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Abstract

Background: BMP-induced chemotaxis of mesenchymal progenitors is fundamental for vertebrate development,
disease and tissue repair. BMP2 induces Smad and non-Smad signalling. Whereas signal transduction via Smads lead
to transcriptional responses, non-Smad signalling induces both, transcriptional and immediate/early non-transcriptional
responses. However, the molecular mechanisms by which BMP2 facilitates planar cell polarity, cortical actin
rearrangements, lamellipodia formation and chemotaxis of mesenchymal progenitors are poorly understood.
Our aim was to uncover the molecular mechanism by which BMP2 facilitates chemotaxis via the BMP2-dependent
activation of PI3K and spatiotemporal control of PIP3 production important for actin rearrangements at the
mesenchymal cell cytocortex.

Results: We unveiled the molecular mechanism by which BMP2 induces non-Smad signalling by PI3K and the role
of the second messenger PIP3 in BMP2-induced planar cell polarity, cortical actin reorganisation and lamellipodia
formation. By using protein interaction studies, we identified the class Ia PI3K regulatory subunit p55γ to act as a
specific and non-redundant binding partner for BMP receptor type II (BMPRII) in concert with the catalytic subunit
p110α. We mapped the PI3K interaction to a region within the BMPRII kinase. Either BMP2 stimulation or increasing
amounts of BMPRI facilitated p55γ association with BMPRII, but BMPRII kinase activity was not required for the
interaction. We visualised BMP2-dependent PIP3 production via PI3K p55γ/p110α and were able to localise PIP3 to
the leading edge of intact cells during the process of BMP2-induced planar cell polarity and actin dependent
lamellipodia formation. Using mass spectrometry, we found the highly PIP3-sensitive PH-domain protein LL5β to
act as a novel BMP2 effector in orchestrating cortical actin rearrangements. By use of live cell imaging we found that
knock-down of p55γ or LL5β or pharmacological inhibition of PI3K impaired BMP2-induced migratory responses.

Conclusions: Our results provide evidence for an important contribution of the BMP2-PI3K (p55γ/p110α)- PIP3-LL5β
signalling axis in mesenchymal progenitor cell chemotaxis. We demonstrate molecular insights into BMP2-induced PI3K
signalling on the level of actin reorganisation at the leading edge cytocortex. These findings are important to better
understand BMP2–induced cytoskeletal reorganisation and chemotaxis of mesenchymal progenitors in different
physiological or pathophysiological contexts.
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Background
Gradients of bone morphogenetic proteins (BMPs) act
as mesenchymal guidance cues during development,
disease and tissue repair by molecular mechanisms that
remain poorly defined [1]. In particular, the directional
migration (chemotaxis) of neural crest cells, bone mar-
row stromal cells and endothelial cells along gradients of
BMP2 has been reported [2-5]. BMPs signal through
binding to cell surface hetero-oligomeric receptor com-
plexes comprising type I (BMPRI) and type II (BMPRII)
receptors [6]. Activated BMP receptor complexes induce
canonical-Smad and non-Smad signalling cascades [7].
Activation of the type I receptor kinase by the type II re-
ceptor kinase induces phosphorylation and thus nuclear
translocation of Smad1/5/8, leading to transcription of
Smad-dependent target genes [8].
Whereas the molecular basis of canonical Smad signal-

ling and its role in gene transcription is well explored, the
molecular activation mechanism and the cellular functions
of the non-Smad pathways, which rather act directly and
independently of gene transcription, are poorly under-
stood. In particular, the molecular mechanism of BMP-
induced phosphatidylinositol 3-kinase (PI3K) activation,
its signalling route and cellular function are poorly charac-
terised. In recent years, several studies unveiled a require-
ment of PI3K for BMP2-induced migration of various cell
types with mesenchymal origin by yet unknown mecha-
nisms [9-11].
Here, for the first time, we addressed the molecular acti-

vation mechanism of BMP2-induced PI3K signalling in
undifferentiated mesenchymal progenitor cells and the
role of the lipid-product of PI3K, the membrane-bound
second messenger PtdIns-3, 4, 5-triphosphate (PI (3, 4, 5)
P3; hereafter referred to as PIP3) in BMP2-induced actin
reorganisation.
Class Ia PI3Ks are dimeric lipid kinases composed of

one out of five possible regulatory subunits encoded by
Pik3r1 (encoding splice isoforms p85α, p55α and p50α),
Pik3r2 (p85β) or Pik3r3 (p55γ) [12,13]. The regulatory
subunit is bound by one of three catalytic subunits,
termed p110, encoded by Pik3ca (p110α), Pik3cb (p110β)
or Pik3cd (p110δ) [14]. Catalytic activity is initiated upon
regulatory subunit Src homology 2 (SH2) domain binding
to phospho-tyrosine (pTyr) residues within a specific pep-
tide context [15]. Thereafter, activated PI3K phosphory-
lates the 3-hydroxyl group of PtdIns-4, 5-bisphosphate
(PIP2) to produce the second messenger PIP3. PIP3 re-
cruits Pleckstrin homology (PH) domain-containing regu-
lators to the inner plasma membrane. One main PI3K
effector is protein kinase B (PKB/Akt) [16]. Besides Akt,
PH-domain-containing cytoskeletal regulators sense PIP3
and mediate cortical actin dynamics at the so-called lea-
ding edge cytocortex. As such, the PH-like domain family
B member 2 (Phldb2, hereafter referred to as LL5β) acts
as a sensitive PIP3 effector during the establishment of pla-
nar cell polarity (PCP), lamellipodia formation, protrusion
and subsequent chemotaxis [17]. LL5β orchestrates actin
rearrangements through tethering actin cross-linkers of
the filamin family to PIP3-rich plasma membranes [17-19].
In this study, we identified that the PI3K regulatory

subunit p55γ functions as a novel BMPRII-interacting
protein. It acts in concert with p110α to mediate BMP2-
induced PIP3 production and hence cortical actin re-
arrangements. We visualised that BMP2-induced PI3K
activity produces PIP3 at the cytocortex, which subsequently
recruits LL5β to orchestrate cortical actin crosslinking. Ei-
ther knock-down of p55γ or LL5β or pharmacological
inhibition of PI3K impaired BMP2-induced directional cell
migration. Hence our study presents the first insights into
the molecular activation and regulation mechanism by
which BMP2 facilitates PI3K activity and the cytocortical
signalling events leading to cortical actin reorganisation,
PCP and chemotaxis. These molecular details are im-
portant to better understand BMP2-induced chemotaxis
of mesenchymal progenitor cells during vertebrate devel-
opment, tissue repair or disease.

Results
BMP2-induced PI3K signalling is required for chemotaxis
To visualise BMP2-induced chemotaxis of multipotent
mesenchymal progenitor cells, we used a 2D in vitro
setup, which allowed the application of a linear BMP2 gra-
dient and concomitant tracking of migrating C2C12 cells
over time. Undifferentiated C2C12 myoblasts are multipo-
tent and represent a common tool for investigating BMP
signalling and its cellular functions. Non-stimulated cells
displayed basal random migration, while application of a
linear BMP2 gradient resulted in an overall gain in migra-
tory directionality towards the source of BMP2 and a gain
in migration distance. C2C12 cell chemotaxis was blocked
upon pre-incubation with the PI3K p110α selective inhibi-
tor PI103 (Figure 1A). Trans-Golgi staining of Syntaxin 6
in migrated C2C12 cells revealed PCP with the trans-
Golgi aligned towards the leading edge, which was going
with the direction of chemotaxis. By contrast, the Golgi
were aligned randomly when cells were not stimulated or
allowed to undergo BMP2-induced chemotaxis in the
presence of PI103 (Figure 1B).

PI3K regulatory subunit p55γ interacts with the long and
short forms of BMPRII
To address the molecular mechanism of BMP-induced
directional cell migration, we followed some promising
hits from a proteomics-based mass spectrometry screen
designed to identify novel BMPRII interacting proteins
[20]. Among those proteins not published earlier was
PI3K regulatory subunit p55γ (Figure 2A, p55γ specific
peptides in yellow) that co-immunoprecipitated with



Figure 1 BMP2 induces chemotaxis of multipotent mesenchymal C2C12 mouse myoblasts. (A) Trajectories of multipotent mouse
mesenchymal C2C12 cells migrating in a 2D chemotaxis chamber over period of 16 hours exposed to a linear BMP2 gradient compared
to non-stimulated control or in the presence of the PI3K p110α selective inhibitor PI103 (8 nM). The gradient was produced by application of
BMP2 to the upper reservoir. It was allowed to generate a linear concentration profile with a maximum concentration of approximately 10 nM reaching
the cells on the edge of the observation area as described by the manufacturer. (B) Syntaxin 6 and DAPI stainings of C2C12 cells after BMP2-induced
chemotaxis compared to non-stimulated control or PI103 [8 nM] pre-treatment. The location of the depicted cells within the chemotaxis chamber
is indicated. Scale bar represents 20 μm. (2D) two dimensional; (BMP2) Bone Morphogenetic Protein 2; (PI3K) Phosphoinositide 3-kinase;
(p110α) Class I PI3K catalytic subunit alpha; (DAPI) 4',6-diamidino-2-phenylindole.
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Glutathione S-transferase (GST)-tagged BMPRII short
form (SF). BMPRII exists in mouse myoblast C2C12
cells in two splice variants, the BMPRII-long form
(BMPRII-LF) and BMPRII-SF [21], with BMPRII-LF
abundant in most other cell types. To first investigate
the interaction site for p55γ in BMPRII, we performed
co-immunoprecipitation studies in HEK293T cells
upon overexpression of different BMPRII truncations
(TCs) (Figure 2B) that lack parts of the C-terminal tail
unique for BMPRII-LF. Upon p55γ precipitation we con-
firmed an interaction with wild-type (wt) BMPRII-LF and
all BMPRII truncations (TC3 to TC8) as well as
BMPRII-SF (Figure 2B). To validate the interaction of
p55γ with both splice forms, we performed studies in
C2C12 cells by pull-down of either endogenous p55γ or
endogenous p85α (for antibody validation see Additional
file 1: Figure S1A). We then probed for co-precipitated en-
dogenous BMPRII by use of a BMPRII-specific antibody
recognising an extracellular epitope (Figure 2C). As shown
in lanes 1 to 3, endogenous p55γ, but not p85α (lanes 4 to
6), co-immunoprecipitated with BMPRII-LF and BMPRII-
SF, with the receptor association to p55γ increasing over
time during BMP2 treatment. Furthermore, we detected
the class Ia catalytic subunit p110α in p55γ precipitates,
suggesting that BMP2 activates PI3K heterodimers of
p55γ and p110α (Figure 2C, lower panel lanes 1 to 3).
Since co-immunoprecipitation in C2C12 cells confirmed a
p55γ but not p85α interaction with BMPRII, we compared
their respective co-localisation patterns in intact cells. For
this, C2C12 cells were transiently transfected with Human
influenza hemagglutinin (HA)-tagged BMPRII-LF and
stained by use of antibodies binding to regulatory subunits
and the HA-tag. Epifluorescence microscopy revealed
strong co-localisation of p55γ, but only partial co-
localisation of p85α, with BMPRII-LF within C2C12
cell protrusions (Figure 2D). Co-localisation was
quantified defining a fixed region of interest. Mean
Pearson’s coefficient of three sets of independent
experiments revealed 0.933 ± 0.092 for co-localisation
of p55γ and 0.741 ± 0.093 for p85α with BMPRII-LF
(Additional file 1: Figure S1B). We then con-
firmed that p110α indeed specifically binds to



Figure 2 PI3K regulatory subunit p55γ interacts with BMPRII and p110α. (A) p55γ-specific peptides obtained after GST-BMPRII-pull-down from
C2C12 lysates [20] are shown in yellow. (B) Scheme depicting BMPRII and truncations, including all tyrosines (black lines) and the ones serving as
putative p55γ-SH2 domain binding sites (*). Tyrosines identified by alignment with known SH2 binding peptides (*) and oriented peptide library technique
(**). Lines indicate localisation of 24 intracellular tyrosines in BMPRII. On the right, lanes 1 to 8 show input controls (top) and co-immunoprecipitation of
BMPRII-LF, -SF or TC3-8 with p55γ from transfected HEK293T cells. The expected molecular weights of BMPRII and truncations are marked by white
arrowheads. (C) Co-immunoprecipitation of endogenous BMPRII-LF and -SF (black arrowheads) with endogenous p55γ, but not p85α upon stimulation
with 10 nM BMP2 for indicated time. The depicted western blots are representative of three independent experiments. (D) Immunocytochemical staining
of C2C12 cells displaying co-localisation of endogenous p55γ, but not p85α, with overexpressed HA-tagged BMPRII-LF. Enlarged region of interest depicts
co-localisation of p55γ but not p85α (green) with HA-tagged BMPRII-LF (red) at the cell periphery. Scale bar: 10 μm. (E) Co-immunoprecipitation from
C2C12 lysates of endogenous BMPRII and endogenous p110α upon BMP2 stimulation for indicated time. (F) BMP2-induced tyrosine phosphorylation of
BMPRII-LF. HEK293T cells transfected with HA-tagged BMPRII-LF were treated with 10 nM BMP2 for indicated time and subjected to immunoprecipitation
with anti-HA antibody. Input controls of HA-tagged BMPRII-LF and BMP2-induced Smad 1/5/8 phosphorylation kinetics are shown (upper two panels).
Fourth panel indicates BMPRII tyrosine phosphorylation through incubation of α-HA precipitates with pan anti-pTyr antibody. Dotted lines in F and B
indicate deletion of non-relevant lanes. (See also Additional file 1: Figure S1C). (ECD) extracellular domain; (KD) kinase domain; (LF) long form; (SF) short
form; (TC) truncation; (IgG) immunoglobulin G.
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BMPRII by precipitation of endogenous p110α which
co-immunoprecipitated BMPRII in a BMP2-dependent
manner (Figure 2E, lane 4). Together, these data dem-
onstrate that p55γ specifically binds to BMPRII irre-
spective of the presence of the C-terminal tail and is
part of a p110α-containing PI3K complex.
BMPRII becomes tyrosine phosphorylated in a BMP2-
dependent manner
Class Ia PI3Ks interact with activated growth factor recep-
tors via pTyr motifs recognised by the SH2 domains of
the regulatory subunit [22]. BMPRII is a serine/threonine
kinase and its tyrosine phosphorylation has not been
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investigated to our knowledge. The cytosolic part of
BMPRII-LF contains 24 tyrosines; the majority of ty-
rosines are located within the kinase domain, a few in
the C-terminal tail and none in the juxtamembrane region
preceding the kinase domain (Figure 2B). An in silico
alignment of the BMPRII cytosolic domain with known
SH2 domain-binding peptides (Figure 2B, marked with *)
[15] and analysis using ScanSite oriented peptide library
technique (marked with **) [23] identified five poten-
tial tyrosines that could act as SH2 domain docking sites
(black lines indicate locations of all other BMPRII tyrosines
in cytosolic domains). To first analyse BMP2-dependent
tyrosine phosphorylation of BMPRII, we transfected
HEK293T cells with HA-tagged BMPRII-LF, followed by
immunoprecipitation using anti-HA antibody. BMPRII
tyrosine phosphorylation was investigated using an anti-
pTyr antibody. We found basal Tyr phosphorylation of
BMPRII-LF in starved cells (Figure 2F, lower panel, lane
1), which increased upon 15 to 60 minutes stimulation
with BMP2 (lanes 3 to 6). This kinetic profile resembles
Smad1/5/8 phosphorylation by activated receptor com-
plexes (Figure 2F, upper panel). A BMP2-dependent Tyr
phosphorylation of endogenous BMPRII was also con-
firmed using C2C12 cells upon pull-down of endogenous
BMPRII after 60 minutes’ BMP2 stimulation compared to
non-stimulated control (Additional file 1: Figure S1C,D,E).
A vice versa approach by performing a pTyr pull-down
upon BMP2 stimulation on BMPRII-LF-HA transfected
HEK293T cells and subsequent blotting using anti- HA
antibody also confirmed the tyrosine phosphorylation of
BMPRII (Additional file 1: Figure S1D). The pTyr specifi-
city of the antibody was proven by sodium orthovanadate
treatment of cells and additionally by dephosphorylation
using Antarctic phosphatase treatment of the membrane
after western blotting with pTyr antibody (Additional
file 1: Figure S1E). To identify particular phosphorylated
tyrosine residues on BMPRII, respective mass spectrom-
etry approaches have to be performed in the future. To-
gether, these results confirm that BMPRII is tyrosine
phosphorylated in a BMP2-dependent manner and pro-
vides the required features to associate with p55γ.

BMPRII-kinase activity is dispensable but the presence of
BMPRI enhances BMPRII-p55γ interaction
BMP receptor complexes comprising BMPRI and BMPRII
oligomerise by different modes with the BMP induced
signalling complex (BISC) to induce non-Smad signalling
[24,25]. BISCs are formed through a BMP2-induced recruit-
ment of BMPRII to ligand-bound BMPRI and this is re-
quired for the induction of non-Smad pathways [25,26]. To
investigate the contribution of BMPRII kinase activity in
the BMPRII-p55γ complex, we first investigated the binding
properties of flag-tagged p55γ to HA-tagged wt BMPRII-LF
compared to binding to a kinase-dead mutant (BMPRII-LF-
K230R) [27]. Upon overexpression in HEK293T cells and
precipitation of p55γ, we detected both wt BMPRII-LF and
BMPRII-LF-K230R in p55γ precipitates (Figure 3A, lanes 1
and 2). Intriguingly, we found the interaction of p55γ with
wt BMPRII-LF and BMPRII-LF-K230R was further facili-
tated by concomitant overexpression of BMPRIb (Figure 3A,
lanes 3 and 4). By contrast, BMPRIb alone or the corre-
sponding BMPRI kinase-dead mutant (BMPRIb-K231R)
did not co-immunoprecipitate with p55γ (Additional file 2:
Figure S2). These data prove that the kinase activity of
BMPRII is dispensable for association with p55γ, whereas
the availability of BMPRI critically influences the inter-
action of p55γ to BMPRII. To elucidate further whether
BMPRII-LF and BMPRII-LF-K230R are equally potent in
activating signalling by PI3K, we expressed increasing
amounts of each receptor in HEK293T cells followed by
detection of phospho-Akt threonine 308 (Thr308). In the
presence of BMP2, both wt BMPRII-LF and BMPRII-LF-
K230R significantly promoted Akt phosphorylation at
Thr308 as the amount of DNA transfected was increased
(Figure 3B). As expected, expression of BMPRII-LF-K230R
resulted in a dominant negative effect on the BMP2-
induced Smad signalling, seen by a decreased Smad1/5/8
phosphorylation (Figure 3B, lanes 4 to 6).

BMP2-induced PI3K signalling is specifically mediated via
p55γ
We next characterised the dynamics of BMP2-induced
PI3K signalling in C2C12 cells, focusing on main PI3K-
PIP3 effectors to show definitively that p55γ is required
for PI3K signalling. We detected immediate (after 5 -
minutes; Figure 4A, lanes 2 and 3) phosphorylation of
3-phosphoinositide-dependent kinase-1 (PDK1), coincid-
ing with phosphorylation of Akt at Thr308; phosphoryl-
ation of Akt at Ser473 was detected after 15 minutes
(Figure 4A, lanes 10 to 13). Phosphorylation of several ty-
rosines in PI3K regulatory subunits by PI3K agonists has
been previously demonstrated and phosphorylation of the
inter-SH2 domain (iSH2) was suggested to mediate recep-
tor specificity [28] and p110 catalytic activity [29]. We
probed for phosphorylation of PI3K regulatory subunit
iSH2 using a pTyr-specific antibody, which detects a
conserved Tyr within the iSH2 domain. This antibody
has been previously used to probe for PI3K activation
in response to Src [30]. To discriminate between BMP2
effects on iSH2 Tyr-phosphorylation of p55γ (Tyr199) and
p85α (Tyr458), equal amounts of flag-tagged p55γ and
HA-tagged p85α were expressed in HEK293T cells. BMP2
stimulation resulted in a time-dependent phosphoryl-
ation of p55γ-Tyr199 after 15 minutes, whereas p85-
phosphorylation appeared less affected (Figure 4B).
Subsequently, we investigated whether BMP2-induced
PI3K signalling is p55γ-dependent. For this, we per-
formed siRNA-mediated knock-down of endogenous p55γ



Figure 3 BMPRII-kinase activity is dispensable but BMPRI enhances the p55γ interaction with BMPRII. (A) Co-immunoprecipitation of
HA-tagged BMPRII-LF or kinase-dead BMPRII-K230R-HA with flag-tagged p55γ in the presence or absence of BMPRIb-HA from transiently
transfected HEK293T cells. Left panel depicts quantification of co-immunoprecipitated BMPRII relative to the amount of flag-tag mediated
precipitation of p55γ. Upper panel shows input controls for BMPRII-HA, BMPRIb-HA and p55γ-flag. Lower panel depicts co-immunoprecipitation of
BMPRII-HA with blots taken with long (upper lanes) and short (lower lanes) exposure times. White arrowheads indicate the migration heights of BMPRII,
BMPRIb and p55γ. Dotted lines indicate deletion of non-relevant lanes from the same blot. (B) Activation of PI3K signalling by transient expression of
BMPRII and BMPRII-K230R. Upper panel shows the effect of increasing amounts of BMPRII-LF or BMPRII-K230R transfected cells against β-galactosidase
(β-gal) on the activation of phospho-Akt Thr308 in HEK293T cells. Experiments were carried out in the presence of 10 nM BMP2, which was added
60 minutes prior to cell lysis. Note the dominant negative effect of BMPRII-LF-K230R on pSmad1/5/8 but not phospho-Akt Thr308. Lower
panel shows quantification of phospho-Akt Thr308 intensities relative to GAPDH. Error bars represent standard deviation from three independent
experiments. P-values from one-way analysis of variance with post-hoc Bonferroni-test are indicated. (See also Additional file 2: Figure S2.)
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(knock-down control, see Additional file 3: Figure S3). As
expected, siRNA-mediated knock-down of p55γ signifi-
cantly impaired BMP2-induced Akt phosphorylation
at Thr308 compared to a scrambled siRNA control
(Figure 4C). In addition, we investigated the effect of
p55γ overexpression on BMP2-induced Akt phosphoryl-
ation. We found that p55γ overexpression exerts a domin-
ant negative effect on BMP2-induced Akt phosphorylation,
a phenomenon that has been previously reported to under-
lie an unbalanced ratio between the regulatory and cata-
lytic subunits [31] (Figure 4D). Taken together, these
results demonstrate that p55γ specifically links BMP2 with
the activation of PI3K signalling.

BMP2-induced PIP3 production is dependent on p55γ
We then analysed whether BMP2-induced PIP3 produc-
tion requires p55γ by performing a PI3K activity assay.
For this, C2C12 cells were stimulated with BMP2 follow-
ing pull-down of p55γ or p85α. Subsequently, we analysed
in vitro lipid kinase activity of precipitated complexes
using a competitive ELISA system (Figure 5A). Precipi-
tates of p55γ revealed increased PIP3 production after
BMP2 stimulation for 15 minutes (lane 2; decreased
absorbance at 450 nm), which further increased at the
60-minute time-point (lanes 2 to 4). By contrast, pre-
treatment with the PI3K inhibitor LY-294002 or pull-
down of p85α gained PIP3 levels comparable to levels in
non-stimulated p55γ precipitates (Figure 5A, lanes 5
and 6). The pull-down of p85α only resulted in ele-
vated PIP3 levels when cells were stimulated with insulin
(100 nM). This further underlines the role of p85α in other
pathways, but not BMP signalling (Figure 5A, lane 7). Pull-
down controls for both regulatory subunits and the co-
immunoprecipitated p110α are shown (Figure 5A, lower
panel). The potency of small molecule inhibitors in inter-
fering with BMP2-induced PI3K signalling was tested by
the application of Wortmannin (25nM) (Additional file 4
Figure S4) and LY-294002 (10 μM), the class Ia selective



Figure 4 BMP2-induced PI3K signalling is specifically mediated via p55γ. (A) Phospho-kinetics of PI3K effector proteins in C2C12 upon
stimulation with 10 nM BMP2 for the indicated time. Phosphorylation of PDK1 (Ser241), Akt (Thr308) and Akt (Ser473) was analysed.
(B) BMP2-dependent tyrosine phosphorylation at the inter-SH2 domain of PI3K regulatory subunits p55γ and p85α. HEK293T cells were
transfected with equal amounts of p55γ-flag and p85α-HA and stimulated with 10 nM BMP2 for the indicated time. Upper panel depicts BMP2-
dependent phosphorylation of conserved Tyr458 of p85α (see arrowheads, double band at approximately 100 kDa) corresponding to Tyr199
of p55γ (see arrowhead at approximately 55 kDa). The detected signals migrated accordingly to the signals of p85α-HA and p55γ-flag in the
expression control (arrowheads, lower panel). (C) Knock-down of p55γ reduces BMP2-induced Akt-Thr308 phosphorylation of C2C12 cells upon
60 minutes’ stimulation with BMP2. The relative phospho-Akt-Thr308 to GAPDH levels were determined. (D) Overexpression of p55γ-flag in
C2C12 cells reduces BMP2-induced Akt-Thr308 phosphorylation upon 60 minutes’ stimulation with BMP2. The relative phospho-Akt-Thr308 to
GAPDH levels were determined. For experiments C and D: error bars represent standard deviation from three independent experiments.
P-values from one-way analysis of variance with post-hoc Bonferroni-test are indicated. (See also Additional file 4: Figure S4.)
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PI3K inhibitor PI103 (8 nM) or the BMPRI-kinase specific
inhibitor LDN-193189 (0.5 μM) (Additional file 5: Figure
S5A).

PIP3 and PIP3 effectors localise to BMP2-induced cortical
actin-rich lamellipodia
The p55γ-dependent production of PIP3 led us to the hy-
pothesis that BMP2-induced cytoskeletal rearrangements
utilise membrane-anchored PIP3 to target actin-
reorganising proteins to the cytocortex. Staining with PIP3-
specific antibody revealed increased PIP3 accumulation
within dorsal ruffles and lamellipodial protrusions upon
BMP2 stimulation (Figure 5B). Consistent with this, pre-
incubation with PI103 blocked the BMP2-dependent trans-
location of the GFP-tagged PH-domain of Akt (Additional
file 5: Figure S5B) and the localisation of phospho-Akt and
phospho-PDK1 to BMP2-induced actin-rich lamellipodia
(Additional file 5: Figure S5C). To characterise the dynam-
ics of PIP3-enriched lamellipodia, we performed live-cell
imaging combined with differential interference contrast
microscopy. Application of BMP2 to living cells induced
dynamic cytoskeletal rearrangements and dorsal ruffling



Figure 5 BMP2-induced PIP3 production is p55γ-dependent and localises to cortical actin during lamellipodia formation.
(A) BMP2-dependent PIP3 production as detected by PI3K activity ELISA (upper panel). C2C12 cells were stimulated with respective ligands
and inhibitors for the indicated times and lysates were subjected to pull-down of endogenous p55γ or p85α as shown. Precipitates were
subjected to an in vitro kinase reaction and competitive ELISA was used to detect the amount of PIP3 produced by BMP2-induced PI3K activity.
Low absorbance at 450 nm indicates high levels of PIP3. To prove the presence of catalytic p110α in PI3K regulatory subunit pull-down, bead lysates
of all three assays were pooled and subjected to detection of p55γ, p85α and p110α protein respectively (lower panel). Error bars represent standard
deviation from three independent experiments. (B) Immunocytochemical detection of PIP3 in BMP2 (10 nM) stimulated C2C12 cells by use of
PIP3-specific antibody. The cortical region of PIP3 accumulation is indicated by the white arrow. (C) Differential interference contrast (DIC)
microscopy of membrane ruffles at dorsal (white arrow) regions of the leading edge of C2C12 cells stimulated with 10 nM BMP2. In B
and C, the lower boxes depict magnifications of the regions of interest indicated by white squares (upper boxes). Scale bars represent
20 μm. (D) Phalloidin and Synatxin 6 staining indicating trans-Golgi position facing the cortical actin-rich leading edge of C2C12 cells
stimulated with 10 nM BMP2 for the indicated time. Scale bars represent 10 μm. (See also Additional file 5: Figure S5).
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(0 to 30 minutes) followed by a sustained lamellipodia
protrusion phase (30 to 90 minutes) (Figure 5C,
Additional file 6). This response was accompanied by an
overall change in leading edge directionality (Figure 5C,
black arrows). Subsequent actin staining uncovered
BMP2-induced lamellipodia enriched in cortical actin.
Concomitant staining using an anti-Syntaxin 6 antibody
indicated that the Golgi apparatus realigned upon BMP2
stimulation to face the cells leading edge (Figure 5D). We
also found that in C2C12 cells, endogenous BMPRII-LF
localises to BMP2-induced dorsal ruffles independent of
Figure 6 The PIP3-binding protein LL5β localises to BMP2-induced co
Coomassie Blue staining of protein precipitates gained by precipitation of P
panel shows LL5β detection (approximately 160 kDa) by western blot. LL5β
(B) LL5β-specific peptides (marked in yellow) as identified by mass spectro
(C) Immunocytochemical stainings of endogenous LL5β and actin in C2C1
co-localisation of LL5β with cortical actin in BMP2-induced cell protrusions
(D) PI103 pre-treatment blocks BMP2-induced co-localisation of LL5β with
minutes in the presence of DMSO or 8 nM PI103 respectively. The magnifie
actin. Scale bars represent 20 μm.
new protein synthesis as proven by cyclohexamide treat-
ment but also independent of canonical Smad signalling
using LDN193189 (Additional file 5: Figure S5D).

The PIP3-binding protein LL5β localises to BMP2-induced
cortical actin-rich lamellipodia
Regulators of cortical actin that transduce BMP2 signals in
a PIP3-dependent manner are largely unknown. To identify
putative BMP2-dependent and PIP3-sensitive cytoskeletal
regulators, we performed pull-downs in C2C12 cell lysates
using PIP3-coated beads following mass spectrometry. We
rtical actin-rich lamellipodia. (A) Upper panel shows colloidal
IP2-, PIP3-coated and control beads from C2C12 cell lysates. Lower
binds to PIP3 (lane 3) but not PIP2 or control beads (lanes 1 and 2).

metry upon precipitation of PIP3-coated beads from C2C12 cell lysates.
2 cells upon 45 minutes’ stimulation with 10 nM BMP2. Arrow indicates
at the C2C12 cell leading edge (magnified region of interest).
cortical actin. C2C12 cells were stimulated with 10 nM BMP2 for 45
d region of interest depicts the co-localisation of LL5β with cortical
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showed that the 160 kDa protein LL5β bound specifically
to PIP3 (Figure 6A), whereas LL5β was absent from PIP2
precipitates and control beads (Figure 6A, specific
peptides for LL5β shown in Figure 6B). LL5β is recruited
by PIP3 to the cytocortex in complex with filamins,
which are major filamentous actin (F-actin) cross-
linkers [19]. To prove that LL5β is involved in BMP2-
dependent cortical actin rearrangements, we first analysed
its sub-cellular localisation. In resting C2C12 cells, LL5β
localised to a cytosolic compartment surrounding the nu-
cleus with a sparse distribution towards the cell cortex
(Figure 6C). Upon BMP2 stimulation, LL5β translocated to
the leading edge cytocortex where it co-localised with cor-
tical actin (Figure 6C). Pre-incubation with PI103 resulted
in loss of BMP2-induced cortical actin filaments and LL5β
remained at cytosolic compartments (Figure 6D). Collect-
ively, these data indicate that the PH-domain protein LL5β
is involved in BMP2-induced actin reorganisation at the
leading edge cytocortex through recruitment by PIP3.

PI3K p55γ/p110α and LL5β are required for BMP2-
induced migration and chemotaxis
To confirm the cellular function of our molecular find-
ings, we investigated whether BMP2 promotes cell mi-
gration, in particular wound closure, which requires a
distinct cell polarity. We found that BMP2 was able to in-
crease the speed of C2C12 wound closure relative to a
non-stimulated control within 14 hours (Figure 7A). Add-
itionally, knock-down of p55γ impaired BMP2-induced
wound closure compared to control transfected cells.
Intriguingly, we found that knock-down of p55γ sig-
nificantly reduced the ability of cells to efficiently enter
the wound in a BMP2-dependent fashion (for quantifica-
tion see Figure 7B). We also investigated the relative
migration of p55γ knock-down cells (red) compared to
scrambled transfected cells (green) by seeding a ‘salt and
pepper’ mix within the same wound. p55γ knock-down
cells displayed considerably impaired polarity and thus re-
duced ability to efficiently enter the wound, instead dis-
playing short trajectories (DiI: fluorescent lipophilic
cationic indocarbocyanine dye/red) compared to control
cells (DiO: fluorescent lipophilic cationic indocarbocya-
nine dye/green; Figure 7C). Next, we performed a trans-
well assay to analyse whether the effect of BMP2-induced
migration becomes more prominent when cells are ex-
posed to a ligand gradient. We found that BMP2 induced
transmigration of C2C12 cells, whereas knock-down of
p55γ or LL5β significantly impaired this response
(Figure 7D).
Collectively, our results demonstrate that the BMPRII-

p55γ interaction is necessary for BMP2-induced class Ia
PI3K activation via the BMPRII-p55γ interaction and
PIP3 production via p110α activity at the leading edge
cytocortex. Moreover, we showed that the BMP2-
induced activation of PI3K is critically involved in actin
reorganisation and lamellipodia formation due to the
production of PIP3 and LL5β recruitment. With LL5β,
we found an important PIP3 effector and actin regulator
through its well-described role in tethering filamins to
the cytocortex. p55γ, p110α and LL5β, therefore, critically
influence BMP2-induced chemotaxis with p55γ being a
novel and specific BMPRII-interacting protein required
for chemotactic mesenchymal progenitor cell responses to
BMP2 (Figure 8).

Discussion
Since the initial discovery that BMPs act as chemotactic
guidance cues [32], the molecular mechanism of how
BMPs initiate cell migration and chemotaxis has remained
poorly understood. However, an important role for BMP-
induced cell migration has been demonstrated in several
excellent developmental [2,3,33], repair and disease stud-
ies [9,34]. Here, we aimed to close a gap in the mechanis-
tic molecular understanding of how BMPs in general
activate PI3K signalling in progenitor cells at the molecu-
lar level and how this influences actin reorganisation at
the cytocortex and, hence, lamellipodia formation. We
uncovered major and crucial aspects of the molecular
mechanism by which BMP2 initiates and extends PI3K-
signalling at the plasma membrane, visualised and local-
ised BMP2-induced PIP3 for the first time in intact cells,
and confirmed the requirement of p55γ and LL5β for
BMP2-induced migration and chemotaxis of mesenchy-
mal progenitor cells.

The role of the BMP receptor complex in activating PI3K
signalling
Here, we describe the specific association of the class Ia
PI3K regulatory subunit p55γ with BMPRII for the first
time. This interaction is enhanced by either BMP2 stimu-
lation or the presence of BMPRI whereas the kinase activ-
ity of BMPRII seems dispensable. This observation may
reflect the same mechanism by which BMPRII is incorpo-
rated into BISCs upon stimulation with BMP2 [24], where
the high affinity receptor for BMP2 (BMPRI) recruits
BMPRII into the complex upon BMP2 binding. More-
over, we showed previously that BISC-mediated sig-
nalling and BMPRII recruitment towards BMPRI is
required for non-Smad signalling [25,26]. We therefore
speculate that the BMPRI kinase is required for PI3K acti-
vation whereas BMPRII acts as a scaffolding hub to pro-
vide PI3K for BMPRI-dependent activation mechanisms
that have not yet been defined. This hypothesis is under-
lined by our previous findings of reduced BMP2-induced
Akt phosphorylation upon pharmacological inhibition
of BMPRI kinase activity [35] (see also Additional file 5:
Figure S5A). BMPRI activity seems crucial in mediating
the association of p55γ with BMPRII and, thus, PI3K



Figure 7 BMP2-induced PI3K signalling is important for directional cell migration. (A) C2C12 cell wound closure upon stimulation with 10
nM BMP2 for 14 hours compared to unstimulated control. Lipophilic carbocyanine-dye labelled cells (DiO) are presented in black pseudo-colour.
Scale bar represents 200 μm. Left panel, effect of p55γ knock-down (si-p55γ) on C2C12 cell wound closure compared to scrambled transfected
(si-scr) control. (B) Bar diagram depicting the intensity translocation values for three independent biological replicates for experiments shown in A
using a selective mask filter (for detailed description see Methods and Additional file 7). Error bars represent standard deviation from three
independent experiments. P-values from one-way analysis of variance with post-hoc Bonferroni-test are indicated. (C) Trajectories visualising the
migration of p55γ knock-down (red) and scrambled control (green) C2C12 cells during BMP2-induced wound closure over a period of 12 hours. Scale
bar represents 100 μm. Left panel, equal amounts of si-p55γ (red) and si-scr (green) transfected cells were labelled with DiI or DiO respectively prior to
mixing and seeding. Bar diagram (right panel) summarises the intensity translocation ratios of p55γ knock-down (red) compared to scrambled control
(green) C2C12 cells of 19 replicates analysed with P <0.005 considered statistically significant. (D) Transwell assay of C2C12 cells, transfected with either
si-p55γ or si-LL5β compared to si-scr-transfected C2C12 cells. Cells migrated through an 8 μm porous filter upon stimulation with 10 nM BMP2 for
6 hours in the presence of 0.2% fetal calf serum. The number of cells migrated through the porous filter was counted. Bar diagram represents cell
number counts per optical field. Error bars represent standard deviation from three independent experiments. P-values from one-way analysis of
variance with post-hoc Bonferroni test are indicated.
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Figure 8 Scheme depicting BMP2-induced PI3K signalling via p55γ/p110α and cortical actin rearrangements via PIP3-LL5β filamins in
mesenchymal progenitor cells. Gradients of BMP2 activate the BMP receptor complex and facilitate the association of BMPRII to regulatory
subunit p55γ coupled to class Ia catalytic subunit p110α. The recruitment and activation of PI3K generates the membrane-bound second messenger
PIP3 at the leading edge of cells that are about to establish PCP. PIP3 recruits the PH-domain protein LL5β. LL5β co-recruits and tethers the
actin crosslinker filamin to the leading edge, where it promotes actin polymerisation, crosslinking and subsequent initiation of lamellipodia
formation, extension and protrusion. BMP2, bone morphogenetic protein 2; BMPRI/II, bone morphogenetic protein receptor type I/II;
pSmad1, phospho-Smad1; p55γ, PI3K regulatory subunit p55 gamma; p110α, p110 catalytic subunit p110 alpha; PIP2, phosphatidylinositol
(4,5)-bisphosphate; PIP3, phosphatidylinositol (3,4,5)-triphosphate; LL5β, pleckstrin homology-like domain family B member 2; PH, pleckstrin
homology domain; F-actin, filamentous actin.
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activity. Research on the related TGF-β pathway identified
that the high affinity TGF-β receptor type II associated
constitutively with p85α, whereas the low affinity TGF-β
type I receptor only associated with p85α in a ligand-
dependent manner [36]. However, it should be considered
that BMPRI is the high affinity and BMPRII the low affin-
ity receptor for BMP2. This would therefore represent a
mirror-image scenario of PI3K regulatory subunit inter-
action in BMP versus TGF-β receptors. Tyrosine phos-
phorylation of BMPRII is essential for an association with
class Ia PI3K p55γ. Despite its classification as a tyrosine-
like kinase [37], a BMPRII dual kinase activity in vivo
is still speculative and needs to be proven. Our exper-
iments have shown that BMP2 stimulation rapidly induces
BMPRII tyrosine phosphorylation in vitro, comparable
to the kinetics of Smad1/5/8 phosphorylation via a yet
unknown mechanism. Moreover, we identified BMPRII
tyrosine residues that could act as direct putative SH2 do-
main docking sites. Since the interaction site for p55γ
could be mapped to the BMPRII kinase, we speculate that
pTyr motifs in the BMPRII kinase domain are required
for its interaction. However, with the techniques applied
here, we cannot comment on potential intermediate
adaptor proteins or additional tyrosine kinases facilitating
p55γ interaction and BMP2-dependent BMPRII tyrosine
phosphorylation respectively. Along the same line, studies
on the related activin pathway have already suggested the
involvement of additional adaptor proteins that facilitate
the interaction of PI3K regulatory subunits to the activin
receptor ActRII [38]. The tyrosine kinases TrkC [39] and
Src [40] also interact with BMPRII and could thus facili-
tate or mediate its tyrosine phosphorylation at sites re-
quired for the interaction to p55γ. Taken together, the
BMP2-dependent tyrosine phosphorylation of BMPRII
provides the required features for interaction with p55γ,
but further research will be required to unravel the contri-
bution of yet unknown tyrosine kinases and adaptor pro-
teins that may be involved in this interaction.

Exclusive role for p55γ in BMP2-induced PI3K signalling
To date, data regarding unique functions of p55γ are
poor, mainly because it is speculated that the five differ-
ent PI3K regulatory subunits have redundant functions
and may compensate for each other. The data presented
here show that p55γ provides specific functions during
BMP2-induced PI3K signalling. This is underlined by its
exclusive association with BMPRII, its BMP2-dependent
phosphorylation in the iSH2 domain, and the effects on
Akt phosphorylation and cell migration when knock-
down of p55γ was performed. We have confirmed that,
besides p55γ, all other class Ia regulatory subunits,
namely p85α (including splice isoforms p55α and p50α)
and p85β, are detectable at the mRNA level in undifferen-
tiated multipotent C2C12 cells (data not shown). A prom-
inent role for PI3K regulatory subunits during cytoskeletal
rearrangements has already been described, especially
in the context of actin reorganisation [41]. Interestingly,
some studies have proposed that PI3K regulatory subunits
provide non-redundant signalling functions dependent on
their sub-cellular localisation within a cell [42,43]. This is



Hiepen et al. BMC Biology 2014, 12:43 Page 13 of 17
http://www.biomedcentral.com/1741-7007/12/43
in line with our data, showing that p55γ, but not p85α, in-
teracts and co-localises with BMPRII, predominantly at
the cell periphery. It still remains unclear how BMPRII se-
lectivity for p55γ over p85α is achieved. The p55γ high-
resolution crystal structure has not been determined and
the SH2 and iSH2 domains of human p85α and p55γ
share about 81.1% sequence identity. Based on the data
presented here, we now propose two possible mechanisms
by which BMPRII selectivity for p55γ could occur. First,
our research revealed BMP2-dependent phosphorylation
of the conserved Tyr199 within iSH2 of p55γ, but not
p85α. Phosphorylation of p55γ iSH2 could induce struc-
tural changes, favouring an association of p55γ with
BMPRII over that of the p85α SH2 domain. Second, the
N-terminal 34 residues of p55γ bind to tubulin [42]. Be-
cause the p55γ N-terminal sequence is unique and not
present in p85α, it was proposed that this interaction spe-
cifically recruits p55γ to the cell periphery [42]. During
onset of cortical actin rearrangements, microtubule plus
ends penetrate the leading edge cytocortex together with
actin nucleating factors [44]. The binding of p55γ to mi-
crotubules, especially at the very tip, could thus provide a
sub-cellular pool of p55γ for signalling involved in cortical
actin-driven lamellipodia formation.
Besides specific functions of the class Ia PI3K regula-

tory subunits, class I catalytic subunits also attract in-
creasing attention to provide non-redundant signalling
functions [14]. The catalytic subunit p110α has been im-
plicated in BMP2-induced PI3K signalling and cell mi-
gration by others using a pharmacological targeting
approach [10]. In line with those observations, we found
that p110α is in complex with p55γ and BMPRII. More-
over, this complex produced PIP3 in a BMP2-dependent
fashion. Thus, we propose that BMP2-induced PI3K sig-
nalling is transduced specifically by the p55γ/p110α class
Ia PI3K complex. This could be of particular importance
for cancer therapy because activating mutations in p110α
are frequently found in human cancers, and p55γ is differ-
entially up-regulated in several tumours, which is sufficient
to stimulate tumour angiogenesis [45]. This, together with
the crucial role of BMP2 in oncogenic transformation
and tumour angiogenesis [46-48], suggests that the p55γ/
p110α complex positively regulates BMP2-induced motil-
ity, chemotaxis, and invasion of endothelial and cancer
cells [9,49,50]. Whether the PI3K p55γ/p110α dimer in-
deed represents an attractive molecular target to interfere
with BMP2-related cancers will require intense investiga-
tions in future.

BMP2-induced PIP3 acts as a cellular compass at the
leading edge and recruits LL5β
Numerous cellular activities have been reported to de-
pend on BMP2-induced PI3K signalling [9-11,51-56].
Most previous studies focused on the role of PI3K-
induced Akt activity with Akt being the major PI3K ef-
fector. In the present study, we investigated the role and
function of PIP3 beyond Akt activation and focused on
PIP3 localisation and recruitment of cytoskeletal regula-
tors. We visualised BMP2-dependent PIP3 production in
a spatiotemporal manner to gain further insight into its
function. We found PIP3 became quickly enriched in
BMP2-induced lamellipodia at the cytocortex, especially
in cells that displayed strong PCP, suggesting that PIP3
acts as a cellular compass at the leading edge of migrat-
ing cells. PIP3 recruits PH-domain-containing proteins
that facilitate rearrangements of the actin cytoskeleton
[57]. With this knowledge, we aimed to identify PH-
domain proteins that link BMP2-induced PIP3 to actin
regulators. The BMP2-induced lamellipodia are tightly
cross-linked F-actin networks located at the cytocortex
of the leading edge. During maturation and protrusion,
these actin-rich lamellipodia form broad lamella that
allow for the formation of new adhesion sites [58]. In
agreement with our observations, we identified a specific
interaction of PH-domain protein LL5β with PIP3. LL5β
acts as a highly sensitive PIP3 effector during epidermal
growth factor-induced chemotaxis and lamellipodia for-
mation [17]. It regulates the actin cytoskeleton through
interaction with and co-recruitment of filamin C [19] and
filamin A [17]. Filamins orchestrate cortical actin into
three-dimensional structures by cross-linking of F-actin
filaments [59]. Interestingly, besides tethering filamins,
LL5β also tethers Cytoplasmic linker associated proteins
(CLASPs) to the leading edge [17,18]. CLASPs attach
microtubule tips to the cell cortex, which is important for
microtubule stabilisation and thus PCP. Therefore, our
findings provide evidence that LL5β acts as a BMP2-
dependent multifunctional PIP3-sensing scaffold that
eventually also orchestrates microtubule stabilisation at
the cytocortex and thus links BMP2-dependent actin rear-
rangements to microtubule stabilisation.
p55γ and LL5β are required for BMP2-induced migration
and chemotaxis
The potency of BMP2 in stimulating migration of cells
with mesenchymal origin is well known. Here, we raised
the question of whether our findings contribute in par-
ticular to BMP2-induced cortical actin rearrangements,
PCP and chemotaxis. We demonstrated that loss of p55γ
prevents cells from efficient PCP establishment during
wound healing and that knock-down of p55γ or LL5β re-
sulted in impaired BMP2-induced chemotaxis. We there-
fore conclude that the pro-migratory effects of BMP2
are driven by PI3K signalling leading to PIP3-dependent
cytoskeletal actin rearrangements, and result mainly in
directional migration explained by the ‘compass’ function
of PIP3.
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Conclusions
Our molecular findings provide a basis for explaining the
important mechanism of BMP2-induced cortical actin re-
arrangements and chemotaxis, which we have graphically
summarised (Figure 8). The novel in vitro data presented
here close gaps in our current understanding of how
BMP2 gradients influence the cellular cytoskeleton and
hence mesenchymal progenitor cell chemotaxis. Interest-
ingly, PIP3 production increases the efficacy of cells in de-
tecting and processing shallow chemokine gradients [60].
This suggests that the molecular mechanism identified
here is important for mesenchymal progenitor cells that
respond to BMP2 gradients in vivo where they might ori-
ginate from distant locations. To visualise this in vivo in
the context of our novel molecular findings will be the fu-
ture goal and a translation of this knowledge towards the
fields of developmental biology and regenerative medicine
is expected.

Methods
Chemicals, recombinant growth factors and inhibitors
All chemicals were purchased from Sigma Aldrich unless
stated otherwise. Recombinant human BMP2 was kindly
provided by Walter Sebald (University of Würzburg,
Würzburg, Germany). The inhibitor LDN-193189 was a
kind gift from Paul Yu (Harvard Medical School, Boston,
MA, USA) and described elsewhere [61]. LY294002 was
purchased from Cell Signaling Technology (Cell Signal-
ing Technology Inc., Danvers, MA, USA) and PI103 was
purchased from Echelon Bioscience (Echelon Bioscience
Inc., Salt Lake City, USA).

Antibodies
Phospho-specific antibodies, as well as protein- and tag-
specific antibodies, were used and applied as recommended
by the manufacturer. A detailed list of all antibodies used
in this study is provided in Additional file 7.

Cell culture
C2C12 cells and HEK293T cells (both from American
Type Culture Collection) were cultivated in Dulbecco’s
modified Eagle’s Medium (DMEM) (Biochrom GmbH,
Berlin, Germany) supplemented with 10% (v/v) foetal calf
serum and 100 U/ml penicillin/streptomycin. To maintain
highest plasticity, C2C12 cells were kept undifferentiated
and competent for BMP-induced signalling by subculture
conditions that maintained a low density corresponding to
approximately 150,000 cells per 182 cm2. Cells were split
every other day when reaching 30% to 40% confluency
and not used at passages higher than 20. Seeding in higher
densities such as required for scratch wound healing was
performed 12 hours prior to the experiment. C2C12 cells
were transfected 48 hours prior to seeding in six-well
plates with 0.5 to 3 μg plasmid DNA or 50nM siRNA
(Dharmacon, GE Healthcare, Lafayette, CO, USA) (see
Additional file 8: Table T1) using Lipofectamine2000 and
Lipofectamine RNAiMAX (Invitrogen, Carlsbad, CA,
USA) according to manufacturer’s instructions. HEK293T
cells were transfected using polyethyleneimine and ex-
panded in high glucose (4,500 mg/l glucose) DMEM,
48 hours prior to experiment. All experiments requiring
BMP2 stimulation were conducted after 6 hours starva-
tion in DMEM without serum. Cells were grown on un-
coated cell culture plastic unless stated otherwise.

Expression plasmids
The plasmids encoding human BMPRII-LF-HA or mouse
BMPRIb-HA were described previously [20,62,63]. Single
point mutations used to generate kinase dead receptors
were generated by cyclic mutagenesis PCR as described in
[64]. The construct encoding N-terminal flag-tagged p55γ
was generated by cloning the full-length open reading frame
of mouse p55γ into the TOPO-TA vector (Invitrogen,
Carlsbad, CA, USA) before ligation via EcoRI/NotI into
pcDNA3.1 basic. Cloning primers used in this paper are
available upon request. The construct encoding HA-
tagged p85α was a kind gift from Bart Vanhaesebroeck
(QMUL, London, UK). The construct encoding GFP-
tagged PH-domain of Akt was a kind gift from Kerstin
Danker (Charité Berlin, Germany). All constructs were
verified by DNA sequencing.

Immunoprecipitation assays
Immunoprecipitation of expressed proteins from
HEK293T cells was performed using a modified radio-
immunoprecipitation assay buffer containing 0.5% (w/v)
sodium dodecyl sulphate and 0.1% Nonidet P-40. Immu-
noprecipitation from C2C12 cell extracts was performed
using a modified radio-immunoprecipitation assay with
0.1% sodium dodecyl sulphate and 0.5% Nonidet P-40. A
detailed description of the immunoprecipitation and
immunoblotting procedures can be found in Additional
file 7. PIP bead assay was purchased from Echelon Bio-
science and precipitation was performed according to
manufacturer’s instructions.

Mass spectrometry
Identification of p55γ binding to GST-BMPRII was per-
formed as described in [20]. PIP bead-binding proteins were
identified by matrix-assisted laser desorption ionisation-
time of flight mass spectrometry-based peptide mass finger-
printing as described previously [65].

Scratch wound healing
The scratch wound healing assay was performed using
cell culture inserts (ibidi GmbH) according to the manu-
facturer’s instructions on uncoated tissue culture plastic.
A detailed description of the procedure can be found in
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Additional file 7. The rate of cell migration was mea-
sured by quantifying the intensity translocation values
for three independent biological replicates per condition
using a selective mask filter (Slidebook).

Boyden chamber assay
The assay was performed in a similar manner to [10] with
a detailed description of the procedure in Additional file 7.

Chemotaxis assays
Two-dimensional chemotaxis was assayed using the
μ-slide chemotaxis chamber system (ibidi GmbH,
Martinsried, Germany) according to accompanying
instructions with the following modifications: 1 day
prior to seeding, chambers were coated with 0.5%
gelatin solution in humidified atmosphere washed for
1 hour and dried at 37°C. Pictures were taken using
a 4× objective in bright field modus. Measurements
were performed using an automated sample table
mounted on an Axiovert 200 M (Carl Zeiss, Jena,
Germany) in combination with Axiovision Mark
&Find tool. Manual cell tracking was performed using
the open source ImageJ plugin Manual tracking v2.0.

Immunofluorescence and live cell imaging
For detection of fluorescent signals, we used the Alexa-
conjugated secondary antibody system (Invitrogen,
Carlsbad, CA, USA) and an inverted fluorescence Axio-
vert 200 microscope (Carl Zeiss, Jena, Germany) equipped
with a live cell imaging heating and CO2 chamber
mounted to a CoolSnapHQ CCD camera (Roper Scien-
tific, Martinsried, Germany). Confocal images were taken
using a Zeiss LSM519 laser scanning confocal using 63×
magnification Plan Apochromat objective. A detailed
description is provided in Additional file 7.

Statistics and bioinformatics
Detailed information and description of statistical ana-
lysis on co-localisation studies, intensity translocation
values, western blot quantification, used databases and
artwork programmes is provided in Additional file 7.
We provide an inventory of supplemental information,

supplemental experimental procedures, supplemental infor-
mation and supplemental references (Additional file 7).

Additional files

Additional file 1: Figure S1. Antibody validation, quantification of
co-localisation and test for BMP2 dependent tyrosine phosphorylation of
endogenous BMPRII.

Additional file 2: Figure S2. BMPRI does not co-immunoprecipitate
with p55γ.

Additional file 3: Figure S3. Knock-down efficiency of si-p55γ.
Additional file 4: Figure S4. Wortmannin blocks BMP2 induced
PI3K-Akt signalling.

Additional file 5: Figure S5. Effect of small molecule inhibitors on
signalling, PH-Akt-GFP translocation, phospho-Akt/phospho-PDK1 and
BMPRII localisation.

Additional file 6: Movie.

Additional file 7: Inventory of supplemental information,
supplemental experimental procedures, supplemental references.

Additional file 8: Table T1. siRNA oligo sequences (Dharmacon).

Abbreviations
BISC: BMP-induced signalling complex; BMP2: Bone morphogenetic protein
2; BMPRI/II: Bone morphogenetic protein receptor type I/II; BMPRII-LF: BMP
receptor type II-long form; BMPRII-SF: BMP receptor type II-short form;
CLASPs: Cytoplasmic linker associated proteins; DiI: Fluorescent lipophilic
cationic indocarbocyanine dye I; DiO: Fluorescent lipophilic cationic
indocarbocyanine dye O; GST: Glutathione S-transferase; HA-tag: Human
influenza hemagglutinin-tag; iSH2: Inter-Src homology 2 domain;
p110α: p110 catalytic subunit p110 alpha; F-actin: Filamentous actin;
p55γ: PI3K regulatory subunit p55 gamma; PCP: Planar cell polarity;
PDK1: 3-phosphoinositide-dependent kinase-1; PH: Pleckstrin homology
domain; PHLDB2 (also known as LL5β): Pleckstrin homology-like domain
family B member 2; PI3K: Phosphatidylinositol-4,5-bisphosphate 3-kinase;
PIP2: Phosphatidylinositol 4,5-bisphosphate; PIP3: Phosphatidylinositol
(3,4,5)-trisphosphate; pSmad1: Phospho-Smad1; pTyr: Phospho-tyrosine;
SH2: Src homology 2 domain; TC: Truncation; TGF-β: Transforming
growth factor beta; wt: Wild type.

Competing interests
The authors declare that they have no competing interests.

Authors’ contributions
CH and PK designed the experiments. CH, AB and AD performed
experiments. AB and IL provided computational analysis, CW performed
mass spectrometry and JHB provided valuable discussion. CH and PK wrote
the manuscript. All authors read and approved the final manuscript.

Acknowledgements
This work was supported by the Berlin Brandenburg School for Regenerative
Therapies (DFG graduate school 203, fellowship to CH and AD) and by
SFB958 (to PK) as well as Sonnenfeld-Stiftung (to CH) and funding from the
Berlin School of Integrative Oncology (to AB). We thank Prof. Dr Sebald
(Würzburg, Germany) for recombinant BMP2 and Prof. Dr Vanhaesebroeck
(UCL, London, UK) for DNA constructs. We thank Gisela Wendel and Johanna
Scholz for excellent technical support. We are grateful to Dr Mariona
Graupera, Prof. Dr Anne Ridley and Dr David Yadin for valuable comments.

Received: 10 March 2014 Accepted: 13 May 2014
Published: 30 May 2014

References
1. Ruschke K, Hiepen C, Becker J, Knaus P: BMPs are mediators in tissue

crosstalk of the regenerating musculoskeletal system. Cell Tissue Res 2012,
347:521–544.

2. Correia AC, Costa M, Moraes F, Bom J, Novoa A, Mallo M: Bmp2 is required
for migration but not for induction of neural crest cells in the mouse.
Dev Dyn 2007, 236:2493–2501.

3. Fiedler J, Roderer G, Gunther KP, Brenner RE: BMP-2, BMP-4, and PDGF-bb
stimulate chemotactic migration of primary human mesenchymal
progenitor cells. J Cell Biochem 2002, 87:305–312.

4. Finkenzeller G, Hager S, Stark GB: Effects of bone morphogenetic protein 2
on human umbilical vein endothelial cells. Microvasc Res 2012, 84:81–85.

5. Mishima Y, Lotz M: Chemotaxis of human articular chondrocytes and
mesenchymal stem cells. J Orthop Res 2008, 26:1407–1412.

6. Horbelt D, Denkis A, Knaus P: A portrait of transforming growth factor
beta superfamily signalling: background matters. Int J Biochem Cell Biol
2012, 44:469–474.

7. Sieber C, Kopf J, Hiepen C, Knaus P: Recent advances in BMP receptor
signaling. Cytokine Growth Factor Rev 2009, 20:343–355.

http://www.biomedcentral.com/content/supplementary/1741-7007-12-43-S1.pdf
http://www.biomedcentral.com/content/supplementary/1741-7007-12-43-S2.pdf
http://www.biomedcentral.com/content/supplementary/1741-7007-12-43-S3.pdf
http://www.biomedcentral.com/content/supplementary/1741-7007-12-43-S4.pdf
http://www.biomedcentral.com/content/supplementary/1741-7007-12-43-S5.pdf
http://www.biomedcentral.com/content/supplementary/1741-7007-12-43-S6.avi
http://www.biomedcentral.com/content/supplementary/1741-7007-12-43-S7.pdf
http://www.biomedcentral.com/content/supplementary/1741-7007-12-43-S8.pdf


Hiepen et al. BMC Biology 2014, 12:43 Page 16 of 17
http://www.biomedcentral.com/1741-7007/12/43
8. Katagiri T, Imada M, Yanai T, Suda T, Takahashi N, Kamijo R: Identification of
a BMP-responsive element in Id1, the gene for inhibition of myogenesis.
Genes Cells 2002, 7:949–960.

9. Fong YC, Li TM, Wu CM, Hsu SF, Kao ST, Chen RJ, Lin CC, Liu SC, Wu CL,
Tang CH: BMP-2 increases migration of human chondrosarcoma cells via
PI3K/Akt pathway. J Cell Physiol 2008, 217:846–855.

10. Gamell C, Osses N, Bartrons R, Ruckle T, Camps M, Rosa JL, Ventura F: BMP2
induction of actin cytoskeleton reorganization and cell migration
requires PI3-kinase and Cdc42 activity. J Cell Sci 2008, 121:3960–3970.

11. Perron JC, Dodd J: ActRIIA and BMPRII Type II BMP receptor subunits
selectively required for Smad4-independent BMP7-evoked chemotaxis.
PLoS One 2009, 4:e8198.

12. Dey BR, Furlanetto RW, Nissley SP: Cloning of human p55 gamma, a
regulatory subunit of phosphatidylinositol 3-kinase, by a yeast two-hybrid
library screen with the insulin-like growth factor-I receptor. Gene 1998,
209:175–183.

13. Pons S, Asano T, Glasheen E, Miralpeix M, Zhang Y, Fisher TL, Myers MG Jr,
Sun XJ, White MF: The structure and function of p55PIK reveal a new
regulatory subunit for phosphatidylinositol 3-kinase. Mol Cell Biol 1995,
15:4453–4465.

14. Vanhaesebroeck B, Guillermet-Guibert J, Graupera M, Bilanges B: The
emerging mechanisms of isoform-specific PI3K signalling. Nat Rev
Mol Cell Biol 2010, 11:329–341.

15. Songyang Z, Shoelson SE, Chaudhuri M, Gish G, Pawson T, Haser WG, King
F, Roberts T, Ratnofsky S, Lechleider RJ, Neel BG, Birge RB, Fajardo JE, Chou
MM, Hanafusa H, Schaffhausen B, Cantley LC: SH2 domains recognize
specific phosphopeptide sequences. Cell 1993, 72:767–778.

16. Vanhaesebroeck B, Alessi DR: The PI3K-PDK1 connection: more than just a
road to PKB. Biochem J 2000, 346:561–576.

17. Takabayashi T, Xie MJ, Takeuchi S, Kawasaki M, Yagi H, Okamoto M, Tariqur
RM, Malik F, Kuroda K, Kubota C, Fujieda S, Nagano T, Sato M: LL5beta
directs the translocation of filamin A and SHIP2 to sites of
phosphatidylinositol 3,4,5-triphosphate (PtdIns(3,4,5)P3) accumulation,
and PtdIns(3,4,5)P3 localization is mutually modified by co-recruited
SHIP2. J Biol Chem 2010, 285:16155–16165.

18. Lansbergen G, Grigoriev I, Mimori-Kiyosue Y, Ohtsuka T, Higa S, Kitajima I,
Demmers J, Galjart N, Houtsmuller AB, Grosveld F, Akhmanova A: CLASPs
attach microtubule plus ends to the cell cortex through a complex with
LL5beta. Dev Cell 2006, 11:21–32.

19. Paranavitane V, Coadwell WJ, Eguinoa A, Hawkins PT, Stephens L: LL5beta
is a phosphatidylinositol (3,4,5)-trisphosphate sensor that can bind the
cytoskeletal adaptor, gamma-filamin. J Biol Chem 2003, 278:1328–1335.

20. Hassel S, Eichner A, Yakymovych M, Hellman U, Knaus P, Souchelnytskyi S:
Proteins associated with type II bone morphogenetic protein receptor
(BMPR-II) and identified by two-dimensional gel electrophoresis and
mass spectrometry. Proteomics 2004, 4:1346–1358.

21. Rosenzweig BL, Imamura T, Okadome T, Cox GN, Yamashita H, ten Dijke P,
Heldin CH, Miyazono K: Cloning and characterization of a human type II
receptor for bone morphogenetic proteins. Proc Natl Acad Sci U S A 1995,
92:7632–7636.

22. Panayotou G, Bax B, Gout I, Federwisch M, Wroblowski B, Dhand R, Fry MJ,
Blundell TL, Wollmer A, Waterfield MD: Interaction of the p85 subunit
of PI 3-kinase and its N-terminal SH2 domain with a PDGF receptor
phosphorylation site: structural features and analysis of conformational
changes. Embo J 1992, 11:4261–4272.

23. Obenauer JC, Cantley LC, Yaffe MB: Scansite 2.0: Proteome-wide prediction
of cell signaling interactions using short sequence motifs. Nucleic Acids
Res 2003, 31:3635–3641.

24. Nohe A, Hassel S, Ehrlich M, Neubauer F, Sebald W, Henis YI, Knaus P: The
mode of bone morphogenetic protein (BMP) receptor oligomerization
determines different BMP-2 signaling pathways. J Biol Chem 2002,
277:5330–5338.

25. Guzman A, Zelman-Femiak M, Boergermann JH, Paschkowsky S, Kreuzaler
PA, Fratzl P, Harms GS, Knaus P: SMAD versus non-SMAD signaling is
determined by lateral mobility of bone morphogenetic protein
(BMP) receptors. J Biol Chem 2012, 287:39492–39504.

26. Hassel S, Schmitt S, Hartung A, Roth M, Nohe A, Petersen N, Ehrlich M, Henis YI,
Sebald W, Knaus P: Initiation of Smad-dependent and Smad-independent
signaling via distinct BMP-receptor complexes. J Bone Joint Surg Am 2003,
85-A:44–51.
27. Liu F, Ventura F, Doody J, Massague J: Human type II receptor for bone
morphogenic proteins (BMPs): extension of the two-kinase receptor
model to the BMPs. Mol Cell Biol 1995, 15:3479–3486.

28. Kavanaugh WM, Turck CW, Klippel A, Williams LT: Tyrosine 508 of the
85-kilodalton subunit of phosphatidylinositol 3-kinase is phosphorylated
by the platelet-derived growth factor receptor. Biochemistry 1994,
33:11046–11050.

29. Sun M, Hillmann P, Hofmann BT, Hart JR, Vogt PK: Cancer-derived
mutations in the regulatory subunit p85alpha of phosphoinositide
3-kinase function through the catalytic subunit p110alpha. Proc Natl Acad
Sci U S A 2010, 107:15547–15552.

30. Jung J, Kim HY, Kim M, Sohn K, Kim M, Lee K: Translationally controlled
tumor protein induces human breast epithelial cell transformation
through the activation of Src. Oncogene 2011, 30:2264–2274.

31. Ueki K, Yballe CM, Brachmann SM, Vicent D, Watt JM, Kahn CR, Cantley LC:
Increased insulin sensitivity in mice lacking p85beta subunit of
phosphoinositide 3-kinase. Proc Natl Acad Sci U S A 2002, 99:419–424.

32. Cunningham NS, Paralkar V, Reddi AH: Osteogenin and recombinant bone
morphogenetic protein 2B are chemotactic for human monocytes and
stimulate transforming growth factor beta 1 mRNA expression. Proc Natl
Acad Sci U S A 1992, 89:11740–11744.

33. Myers DC, Sepich DS, Solnica-Krezel L: Bmp activity gradient regulates
convergent extension during zebrafish gastrulation. Dev Biol 2002,
243:81–98.

34. Lind M, Eriksen EF, Bunger C: Bone morphogenetic protein-2 but not bone
morphogenetic protein-4 and −6 stimulates chemotactic migration of
human osteoblasts, human marrow osteoblasts, and U2-OS cells. Bone
1996, 18:53–57.

35. Boergermann JH, Kopf J, Yu PB, Knaus P: Dorsomorphin and LDN-193189
inhibit BMP-mediated Smad, p38 and Akt signalling in C2C12 cells. Int J
Biochem Cell Biol 2010, 42:1802–1807.

36. Yi JY, Shin I, Arteaga CL: Type I transforming growth factor beta receptor
binds to and activates phosphatidylinositol 3-kinase. J Biol Chem 2005,
280:10870–10876.

37. Manning G, Whyte DB, Martinez R, Hunter T, Sudarsanam S: The protein
kinase complement of the human genome. Science 2002, 298:1912–1934.

38. Dupont J, McNeilly J, Vaiman A, Canepa S, Combarnous Y, Taragnat C:
Activin signaling pathways in ovine pituitary and LbetaT2 gonadotrope
cells. Biol Reprod 2003, 68:1877–1887.

39. Jin W, Yun C, Kim HS, Kim SJ: TrkC binds to the bone morphogenetic
protein type II receptor to suppress bone morphogenetic protein
signaling. Cancer Res 2007, 67:9869–9877.

40. Wong WK, Knowles JA, Morse JH: Bone morphogenetic protein receptor
type II C-terminus interacts with c-Src: implication for a role in pulmonary
arterial hypertension. Am J Respir Cell Mol Biol 2005, 33:438–446.

41. Jimenez C, Portela RA, Mellado M, Rodriguez-Frade JM, Collard J, Serrano A,
Martinez AC, Avila J, Carrera AC: Role of the PI3K regulatory subunit in
the control of actin organization and cell migration. J Cell Biol 2000,
151:249–262.

42. Inukai K, Funaki M, Nawano M, Katagiri H, Ogihara T, Anai M, Onishi Y,
Sakoda H, Ono H, Fukushima Y, Kikuchi M, Oka Y, Asano T: The N-terminal
34 residues of the 55 kDa regulatory subunits of phosphoinositide
3-kinase interact with tubulin. Biochem J 2000, 346:483–489.

43. Xia X, Cheng A, Akinmade D, Hamburger AW: The N-terminal 24 amino
acids of the p55 gamma regulatory subunit of phosphoinositide
3-kinase binds Rb and induces cell cycle arrest. Mol Cell Biol 2003,
23:1717–1725.

44. Li R, Gundersen GG: Beyond polymer polarity: how the cytoskeleton
builds a polarized cell. Nat Rev Mol Cell Biol 2008, 9:860–873.

45. Wang G, Chen C, Yang R, Cao X, Lai S, Luo X, Feng Y, Xia X, Gong J, Hu J:
p55PIK-PI3K stimulates angiogenesis in colorectal cancer cell by
activating NF-kappaB pathway. Angiogenesis 2013, 16:561–573.

46. Langenfeld EM, Langenfeld J: Bone morphogenetic protein-2 stimulates
angiogenesis in developing tumors. Mol Cancer Res 2004, 2:141–149.

47. Raida M, Clement JH, Leek RD, Ameri K, Bicknell R, Niederwieser D, Harris
AL: Bone morphogenetic protein 2 (BMP-2) and induction of tumor
angiogenesis. J Cancer Res Clin Oncol 2005, 131:741–750.

48. Rothhammer T, Bataille F, Spruss T, Eissner G, Bosserhoff AK: Functional
implication of BMP4 expression on angiogenesis in malignant
melanoma. Oncogene 2007, 26:4158–4170.



Hiepen et al. BMC Biology 2014, 12:43 Page 17 of 17
http://www.biomedcentral.com/1741-7007/12/43
49. Lai TH, Fong YC, Fu WM, Yang RS, Tang CH: Osteoblasts-derived BMP-2
enhances the motility of prostate cancer cells via activation of integrins.
Prostate 2008, 68:1341–1353.

50. Rothhammer T, Poser I, Soncin F, Bataille F, Moser M, Bosserhoff AK: Bone
morphogenic proteins are overexpressed in malignant melanoma and
promote cell invasion and migration. Cancer Res 2005, 65:448–456.

51. Ghosh-Choudhury N, Mandal CC, Choudhury GG: Statin-induced Ras
activation integrates the phosphatidylinositol 3-kinase signal to Akt and
MAPK for bone morphogenetic protein-2 expression in osteoblast
differentiation. J Biol Chem 2007, 282:4983–4993.

52. Kang MH, Kim JS, Seo JE, Oh SC, Yoo YA: BMP2 accelerates the motility
and invasiveness of gastric cancer cells via activation of the
phosphatidylinositol 3-kinase (PI3K)/Akt pathway. Exp Cell Res 2010,
316:24–37.

53. Langenfeld EM, Kong Y, Langenfeld J: Bone morphogenetic protein-2-
induced transformation involves the activation of mammalian target of
rapamycin. Mol Cancer Res 2005, 3:679–684.

54. Perron JC, Dodd J: Structural distinctions in BMPs underlie divergent
signaling in spinal neurons. Neural Dev 2012, 7:16.

55. Sugimori K, Matsui K, Motomura H, Tokoro T, Wang J, Higa S, Kimura T,
Kitajima I: BMP-2 prevents apoptosis of the N1511 chondrocytic cell line
through PI3K/Akt-mediated NF-kappaB activation. J Bone Miner Metab
2005, 23:411–419.

56. Vinals F, Lopez-Rovira T, Rosa JL, Ventura F: Inhibition of PI3K/p70 S6K and
p38 MAPK cascades increases osteoblastic differentiation induced by
BMP-2. FEBS Lett 2002, 510:99–104.

57. Welch HC, Coadwell WJ, Ellson CD, Ferguson GJ, Andrews SR, Erdjument-
Bromage H, Tempst P, Hawkins PT, Stephens LR: P-Rex1, a PtdIns(3,4,5)P3- and
Gbetagamma-regulated guanine-nucleotide exchange factor for Rac.
Cell 2002, 108:809–821.

58. Ridley AJ: Life at the leading edge. Cell 2011, 145:1012–1022.
59. van der Flier A, Sonnenberg A: Structural and functional aspects of

filamins. Biochim Biophys Acta 2001, 1538:99–117.
60. Postma M, Bosgraaf L, Loovers HM, van Haastert PJ: Chemotaxis: signalling

modules join hands at front and tail. EMBO Rep 2004, 5:35–40.
61. Cuny GD, Yu PB, Laha JK, Xing X, Liu JF, Lai CS, Deng DY, Sachidanandan C,

Bloch KD, Peterson RT: Structure-activity relationship study of bone
morphogenetic protein (BMP) signaling inhibitors. Bioorg Med Chem Lett
2008, 18:4388–4392.

62. Gilboa L, Nohe A, Geissendorfer T, Sebald W, Henis YI, Knaus P: Bone
morphogenetic protein receptor complexes on the surface of live cells:
a new oligomerization mode for serine/threonine kinase receptors.
Mol Biol Cell 2000, 11:1023–1035.

63. Nohe A, Keating E, Knaus P, Petersen NO: Signal transduction of bone
morphogenetic protein receptors. Cell Signal 2004, 16:291–299.

64. Hassel S, Yakymovych M, Hellman U, Ronnstrand L, Knaus P, Souchelnytskyi
S: Interaction and functional cooperation between the serine/threonine
kinase bone morphogenetic protein type II receptor with the tyrosine
kinase stem cell factor receptor. J Cell Physiol 2006, 206:457–467.

65. Klose P, Weise C, Bondzio A, Multhaup G, Einspanier R, Gruber AD,
Klopfleisch R: Is there a malignant progression associated with a linear
change in protein expression levels from normal canine mammary gland
to metastatic mammary tumors? J Proteome Res 2011, 10:4405–4415.

doi:10.1186/1741-7007-12-43
Cite this article as: Hiepen et al.: BMP2-induced chemotaxis requires
PI3K p55γ/p110α-dependent phosphatidylinositol (3,4,5)-triphosphate
production and LL5β recruitment at the cytocortex3. BMC Biology
2014 12:43.
 Submit your next manuscript to BioMed Central

and take full advantage of: 

• Convenient online submission

• Thorough peer review

• No space constraints or color figure charges

• Immediate publication on acceptance

• Inclusion in PubMed, CAS, Scopus and Google Scholar

• Research which is freely available for redistribution

Submit your manuscript at 
www.biomedcentral.com/submit


	Abstract
	Background
	Results
	Conclusions

	Background
	Results
	BMP2-induced PI3K signalling is required for chemotaxis
	PI3K regulatory subunit p55γ interacts with the long and short forms of BMPRII
	BMPRII becomes tyrosine phosphorylated in a BMP2-dependent manner
	BMPRII-kinase activity is dispensable but the presence of BMPRI enhances BMPRII-p55γ interaction
	BMP2-induced PI3K signalling is specifically mediated via p55γ
	BMP2-induced PIP3 production is dependent on p55γ
	PIP3 and PIP3 effectors localise to BMP2-induced cortical actin-rich lamellipodia
	The PIP3-binding protein LL5β localises to BMP2-induced cortical actin-rich lamellipodia
	PI3K p55γ/p110α and LL5β are required for BMP2-induced migration and chemotaxis

	Discussion
	The role of the BMP receptor complex in activating PI3K signalling
	Exclusive role for p55γ in BMP2-induced PI3K signalling
	BMP2-induced PIP3 acts as a cellular compass at the leading edge and recruits LL5β
	p55γ and LL5β are required for BMP2-induced migration and chemotaxis

	Conclusions
	Methods
	Chemicals, recombinant growth factors and inhibitors
	Antibodies
	Cell culture
	Expression plasmids
	Immunoprecipitation assays
	Mass spectrometry
	Scratch wound healing
	Boyden chamber assay
	Chemotaxis assays
	Immunofluorescence and live cell imaging
	Statistics and bioinformatics

	Additional files
	Abbreviations
	Competing interests
	Authors’ contributions
	Acknowledgements
	References


<<
  /ASCII85EncodePages false
  /AllowTransparency false
  /AutoPositionEPSFiles true
  /AutoRotatePages /PageByPage
  /Binding /Left
  /CalGrayProfile (Dot Gain 20%)
  /CalRGBProfile (sRGB IEC61966-2.1)
  /CalCMYKProfile (U.S. Web Coated \050SWOP\051 v2)
  /sRGBProfile (sRGB IEC61966-2.1)
  /CannotEmbedFontPolicy /Error
  /CompatibilityLevel 1.4
  /CompressObjects /Tags
  /CompressPages true
  /ConvertImagesToIndexed true
  /PassThroughJPEGImages true
  /CreateJobTicket false
  /DefaultRenderingIntent /Default
  /DetectBlends true
  /DetectCurves 0.1000
  /ColorConversionStrategy /LeaveColorUnchanged
  /DoThumbnails true
  /EmbedAllFonts true
  /EmbedOpenType false
  /ParseICCProfilesInComments true
  /EmbedJobOptions true
  /DSCReportingLevel 0
  /EmitDSCWarnings false
  /EndPage -1
  /ImageMemory 1048576
  /LockDistillerParams true
  /MaxSubsetPct 100
  /Optimize true
  /OPM 1
  /ParseDSCComments true
  /ParseDSCCommentsForDocInfo true
  /PreserveCopyPage true
  /PreserveDICMYKValues true
  /PreserveEPSInfo true
  /PreserveFlatness true
  /PreserveHalftoneInfo false
  /PreserveOPIComments false
  /PreserveOverprintSettings true
  /StartPage 1
  /SubsetFonts true
  /TransferFunctionInfo /Apply
  /UCRandBGInfo /Preserve
  /UsePrologue false
  /ColorSettingsFile ()
  /AlwaysEmbed [ true
  ]
  /NeverEmbed [ true
  ]
  /AntiAliasColorImages false
  /CropColorImages true
  /ColorImageMinResolution 300
  /ColorImageMinResolutionPolicy /OK
  /DownsampleColorImages true
  /ColorImageDownsampleType /Bicubic
  /ColorImageResolution 300
  /ColorImageDepth -1
  /ColorImageMinDownsampleDepth 1
  /ColorImageDownsampleThreshold 1.50000
  /EncodeColorImages true
  /ColorImageFilter /DCTEncode
  /AutoFilterColorImages true
  /ColorImageAutoFilterStrategy /JPEG
  /ColorACSImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /ColorImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /JPEG2000ColorACSImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /JPEG2000ColorImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /AntiAliasGrayImages false
  /CropGrayImages true
  /GrayImageMinResolution 300
  /GrayImageMinResolutionPolicy /OK
  /DownsampleGrayImages true
  /GrayImageDownsampleType /Bicubic
  /GrayImageResolution 300
  /GrayImageDepth -1
  /GrayImageMinDownsampleDepth 2
  /GrayImageDownsampleThreshold 1.50000
  /EncodeGrayImages true
  /GrayImageFilter /DCTEncode
  /AutoFilterGrayImages true
  /GrayImageAutoFilterStrategy /JPEG
  /GrayACSImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /GrayImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /JPEG2000GrayACSImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /JPEG2000GrayImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /AntiAliasMonoImages false
  /CropMonoImages true
  /MonoImageMinResolution 1200
  /MonoImageMinResolutionPolicy /OK
  /DownsampleMonoImages true
  /MonoImageDownsampleType /Bicubic
  /MonoImageResolution 1200
  /MonoImageDepth -1
  /MonoImageDownsampleThreshold 1.50000
  /EncodeMonoImages true
  /MonoImageFilter /CCITTFaxEncode
  /MonoImageDict <<
    /K -1
  >>
  /AllowPSXObjects false
  /CheckCompliance [
    /None
  ]
  /PDFX1aCheck false
  /PDFX3Check false
  /PDFXCompliantPDFOnly false
  /PDFXNoTrimBoxError true
  /PDFXTrimBoxToMediaBoxOffset [
    0.00000
    0.00000
    0.00000
    0.00000
  ]
  /PDFXSetBleedBoxToMediaBox true
  /PDFXBleedBoxToTrimBoxOffset [
    0.00000
    0.00000
    0.00000
    0.00000
  ]
  /PDFXOutputIntentProfile (None)
  /PDFXOutputConditionIdentifier ()
  /PDFXOutputCondition ()
  /PDFXRegistryName ()
  /PDFXTrapped /False

  /CreateJDFFile false
  /Description <<

    /BGR <>
    /CHS <FEFF4f7f75288fd94e9b8bbe5b9a521b5efa7684002000500044004600206587686353ef901a8fc7684c976262535370673a548c002000700072006f006f00660065007200208fdb884c9ad88d2891cf62535370300260a853ef4ee54f7f75280020004100630072006f0062006100740020548c002000410064006f00620065002000520065006100640065007200200035002e003000204ee553ca66f49ad87248672c676562535f00521b5efa768400200050004400460020658768633002>
    /CHT <FEFF4f7f752890194e9b8a2d7f6e5efa7acb7684002000410064006f006200650020005000440046002065874ef653ef5728684c9762537088686a5f548c002000700072006f006f00660065007200204e0a73725f979ad854c18cea7684521753706548679c300260a853ef4ee54f7f75280020004100630072006f0062006100740020548c002000410064006f00620065002000520065006100640065007200200035002e003000204ee553ca66f49ad87248672c4f86958b555f5df25efa7acb76840020005000440046002065874ef63002>
    /CZE <>
    /DAN <>
    /DEU <>
    /ESP <>
    /ETI <>
    /FRA <>
    /GRE <>

    /HRV <>
    /HUN <>
    /ITA <>
    /JPN <>
    /KOR <FEFFc7740020c124c815c7440020c0acc6a9d558c5ec0020b370c2a4d06cd0d10020d504b9b0d1300020bc0f0020ad50c815ae30c5d0c11c0020ace0d488c9c8b85c0020c778c1c4d560002000410064006f0062006500200050004400460020bb38c11cb97c0020c791c131d569b2c8b2e4002e0020c774b807ac8c0020c791c131b41c00200050004400460020bb38c11cb2940020004100630072006f0062006100740020bc0f002000410064006f00620065002000520065006100640065007200200035002e00300020c774c0c1c5d0c11c0020c5f40020c2180020c788c2b5b2c8b2e4002e>
    /LTH <>
    /LVI <>
    /NLD (Gebruik deze instellingen om Adobe PDF-documenten te maken voor kwaliteitsafdrukken op desktopprinters en proofers. De gemaakte PDF-documenten kunnen worden geopend met Acrobat en Adobe Reader 5.0 en hoger.)
    /NOR <>
    /POL <>
    /PTB <>
    /RUM <>
    /RUS <>
    /SKY <>
    /SLV <>
    /SUO <>
    /SVE <>
    /TUR <>
    /UKR <>
    /ENU (Use these settings to create Adobe PDF documents for quality printing on desktop printers and proofers.  Created PDF documents can be opened with Acrobat and Adobe Reader 5.0 and later.)
  >>
  /Namespace [
    (Adobe)
    (Common)
    (1.0)
  ]
  /OtherNamespaces [
    <<
      /AsReaderSpreads false
      /CropImagesToFrames true
      /ErrorControl /WarnAndContinue
      /FlattenerIgnoreSpreadOverrides false
      /IncludeGuidesGrids false
      /IncludeNonPrinting false
      /IncludeSlug false
      /Namespace [
        (Adobe)
        (InDesign)
        (4.0)
      ]
      /OmitPlacedBitmaps false
      /OmitPlacedEPS false
      /OmitPlacedPDF false
      /SimulateOverprint /Legacy
    >>
    <<
      /AddBleedMarks false
      /AddColorBars false
      /AddCropMarks false
      /AddPageInfo false
      /AddRegMarks false
      /ConvertColors /NoConversion
      /DestinationProfileName ()
      /DestinationProfileSelector /NA
      /Downsample16BitImages true
      /FlattenerPreset <<
        /PresetSelector /MediumResolution
      >>
      /FormElements false
      /GenerateStructure true
      /IncludeBookmarks false
      /IncludeHyperlinks false
      /IncludeInteractive false
      /IncludeLayers false
      /IncludeProfiles true
      /MultimediaHandling /UseObjectSettings
      /Namespace [
        (Adobe)
        (CreativeSuite)
        (2.0)
      ]
      /PDFXOutputIntentProfileSelector /NA
      /PreserveEditing true
      /UntaggedCMYKHandling /LeaveUntagged
      /UntaggedRGBHandling /LeaveUntagged
      /UseDocumentBleed false
    >>
  ]
>> setdistillerparams
<<
  /HWResolution [2400 2400]
  /PageSize [595.440 793.440]
>> setpagedevice


