0		0.031915		0.015326

		Volutella ciliata		Ascomycota		3		0.289941		0.012658		0.215909		0.176938

		Volvariella volvacea		Basidiomycota		5		0.005249		0		0.040598		0.018848

		Vulpicida canadensis		Ascomycota		2		0		0		0		0

		Vulpicida pinastri		Ascomycota		4		0.005435		0		0.007067		0.004137

		Xanthomaculina hottentotta		Ascomycota		2		0.037838		0		0.006757		0.016293

		Xanthoparmelia crespoae		Ascomycota		2		0		0		0		0

		Xanthoparmelia mougeotii		Ascomycota		2		0.005435		0		0.006667		0.004065

		Xanthoparmelia semiviridis		Ascomycota		2		0		0		0		0

		Xanthoparmelia tinctina		Ascomycota		3		0.010417		0		0.013423		0.008016

		Xanthophyllomyces dendrorhous		Basidiomycota		32		0.082278		0		0.06129		0.038339

		Xanthoria candelaria		Ascomycota		2		0.01875		0		0.030303		0.016563

		Xanthoria elegans		Ascomycota		16		0.095588		0.006329		0.061728		0.055289

		Xanthoria parietina		Ascomycota		54		0.01005		0		0.006579		0.005894

		Xanthoria resendei		Ascomycota		3		0.035533		0.006329		0.049383		0.030948

		Xanthoria sorediata		Ascomycota		3		0.075949		0		0.06962		0.048523

		Xenocalonectria serpens		Ascomycota		2		0		0		0		0

		Xenochalara juniperi		Ascomycota		5		0.003676		0		0		0.002219

		Xenocylindrocladium guianense		Ascomycota		2		0		0		0		0

		Xerocomus badius		Basidiomycota		2		0.00565		0		0.005236		0.003795

		Xerocomus chrysenteron		Basidiomycota		4		0.16615		0.015723		0.123518		0.118441

		Xerocomus chrysonemus		Basidiomycota		9		0.005747		0		0.003247		0.00313

		Xerocomus ferrugineus		Basidiomycota		14		0		0		0.007463		0.003273

		Xerocomus pruinatus		Basidiomycota		2		0.13913		0.012579		0.228758		0.14964

		Xerocomus subtomentosus		Basidiomycota		17		0.031023		0		0.039368		0.028777

		Xerula furfuracea		Basidiomycota		6		0.147059		0.006329		0.146789		0.119444

		Xerula hispida		Basidiomycota		2		0.09292		0.050633		0.12709		0.096491

		Xylaria acuta		Ascomycota		2		0.025974		0.012658		0		0.013793

		Xylaria arbuscula		Ascomycota		3		0.011111		0		0.018868		0.011719

		Xylaria badia		Ascomycota		4		0		0		0		0

		Xylaria cubensis		Ascomycota		2		0.011111		0.006329		0.012739		0.010101

		Xylaria enteroleuca		Ascomycota		2		0.024691		0.006329		0		0.010526

		Xylaria globosa		Ascomycota		2		0.365591		0.018987		0.162791		0.191489

		Xylaria grammica		Ascomycota		2		0.022222		0		0		0.008081

		Xylaria hypoxylon		Ascomycota		13		0.355486		0.012658		0.161995		0.242068

		Xylaria longipes		Ascomycota		7		0.016667		0		0.012658		0.012097

		Xylaria multiplex		Ascomycota		4		0		0		0		0

		Xylaria persicaria		Ascomycota		5		0.01087		0		0.018672		0.009948

		Xylaria psidii		Ascomycota		2		0		0		0		0

		Xylaria schweinitzii		Ascomycota		2		0.026667		0		0.032468		0.019481

		Zalerion arboricola		Ascomycota		2		0.005714		0		0.018182		0.008032

		Zalerion varium		Ascomycota		5		0.008808		0		0		0.004255

		Zasmidium cellare		Ascomycota		2		0.025641		0		0		0.008602

		Zelleromyces hispanicus		Basidiomycota		5		0.007414		0		0.005383		0.004699

		Zoophthora radicans		Zygomycota		7		0.03252		0		0.015873		0.015228

		Zygoascus hellenicus		Ascomycota		2		0.030675		0		0.004854		0.011429

		Zygosaccharomyces bailii		Ascomycota		2		0.03125		0		0.007722		0.014859

		Zygosaccharomyces bisporus		Ascomycota		3		0.007782		0		0		0.003003

		Zygosaccharomyces pseudorouxii		Ascomycota		3		0.279279		0.006329		0.398577		0.232558

		Zygosaccharomyces rouxii		Ascomycota		6		0.091371		0.006329		0.025		0.041051
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