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[ Abstract ] Background and objective Human 8-hydroxyguanine glycosylase (1lOGGI) is one of the DNA repair
genes, which can repair damaged DNA by specifically excising 8-dihydro-8-oxoguanine (8-OH-G). A considerable number of
studies investigating hOGG1 Ser326Cys polymorphism were in relation to various cancers. However, the association of hlOGG1
Ser326Cys polymorphism with risk of lung cancer is inconsistency. The aim of this study is to assess the association of hHOGG1
Ser326Cys polymorphism with risk of lung cancer by conducting a meta-analysis. Methods To identify all studies that are
qualified for meta-analysis, we conducted a computerized literature search of MEDLINE database (before November, 2010).
Two investigators independently extracted the data and reached a consensus on all items. Results According to our search lim-
its, twenty-two case-control studies, including 8,575 lung cancer cases and 9,484 controls, were selected for meta-analysis. Sig-
nificant heterogeneity was found among those twenty-two case-control studies, when excluding two studies that were not ac-
corded with Hard-Weinberg Equilibrium, the remains performed well homogeneity. Compared with Ser326 genotype, Cys326
genotype can significantly increase risk of lung cancer (OR=1.24, 95%CI: 1.10-1.39, P<0.001), especially in Asian ethnic popu-
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lation and hospital population (OR=1.28, 95%CI: 1.11-1.49; OR=1.26, 95%CI: 1.09-1.46). Conclusion The present study
indicates that the hlOGG1I Ser326Cys polymorphism is associated with risk of lung cancer, Cys326 genotype can significantly

increase risk of lung cancer.

[ Keywords ] hOGGI; Lung neoplasms; Susceptibility; Meta-analysis
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Tab 1 Characteristics of twenty-two studies included in the meta-analysis
Author Year Source of controls Ethnicity Cases Controls P for HWE

CC G GG cC CG GG

Khono!? 1998 Population Asian 16 19 10 15 20 7 0.939
Sugimural™ 1999 Hospital Mixed 85 115 41 63 107 27 0.082
Wikmant4 2000 Hospital Caucasian 68 32 5 60 43 2 0.067
Ito!"! 2002 Hospital Asian 40 71 27 68 118 54 0.837
Lele 2002 Population Mixed 123 110 65 177 175 53 0.350
Sunaga!’”! 2002 Hospital Asian 54 106 38 50 66 36 0.126
Lanl® 2004 Population Asian 37 61 20 51 43 15 0.232
Park® 2004 Hospital Caucasian 101 65 13 255 87 8 0.857
Vogel® 2004 Population Caucasian 149 93 14 159 91 19 0.237
Hung"? 2005 Hospital Caucasian 1,401 661 93 1,368 716 79 0.215
Liangt2¥ 2005 Hospital Asian 154 69 4 158 66 3 0.178
Khono!?! 2006 Hospital Asian 285 544 268 123 190 81 0.628
Loft? 2006 Population Caucasian 144 93 14 154 88 19 0.200
Sorensen!?3 2006 Population Caucasian 254 155 22 479 284 33 0.258
Zienolddiny!® 2006 Population Caucasian 182 100 44 194 117 75 <0.001*
De Ruyck? 2007 Hospital Caucasian 74 33 60 46 4 0.176
Hatt!?! 2007 Population Caucasian 92 58 8 93 59 12 0.536
Karahalil®2®! 2008 Population Caucasian 86 65 14 115 106 29 0.546
Chang®” 2009 Hospital Asian 142 518 436 154 482 361 0.741
Miyaishil?é! 2009 Hospital Asian 27 55 26 39 54 28 0.271
Okasaka® 2009 Population Asian 17 257 141 250 544 236 0.070
Liut 2010 Hospital Asian 68 158 132 110 294 312 0.004*

*The studies significantly derived from HWE (P<0.05).
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Fig 1 Meta-analysis for Ser326Cys polymorphism in lung cancer by ethnic subgroup

Fig 2 Meta-analysis for Ser326Cys polymorphism in lung cancer by cohort subgroup
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B 3 XFhOGGT Ser326Cys & 7514 5 e & ML T 5 AR <H 53 47 B
Fig 3 Funnel plot analysis on the association of hOGG1 Ser326Cys
polymorphism with risk of lung cancer
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