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DsbA-L deficiency in T cells promotes diet-induced
thermogenesis through suppressing IFN-γ
production
Haiyan Zhou 1,4✉, Xinyi Peng1,4, Jie Hu1, Liwen Wang1, Hairong Luo1, Junyan Zhang1, Yacheng Zhang1,

Guobao Li1, Yujiao Ji1, Jingjing Zhang 1, Juli Bai2, Meilian Liu 3, Zhiguang Zhou1 & Feng Liu 1,2✉

Adipose tissue-resident T cells have been recognized as a critical regulator of thermogenesis

and energy expenditure, yet the underlying mechanisms remain unclear. Here, we show that

high-fat diet (HFD) feeding greatly suppresses the expression of disulfide-bond A

oxidoreductase-like protein (DsbA-L), a mitochondria-localized chaperone protein, in

adipose-resident T cells, which correlates with reduced T cell mitochondrial function. T cell-

specific knockout of DsbA-L enhances diet-induced thermogenesis in brown adipose tissue

(BAT) and protects mice from HFD-induced obesity, hepatosteatosis, and insulin resistance.

Mechanistically, DsbA-L deficiency in T cells reduces IFN-γ production and activates protein

kinase A by reducing phosphodiesterase-4D expression, leading to increased BAT thermo-

genesis. Taken together, our study uncovers a mechanism by which T cells communicate

with brown adipocytes to regulate BAT thermogenesis and whole-body energy homeostasis.

Our findings highlight a therapeutic potential of targeting T cells for the treatment of over

nutrition-induced obesity and its associated metabolic diseases.
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Obesity is caused by increased energy intake and/or
decreased energy expenditure, the latter is determined by
basal metabolism, physical activity, and adaptive ther-

mogenesis1. Adaptive thermogenesis is induced by calorie excess
or cold exposure, referred to as diet-induced thermogenesis (DIT)
and cold-induced thermogenesis (CIT), respectively. Both types
of adaptive thermogenesis are sensed by the brain, and rely on the
activation of β3 adrenergic receptor (β3AR) signaling and
uncoupling protein 1 (UCP1) expression2,3. Whereas the
mechanisms underlying CIT have been extensively studied, much
less is known about the mechanism regulating DIT. Over the past
decade, several immune cell types such as Group 2 innate lym-
phoid cells (ILC2s), eosinophils, alternatively activated macro-
phages (AAMacs), and invariant natural killer T (iNKT) cells
have been found to regulate adaptive thermogenesis in brown
adipose tissue (BAT) and beige fat4–6, both of which are specia-
lized in the dissipation of energy in the form of heat. However,
the roles and the mechanisms of T cells in regulating adaptive
thermogenesis remains unclear.

Recently, there is some evidence suggesting that T cells may
also be involved in the regulation of adaptive thermogenesis7.
Adipose-resident γδ T cells, which are stimulated by cold expo-
sure, have been found to promote thermogenesis via secreting IL-
178. Another study has otherwise suggested that γδ Τ cells could
promote sympathetic innervation by driving the expression of
TGF-β1 in parenchymal cells via the IL-17 receptor C9. Besides,
CD8+ T cell deficiency has been shown to promote beige fat
development and energy expenditure10. On the other hand,
activation of sympathetic tone by cold exposure, β3AR agonist
CL316,243 treatment, or short-term high-fat diet (HFD) feeding
all induce regulatory T (Treg) cells in BAT while the loss of Treg
cells significantly suppresses BAT thermogenic capacity and
lipolytic function11. However, the mechanisms by which adipose-
resident T cells regulate energy homeostasis remain largely
unknown.

Mitochondria are considered as the bioenergetic, biosyn-
thetic, and signaling center that coordinates T cell fate deci-
sions and regulates T cell function12,13. Mitochondrial
homeostasis and function are regulated by many factors
including nuclear and mitochondrial encoded genes, stress and
hormone signaling pathways, transcription factors, and cha-
perone proteins14,15. Disulfide bond A oxidoreductase-like
protein (DsbA-L) is a chaperone protein initially found in the
matrix of rat liver mitochondria16. Liver-specific knockout of
DsbA-L impairs hepatic mitochondrial functions and exacer-
bates HFD-induced hepatosteatosis17. Consistent with a pro-
tective role of DsbA-L in mitochondrial function, fat-specific
knockout of DsbA-L promotes HFD-induced mitochondrial
DNA (mtDNA) release into the cytosol, leading to the activa-
tion of the cGAS-STING pathway and inflammatory
responses18,19. However, the role of DsbA-L in T cells remains
in its infancy.

In the current study, we show that HFD feeding greatly sup-
presses DsbA-L expression in T cells, which correlates with
reduced mitochondrial function in BAT-resident T cells. T cell-
specific knockout of DsbA-L downregulates T cell mitochondrial
function but protects mice from HFD-induced obesity and
metabolic dysfunction. Mechanistically, DsbA-L deficiency in
T cells decreases IFN-γ production, leading to enhanced protein
kinase A (PKA) signaling and increased thermogenic gene
expression, which contributes to increased BAT thermogenesis.
Taken together, our results identify DsbA-L as a critical regulator
of T cell mitochondrial function and cytokine production and
reveal a potential mechanism underlying the crosstalk between
BAT-resident T cells and adipocytes in the regulation of energy
homeostasis.

Results
HFD feeding downregulates T cell mitochondrial function in
BAT. To explore the link between energy homeostasis and T cell
function, we first examined the effect of over-nutrition on T cell
mitochondrial mass, a biomarker for T cell mitochondrial function.
HFD feeding significantly increased the mitochondrial mass of
CD4+ and CD8+ T cells in mouse BAT but not inguinal white
adipose tissue (iWAT) (Fig. 1a, b). To test whether the HFD-
induced increase in mitochondrial mass is caused by the accu-
mulation of impaired mitochondria, we used a combination of
Mito-Tracker Green with Mito-Tracker Red (stain of mitochon-
drial membrane potential (MMP)) or mitoSOX to distinguish
between respiring mitochondria and dysfunctional mitochondria20.
By flow cytometry analyses, we quantified dysfunctional mito-
chondria (mitoSOX-positive cells or MMP-low cells) (Fig. 1c) and
found that HFD feeding increased the mitochondrial defective
MMP-low cells in CD4+ T cells and to a lesser extent in CD8+

T cells of BAT (Fig. 1d), but increased MMP of T cells in iWAT
(Fig. 1e). These findings suggest that over-nutrition has a distinct
effect on T cell mitochondrial function in mouse BAT and iWAT.
Consistent with these findings, mitochondrial ROS levels, as
determined by mitoSOX fluorescence, were increased in both
CD4+ and CD8+ T cells in BAT but not in iWAT of HFD-fed
mice compared to control mice (Fig. 1f, g), demonstrating that
mitochondria in BAT-resident T cells are more sensitive to HFD
feeding-induced stress compared to those in iWAT-resident T cells.

DsbA-L is a critical regulator of T cell mitochondrial function.
Activation of the sympathetic nervous system (SNS) induces T
cell reprogramming, which has been shown to contribute to HFD
feeding-induced BAT thermogenesis11. However, how T cells play
a role in this thermogenic process remains unclear. There is some
evidence suggesting that SNS activation reduces T cell mito-
chondrial mass, MMP, and respiration function21. Interestingly,
we found that the expression of DsbA-L, a mitochondrial-
localized chaperone protein, was also significantly suppressed in
T cells by β3AR agonist CL316,243 treatment (Fig. 2a), suggesting
a potential role of DsbA-L in mitochondrial dysfunction induced
by HFD feeding.

We recently found that HFD feeding downregulates the
expression levels of DsbA-L in adipocytes and hepatocytes,
leading to impaired mitochondrial function in these cells17,18. To
determine whether downregulation of DsbA-L affects mitochon-
drial function in T cells, we generated T cell-specific DsbA-L
knockout mice (DsbA-LCD4-KO) by crossing DsbA-L floxed
mice17 with CD4-Cre mice. DsbA-L expression was specifically
suppressed in CD3+, CD4+, and CD8+ T cells as demonstrated
by both PCR and Western blot experiments (Supplementary
Fig. 1a, b). DsbA-L ablation led to reduced oxygen consumption
rates (OCR) in CD4+, CD8+, and CD3+ T cells (Fig. 2b and
Supplementary Fig. 1c), without affecting the extracellular
acidification rates (ECAR) (Supplementary Fig. 1d). DsbA-L
deficiency in T cells also ablated ATP production and
mitochondrial DNA content in both CD4+ and CD8+ T cells
(Fig. 2c, d), suggesting an essential role for DsbA-L in T cell
mitochondrial function. Furthermore, DsbA-L deficiency
enhanced T cell mitochondrial fission while reduced mitochon-
drial calcium levels upon TCR stimulation (Fig. 2e–g). Given that
fused mitochondrial is beneficial for oxidative phosphorylation
(OXPHOS)22 and that calcium influx is a critical regulator of
mitochondrial function23, these results further suggest that DsbA-
L deficiency decreased T cell OXPHOS and mitochondrial
function. DsbA-L deficiency in T cells had no significant
effect on thymocyte numbers (Supplementary Fig. 1e), frequen-
cies of CD4+ and CD8+ T cells in the spleen and thymus
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(Supplementary Fig. 1f), and thymic Treg development (Supple-
mentary Fig. 1g). In addition, there was no significant difference
in the percentages of naïve (CD62L+CD44Low) versus memory
(CD62L−CD44High) T cell population in the spleen of both
genotypes (Supplementary Fig. 1h). Taken together, these results
demonstrate that DsbA-L is a key regulator of mitochondrial
function in T cells, which are consistent with our previous
findings that DsbA-L regulates mitochondrial function in
adipocytes and hepatocytes17,18.

T cell-specific knockout of DsbA-L alleviates diet-induced
obesity and insulin resistance. To determine the potential role of

T cell-specific DsbA-L in adipose tissue function, DsbA-LCD4-KO

mice and control littermates were fed a normal chow diet (ND) or
an HFD for 12 weeks. Under ND feeding conditions, DsbA-LCD4-KO

mice displayed no significant difference in body weight
(Supplementary Fig. 2a), fat mass (Supplementary Fig. 2b), glucose
tolerance (Supplementary Fig. 2c), and insulin sensitivity (Supple-
mentary Fig. 2d) compared to their floxed control littermates.
However, after challenging with an HFD for 12 weeks, DsbA-LCD4-
KO mice displayed smaller body size (Fig. 3a), lower body weight
(Fig. 3b), and reduced-fat mass (Fig. 3c) compared with control
littermates. Consistent with these findings, the volumes (Fig. 3d) and
relative tissue weights (Fig. 3e) of BAT, iWAT, perirenal fat
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Fig. 1 HFD feeding downregulates T cell mitochondrial function in BAT. a, b Mitochondrial mass of T cells in BAT (a) and iWAT (b) from ND- and HFD-
fed mice was analyzed by Mito-Tracker Green staining (n= 4/group). c Gating strategies of mitoSOX-positive and MMPlow T cells in BAT and iWAT.
d, e MMP of T cells in BAT (d) and iWAT (e) from ND- and HFD-fed mice was analyzed by Mito-Tracker Green and Mito-Tracker Red staining. (n= 4/
group). f, g Mitochondrial ROS of T cells in BAT (f) and iWAT (g) from ND- and HFD-fed mice was analyzed by MitoSOX staining. (n= 4/group). Data
shown are representative of three independent experiments. All data are presented as mean ± SEM. Statistical values p < 0.05 (*), p < 0.01 (**), p < 0.001
(***) are determined by two-tailed unpaired Student’s t-test. Source data are provided as a Source Data File.
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(prWAT), and liver were significantly reduced in DsbA-LCD4-KO

mice compared with control littermates. In addition, the adipocyte
size of iWAT was smaller in DsbA-LCD4-KO mice compared with
those in control littermates (Fig. 3f, g). Although T cell-specific
knockout of DsbA-L had no significant effects on tissue volume and
adipocyte size of epididymal white adipose tissue (eWAT) (Fig. 3d-
g), the DsbA-LCD4-KO mice showed reduced inflammatory gene
expression in eWAT compared with control littermates (Supple-
mentary Fig. 3a). Notably, T cell-specific knockout of DsbA-L
markedly alleviated HFD-induced steatosis in the liver (Fig. 3d, f).
DsbA-LCD4-KO mice showed decreased fasting glucose levels and
were more glucose tolerant compared with control littermates
(Fig. 3h, i). While fasting insulin levels were not significantly dif-
ferent between DsbA-LCD4-KO mice and control littermates, T cell
DsbA-L deficiency significantly increased insulin sensitivity in mice
(Fig. 3j, k). Consistent with these findings, insulin-stimulated AKT
and GSK3β phosphorylation24 was enhanced in BAT, iWAT, and
eWAT of HFD-fed DsbA-LCD4-KO mice compared with control
littermates (Supplementary Fig. 3b–d). These results demonstrate
that DsbA-L deficiency-induced T cell mitochondrial dysfunction
has an important role in regulating whole-body energy homeostasis
in mice.

T cell-specific knockout of DsbA-L increases energy expendi-
ture and BAT thermogenic function. To elucidate the mechanism
by which DsbA-L deficiency in T cells alleviates diet-induced obesity,
we examined food intake, physical activity, intestinal absorption
function, and energy expenditure between DsbA-LCD4-KO mice and
floxed control littermates fed an HFD for 12 weeks. T cell-specific
knockout of DsbA-L had little effect on food intake (Supplementary
Fig. 3e), physical activity (Supplementary Fig. 3f), or respiratory
exchange ratio (RER) (Supplementary Fig. 3g) between the two
genotypes. The HFD-fed DsbA-LCD4-KO mice also showed com-
parable intestinal absorption function compared to control litter-
mates as determined by feces weights and total fecal calorie
(Supplementary Fig. 3h). Compared to control mice, the HFD-fed
DsbA-LCD4-KO mice showed a marked increase in UCP1 protein
levels and thermogenic gene expressions in BAT (Fig. 4a–c) as well as
a small increase in UCP1 protein and mRNA levels in iWAT (Fig. 4a,
c). To determine whether the increased BAT thermogenesis con-
tributes to the reduced obesity in DsbA-LCD4-KO mice, we examined
metabolic phenotypes in DsbA-LCD4-KO mice and control littermates
fed an HFD for just 5 weeks, a time point when DsbA-LCD4-KO mice
did not show any significant difference in body weight gain com-
pared to control littermates (Fig. 3b). Indirect calorimetry
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experiments showed that HFD feeding increased DIT and the
promoting effect was further enhanced in DsbA-LCD4-KO mice,
which displayed higher oxygen consumption and energy expenditure
(Fig. 4d, e and Supplementary Fig. 3i). No significant differences
in oxygen consumption and energy expenditure were observed
between DsbA-LCD4-KO mice and control littermates fed a ND
(Fig. 4e). Importantly, BAT and iWAT collected from HFD-fed
DsbA-LCD4-KO mice also showed elevated basal OCR (Fig. 4f),
suggesting that enhanced BAT and iWAT oxygen consumption may
contribute to the increased whole-body energy expenditure in the
DsbA-LCD4-KO mice. Consistent with these findings, the expression
of genes involved in mitochondrial biogenesis such as Aco2, Atp5a1,
and Sdhb as well as fatty acid oxidation such as Cpt1a, Cpt2, Mcad,
Acox1, and Ppara, were all increased in BAT, and to a less extent in

iWAT, of DsbA-LCD4-KO mice compared to the control littermates
(Fig. 4g). In addition, the protein levels of UCP1 and PGC1α were
significantly increased in BAT of DsbA-LCD4-KO mice compared to
control littermates (Fig. 4h). Consistent with these findings, the
mRNA levels of Ucp1, Ppargc1a, Prdm16, and Cidea were markedly
upregulated in the BAT of DsbA-LCD4-KO mice compared to the
control littermates (Fig. 4i). Increased expression of a beige marker
gene Tbx1 was also observed in the iWAT of DsbA-LCD4-KO mice
compared to the control littermates (Fig. 4i). Interestingly, the HFD-
fed DsbA-LCD4-KO mice displayed enhanced oxygen consumption
and energy expenditure under thermoneutral condition (30 °C)
(Fig. 4j, k and Supplementary Fig. 3j), under which condition mice
lack the thermal drive to activate brown or beige fat3. These results
indicated that DsbA-L deficiency in T cells affects the intrinsic
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Fig. 3 T cell-specific knockout of DsbA-L alleviates diet-induced obesity and insulin resistance. a Representative images of mice after a 12-week HFD
feeding regimen starting at 8 weeks of age. b Body weight gain of DsbA-LCD4-KO mice (n= 12) and control littermates (n= 7) during HFD feeding. c Body
composition of DsbA-LCD4-KO mice (n= 12) and control littermates (n= 7) fed an HFD for 12 weeks. d Representative images of fat pads and liver
collected from DsbA-LCD4-KO mice and control littermates fed an HFD for 12 weeks. e Relative tissue weights of HFD-fed DsbA-LCD4-KO mice (n= 12) and
control littermates (n= 7) fed an HFD for 12 weeks. f Representative H&E staining of eWAT, iWAT, BAT, and liver of DsbA-LCD4-KO mice and control
littermates fed an HFD for 12 weeks. Scale bars: 50 μm. g The average diameters of fat cells in DsbA-LCD4-KO mice and control littermates were analyzed
and quantified by the Image J software. h Fasting glucose levels in DsbA-LCD4-KO mice (n= 4) and control littermates (n= 5) fed an HFD for 12 weeks.
i Glucose tolerance test was performed in DsbA-LCD4-KO mice (n= 12) and control littermates (n= 7) fed an HFD for 12 weeks. j Fasting insulin levels in
DsbA-LCD4-KO mice (n= 4) and control littermates (n= 5) fed an HFD for 12 weeks. k Insulin tolerance test was performed in DsbA-LCD4-KO mice (n= 14)
and control littermates (n= 11) fed an HFD for 12 weeks. Data shown are representative of three independent experiments. All data are presented as mean
± SEM. Statistical values p < 0.05 (*), p < 0.01 (**), p < 0.001 (***) are determined by two-tailed unpaired Student’s t-test. Source data are provided as a
Source Data File.
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metabolic rate of the mice, which is consistent with the view that
animals exhibited DIT even at thermoneutrality3.

To determine whether T cell DsbA-L deficiency affects CIT in
mice, singly housed DsbA-LCD4-KO mice and control littermates
were kept at room temperature (25 °C) or cold temperature (6 °C)
under a 12-h light/12-h dark cycle for 6 days. Under these
conditions, comparable UCP1 protein expression levels were
observed in BAT and iWAT between DsbA-LCD4-KO mice and
control littermates (Supplementary Fig. 4a). Consistent with this
finding, T cell-specific knockout of DsbA-L had no significant

effect on the mRNA levels of thermogenic genes such as Ucp1,
Ppargc1α, and Tbx1, in BAT and iWAT of mice exposed to cold
(Supplementary Fig. 4b, c). Taken together, these findings
indicate that DsbA-L deficiency in T cells has a critical role in
the diet- but not cold-induced BAT thermogenesis in mice.

DsbA-L deficiency in T cells suppresses IFN-γ production
while promoting Treg cell accumulation. To determine the
mechanism by which adipose tissue-resident T cells regulate DIT,
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we first examined the phenotypes of T cells in adipose tissues of
DsbA-LCD4-KO mice and their control littermates fed an HFD for
12 weeks. Flow cytometry analyses of T cell subsets (Fig. 5a)
revealed that DsbA-L deficiency in T cells had little effect on
adipose-resident T cell populations, as demonstrated by similar
frequencies and total numbers of CD4+ and CD8+ T cells
between the DsbA-LCD4-KO mice and their control littermates
(Supplementary Fig. 5a, b). However, the frequencies and total
numbers of IFN-γ-producing Th1 cells and IFN-γ-producing
CD8+ T cells were significantly decreased in the BAT, and to a
lesser extent in iWAT and eWAT, of DsbA-LCD4-KO mice com-
pared to control mice (Supplementary Fig. 5c, d). On the other
hand, the DsbA-LCD4-KO mice showed a moderate increase in the
frequencies of Treg cells, but not Th2 cells, in the BAT when
compared with control littermates (Supplementary Fig. 5e, f).
These results suggest that DsbA-L deficiency induces repro-
gramming of T cells in adipose tissues after long-time over-
nutrition.

After HFD feeding for 5 weeks, the frequencies and total
numbers of IFN-γ-producing Th1 cells and IFN-γ-producing
CD8+ T cells were all significantly decreased in the BAT of
DsbA-LCD4-KO mice compared with control littermates (Fig. 5b,
c). DsbA-LCD4-KO mice also displayed decreased frequencies of
IFN-γ-producing Th1 cells in the iWAT, without affecting their
total numbers (Fig. 5b). However, DsbA-L deficiency had no
obvious effect on the frequencies and total numbers of Th2 cells
in adipose tissues (Fig. 5d). Interestingly, we found that both the
frequencies and total numbers of Treg cells, which are critical in
promoting adipose tissue thermogenic function11, were increased
in the BAT of DsbA-LCD4-KO mice compared with control
littermates (Fig. 5e). Nevertheless, there were no significant
differences in the frequencies and total numbers of γδ T cells,
eosinophils, and M2 macrophages, all of which have been
reported to regulate BAT thermogenic function5,8,11, between the
two genotypes (Supplementary Fig. 5g–k). Consistent with the
decrease of IFN-γ-producing T cells, a selective and significant
decrease in IFN-γ mRNA expression was observed in the stromal
vascular fractions (SVFs) of BAT from DsbA-LCD4-KO mice
compared with their control littermates fed an HFD for 5 weeks
(Fig. 5f). Decreased IFN-γ protein levels were also observed in
BAT but not in iWAT of DsbA-LCD4-KO mice compared to
control mice (Fig. 5g). No significant differences in circulating
IFN-γ levels were observed between the two genotypes of the
mice (Fig. 5h), suggesting a potential paracrine action of the IFN-
γ produced by adipose-resident T cells.

Despite a modest decrease in the frequencies of IFN-γ+Th1 cells
in the BAT of DsbA-LCD4-KO mice compared to control mice
under cold stimulation conditions, (Supplementary Fig. 6a–g),

much lower frequencies of IFN-γ+Th1 cells were found in BAT of
mice exposed to cold compared to mice fed an HFD (Fig. 5b,
Supplementary Figs. 5c, 6a). The mRNA levels of IFN-γ were
similar between the two genotypes in response to cold stimulation
(Supplementary Fig. 6h). These findings provide an explanation as
to why CIT was comparable between DsbA-LCD4-KO mice and
control littermates. Taken together, these findings suggest DsbA-L
deficiency affects the subsets of adipose-resident T cells differently,
which decreases the abundance of IFN-γ-producing Th1 and CD8+

T cells while increases the frequencies of Treg cells, especially in
BAT. The DsbA-L deficiency-induced reprogramming of T cells
may further contribute to altered metabolic phenotypes in mice
after HFD feeding.

IFN-γ inhibits thermogenic gene expression in brown adipo-
cytes. Increased Treg cells have been shown to promote ther-
mogenic gene expression in BAT and iWAT11. However, the role
of IFN-γ in the regulation of thermogenesis and energy expen-
diture remains elusive. Numerous studies have shown that IFN-γ
expression in iWAT is quite low under lean conditions while it is
greatly induced after HFD feeding25. However, whether HFD
feeding promotes IFN-γ expression in BAT remains unclear. To
address this question, we first examined UCP1 expression in mice
fed an ND or HFD for 2, 4, and 12 weeks. Consistent with pre-
vious findings26, HFD feeding increased the mRNA levels of
UCP1 in BAT (Supplementary Fig. 7a) but decreased its
expression in iWAT (Supplementary Fig. 7b). Interestingly, the
mRNA levels of IFN-γ were greatly decreased in the BAT of HFD
mice (Supplementary Fig. 7c). This negative association between
UCP1 and IFN-γ expression in the BAT of HFD-fed mice sug-
gests that IFN-γ may inhibit BAT thermogenesis.

To determine whether reduced IFN-γ levels contribute to
increased thermogenic gene expression in BAT of the DsbA-
LCD4-KO mice, we treated primary brown adipocytes with
conditioned medium (CM) collected from explant cultured
BAT of HFD-fed DsbA-LCD4-KO mice and control littermates.
Primary brown adipocytes treated with CM of BAT explant from
HFD-fed DsbA-LCD4-KO mice, which showed a significant
decrease in IFN-γ levels compared to that from HFD-fed control
mice (Fig. 6a), led to a noticeable higher UCP1 expression in cells
compared to those treated with CM from HFD-fed control
littermates (Fig. 6b, c). Notably, the increased thermogenic gene
expression can be reversed by the addition of IFN-γ to the CM
(Fig. 6b, c), suggesting an inhibitory role of IFN-γ in thermogenic
gene expression in BAT.

To further dissect the mechanism by which IFN-γ suppresses
thermogenesis, we examined the activation of the β3AR signaling
pathway, which is known to be responsible for both CIT and

Fig. 4 T cell-specific knockout of DsbA-L increases energy expenditure and BAT thermogenic function. a UCP1 expression in BAT and iWAT of DsbA-
LCD4-KO mice (n= 7) and control littermates (n= 5) fed an HFD for 12 weeks. b Immunohistochemical staining of UCP1 in BAT of DsbA-LCD4-KO mice and
control littermates fed an HFD for 12 weeks. Scale bars: 50 μm. c Thermogenic gene expression in BAT and iWAT of DsbA-LCD4-KO mice (n= 7) and
control littermates (n= 4) fed an HFD for 12 weeks. d The oxygen consumption of DsbA-LCD4-KO mice (n= 8) and control littermates (n= 7) fed an HFD
for 5 weeks was measured. e The average of oxygen consumption and energy expenditure between DsbA-LCD4-KO mice and control littermates fed an ND
(n= 4/group) or HFD (n= 7–8/group) for 5 weeks. f The basal OCR of BAT (n= 5/group) and iWAT (n= 4/group) collected from DsbA-LCD4-KO mice
and control littermates fed an HFD for 5 weeks. g mRNA levels of genes involved in mitochondrial and fatty acid metabolism in the BAT (n= 4–5/group)
and iWAT (n= 3–4/group) of DsbA-LCD4-KO mice and control littermates fed an HFD for 5 weeks. hWestern blot analyses of UCP1 and PGC1α in the BAT
collected from DsbA-LCD4-KO mice (n= 6) and control littermates (n= 5) fed an HFD for 5 weeks. imRNA levels of genes involved in thermogenesis in the
BAT (n= 4–5/group) and iWAT (n= 4/group) of DsbA-LCD4-KO mice and control littermates fed an HFD for 5 weeks. j The oxygen consumption of
DsbA-LCD4-KO mice (n= 5) and control littermates (n= 4), which were fed an HFD for 5 weeks and then tested under thermoneutral conditions (30 °C).
k The average of oxygen consumption and energy expenditure between DsbA-LCD4-KO mice (n= 5) and control littermates (n= 4) which were fed an HFD
for 5 weeks and then tested under thermoneutral conditions (30 °C). Data shown are representative of three independent experiments. All data are
presented as mean ± SEM. Statistical values p < 0.05 (*), p < 0.01 (**), p < 0.001 (***) are determined by two-tailed unpaired Student’s t-test (a (right
panel), c, f, g, h (right panel), i or ANCOVA test (e, k)). Source data are provided as a Source Data File.

NATURE COMMUNICATIONS | https://doi.org/10.1038/s41467-020-20665-4 ARTICLE

NATURE COMMUNICATIONS |          (2021) 12:326 | https://doi.org/10.1038/s41467-020-20665-4 | www.nature.com/naturecommunications 7

www.nature.com/naturecommunications
www.nature.com/naturecommunications


DIT3. The expression of tyrosine hydroxylase (TH), a rate-
limiting enzyme in the synthesis of catecholamines, and β3AR in
BAT were similar between DsbA-LCD4-KO mice and control
littermates after HFD feeding for 5 weeks (Fig. 6d), suggesting
that DsbA-L in T cells may regulate thermogenesis by targeting

signaling components downstream of β3AR. Consistent with this,
IFN-γ treatment significantly suppressed the β3AR agonist
CL316,243-induced thermogenic gene expression in primary
brown adipocytes (Fig. 6e). Based on the finding that PKA
activation is critical for UCP1 expression in BAT27, we checked
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Fig. 5 DsbA-L deficiency in T cells suppresses IFN-γ production while promoting Treg cell accumulation. DsbA-LCD4-KO mice and control littermates
were fed an HFD for 5 weeks. a Gating strategies of T cell subsets in adipose tissues. b Representative FACS plots of CD4+IFN-γ+ Th1 cells (left panel) and
quantification of the frequencies and total numbers of CD4+IFN-γ+ Th1 cells (right panel). (n= 4/group). c Representative FACS plots of CD8+IFN-γ+

T cells (left panel) and quantification of the frequencies and total numbers of CD8+IFN-γ+ T cells (right panel). (n= 4/group). d, e Quantification of the
frequencies and total numbers of Th2 cells (d) and Treg cells (e). (n= 4/group). f mRNA levels of T cell-associated cytokines in the SVF of BAT. (n= 5/
group). g Protein levels of IFN-γ in the BAT and iWAT. (n= 4/group). h Protein levels of IFN-γ in the serum of DsbA-LCD4-KO mice (n= 10) and control
littermates (n= 12). Data shown are representative of three independent experiments. All data are presented as mean ± SEM. Statistical values p < 0.05 (*),
p < 0.01 (**), p < 0.001 (***) are determined by two-tailed unpaired Student’s t-test. Source data are provided as a Source Data File.
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PKA signaling in primary brown adipocytes treated with or
without IFN-γ. IFN-γ treatment greatly suppressed the phos-
phorylation of PKA substrates and cAMP-response element-
binding protein (CREB) at Ser133, a direct PKA-mediated
phosphorylation site28, in a dose-dependent manner (Fig. 6f).
In agreement with the finding that IFN-γ suppresses cAMP
accumulation in microglia and astrocytes29, we found that IFN-γ
treatment significantly decreased CL316, 243-induced cAMP
levels in differentiated brown adipocytes30 (Fig. 6g). Moreover,
IFN-γ treatment markedly increased the mRNA expression of
phosphodiesterase-4D (PDE4D), a predominant phosphodiester-
ase found in adipose tissue31, but not the mRNA expression of
PDE4B or PDE4A in the CL316,243-treated cells (Fig. 6h). To
determine whether IFN-γ suppresses cAMP levels by activating
PDE4D, we treated differentiated brown adipocytes with IFN-γ in
the presence or absence of rolipram, a selective inhibitor of PDE4.
Rolipram treatment reversed the inhibitory effect of IFN-γ on
thermogenic gene expression (Fig. 6i), further confirming the role
of PDE4D in IFN-γ-induced inhibition of thermogenic gene
expression.

Administration of IFN-γ reverses the enhanced BAT thermo-
genesis in HFD-fed DsbA-LCD4-KO mice. Due to technical
constraints, we were unable to upregulate IFN-γ production only
in T cells of the DsbA-LCD4-KO mice. It is well known that
Th1 cells and CD8+ T cells are the main contributors of IFN-γ
production in vivo32, therefore, to determine the in vivo role of T
cell-produced IFN-γ in whole-body energy expenditure, we
injected recombinant IFN-γ protein into wild-type mice fed an
HFD for 5 weeks as illustrated (Fig. 7a). IFN-γ injection had no
obvious effect on body weight, fat mass composition, food intake,
and physical activity (Supplementary Fig. 8a–c). However, by
ANCOVA analyses, we found oxygen consumption was sig-
nificantly reduced in IFN-γ-treated mice compared to vehicle-
treated mice (Fig. 7b–d), indicating an inhibitory role of IFN-γ in
energy expenditure in vivo. To determine whether the enhanced
BAT thermogenesis in DsbA-LCD4-KO mice could be reversed by
IFN-γ, we injected IFN-γ into DsbA-LCD4-KO mice and control
littermates fed an HFD for 5 weeks. IFN-γ injection significantly
suppressed OCR in both the floxed control mice and the DsbA-
LCD4-KO mice (Fig. 7e). IFN-γ injection also significantly reduced
the protein levels of UCP1 and other thermogenic gene expres-
sion in the BAT of DsbA-LCD4-KO mice (Fig. 7f, g). Consistently,
treating mice with recombinant IFN-γ increased PDE4D mRNA
levels and subsequently reduced cAMP levels in BAT of DsbA-
LCD4-KO mice (Fig. 7h, i). Taken together, these results further
demonstrate the critical role of IFN-γ in the negative regulation of
BAT thermogenic function.

Discussion
The major function of adipose tissue is its inherent capacity to act
as energy storage and/or energy dissipation site. Adipose tissue is
heterogeneous and its function is dynamically regulated by
communications between adipocytes and other cell types within
the tissue, such as T cells33. Cumulative evidence suggests that
adipose-resident CD4+ and CD8+ T cells are involved in over
nutrition-induced inflammation34–38. However, the roles and
mechanisms of T cells in regulating energy expenditure remain
largely unclear. In the current study, we have identified DsbA-L
as a critical regulator of T cell mitochondrial function and its
deficiency modulates the role of T cells in the regulation of BAT
thermogenesis. T cell-specific knockout of DsbA-L in mice
decreased IFN-γ-producing Th1 and CD8+ T cells in BAT,
leading to decreased PDE4D expression, elevated cAMP/PKA
signaling, and consequently increased UCP1 expression (Fig. 7j).

Our study identifies T cells as a key regulator of BAT function
and provides insights into the mechanism by which BAT reg-
ulates thermogenesis in response to environmental changes.

BAT has been shown to contain a unique immunological
compartment that is important for physiologic responses to
thermogenesis39,40. However, the mechanisms regulating the
crosstalk between immune cells and adipocytes in BAT remain
largely unclear. In the current study, we showed that UCP1
expression in BAT was inhibited by T cell-produced IFN-γ, which
suppressed the cAMP-PKA signaling pathway via a PDE4D-
dependent mechanism (Fig. 6b, c, g, h). Our results are consistent
with the previous finding that repression of IFN-γ signaling
contributes to the browning of adipose tissue10,41. We also
showed that IFN-γ administration reversed the enhanced OCR in
BAT of DsbA-LCD4-KO mice (Fig.7e). However, the exact
mechanism by which DsbA-L deficiency downregulates IFN-γ
levels in T cells remains unknown. It is reported that inhibition of
the electron transport chain complex significantly reduces IFN-γ
production42. Given that DsbA-L deficiency dysregulated mito-
chondrial function (Fig. 2), it is thus possible that DsbA-L defi-
ciency reduces IFN-γ production in T cells via a mitochondria-
dependent mechanism. We also found that DsbA-L deficiency
increased Treg cell accumulation in the BAT of HFD-fed
mice (Fig. 5e). Treg cells have recently been shown to regulate
diet-induced BAT thermogenesis upon short-term HFD feed-
ing11. Thus, it is also possible that DsbA-L deficiency in
T cells may stimulate diet-induced BAT adaptive thermogenesis
and energy expenditure by inhibiting IFN-γ production and
by promoting Treg cell accumulation. While the precise
mechanism by which DsbA-L deficiency increases Treg expan-
sion remains unknown, there is some evidence showing that IFN-
γ negatively regulates Treg differentiation and accumulation43–45.
Thus, DsbA-L deficiency may increase Treg cells by reducing
IFN-γ levels. Further studies are necessary to validate these
possibilities.

The term “diet-induced thermogenesis”, which is used rather
vaguely, is initially used to describe marked but transient increase
in post-prandial energy dissipation, which comprises of energy
required for the processing, transport, and storage of nutrients
from the meal and a facultative component of heat energy46,47.
Given that T cell DsbA-L deficiency affects HFD- but not ND-
induced thermogenic gene expression and energy expenditure, we
postulate that T cells regulate a diet-induced adaptive thermo-
genic response, or the so-called “diet-adaptation-recruited
norepinephrine-induced thermogenesis”3,48,49, rather than the
acute diet-induced thermogenic responses. The immune system
has been proposed to be tightly associated with DIT from an
evolutionary perspective and the immune-regulation of DIT leads
to better host survival outcomes potentially by limiting the
otherwise uncontrolled expansion of the Firmicutes population50.
Consistent with this view, a recent study has showed that Treg
cells, which are efficient in suppressing effector T cell immune
function, were greatly induced by β3AR signaling following short-
term HFD feeding and contributed to DIT11. In our study, we
found that decreased T cell immune responses, manifested by
decreased IFN-γ production, promoted diet-induced BAT adap-
tive thermogenesis in DsbA-LCD4-KO mice, further supporting the
concept that compromised T cell immune function could
facilitate DIT.

In this study, we observed that T cell-specific knockout of
DsbA-L promoted oxygen consumption and energy expenditure
in HFD-fed mice under both room temperatures and thermo-
neutral conditions (Fig. 4j, k) but had no significant effect on
cold-induced thermogenic gene expression (Supplementary
Fig. 4a–c). A possible explanation for the specific effect of DsbA-L
on DIT but not CIT maybe that cold exposure significantly
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decreased IFN-γ expression in BAT of control mice, which is
consistent with previous studies showing that cold exposure
suppresses immune responses in adipose tissue51–53. However,
cold exposure did not further inhibit IFN-γ expression in BAT of
DsbA-LCD4-KO mice (Supplementary Fig. 6h), probably because
IFN-γ expression was already reduced to its basal level in BAT of
the mice. The similarly low levels of IFN-γ in the BAT of cold-
exposed control mice and DsbA-LCD4-KO mice may explain why
cold exposure-induced thermogenesis was comparable between
DsbA-LCD4-KO mice and control littermates. Another possible
explanation may be that the stimulatory effect of cold on BAT
thermogenesis is much more pronounced than HFD feeding.
Thus, it may mask the promoting effects of IFN-γ reduction on
thermogenesis in DsbA-LCD4-KO mice.

We found that the serum levels of IFN-γ were similar between
HFD-fed DsbA-LCD4-KO mice and control littermates (Fig. 5h),
though DsbA-LCD4-KO mice showed an enhanced energy
expenditure (Fig. 4e). Unlike acute infectious disease-induced
strong systemic inflammation, which causes a significant increase
in serum IFN-γ levels54, HFD feeding has been shown to induce a
low-grade inflammation state in mice that has little effect on
serum IFN-γ levels55–57. In addition, BAT-resident T cells
account for only a small proportion of T cells in the whole body,
and other IFN-γ-producing cells, such as NK cells, could also
contribute to the serum IFN-γ levels. We believe that inflam-
mation in BAT of HFD-fed mice is of low-grade and tissue-
restricted, which will affect the thermogenic function of BAT but
do not cause strong inflammatory changes throughout the body.
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In summary, we have identified T cell-specific DsbA-L as a
critical regulator of T cell mitochondrial function and whole-body
energy homeostasis. T cell-specific knockout of DsbA-L markedly
decreases IFN-γ production but promotes Treg accumulation,
thus facilitating diet-induced BAT thermogenesis and alleviating
obesity. Our study proposes a critical mechanism underlying the
immune-regulation of metabolic homeostasis and suggests that
targeting adipose tissue-resident T cells may have therapeutic
potential for the treatment of diet-induced obesity and its asso-
ciated metabolic diseases.

Methods
Mice and cell line. T cell-specific DsbA-L knockout mice (DsbA-LCD4-KO) were
generated by crossing DsbA-L floxed mice (DsbA-Lf/f)17 with CD4-Cre mice
(Jackson Laboratory; Cat No. 017336). DsbA-LCD4-KO mice lack DsbA-L in both
CD4+ and CD8+ T cells due to the DsbA-L gene deletion in the CD4+CD8+

double-positive stage during thymic maturation. CD3+ T cells are mainly com-
posed of CD4+ T cells and CD8+ T cells, so DsbA-L deletion can also be detected
in isolated CD3+ T cells. Mice were kept in a specific pathogen-free animal facility
at (23 ± 1)°C, 50–60% relative humidity, and a 12-h light/dark cycle. Mice had free
access to food and water and fed ad libitum either an ND or an HFD (60% fat;
Research Diets, New Brunswick, NJ). All animal studies were performed under a
protocol approved by the Central South University Animal Care and Use Com-
mittee and in compliance with all relevant ethical regulations for animal testing and
research. The brown adipocyte cell line BFC was a generous gift from Dr. Jiandie
Lin (Univ. of Michigan)30.

IFN-γ secretion from adipose tissue ex vivo. Explant cultures of adipose tissue
were performed as described previously58. Briefly, eWAT, iWAT, and brown
adipose tissue (BAT) were dissected from HFD-fed DsbA-LCD4-KO mice and their
control littermates. Adipose tissues (about 100 mg) were then weighed, minced,
and placed into 6-well tissue culture dishes with either T cell activation medium
(1640 medium containing 10% FBS, L-Glutamine (1 mM), β-Mercaptoethanol (50
μM)), and a submaximal dose of PMA (5 ng/ml), and ionomycin (75 ng/ml).
Conditioned medium (CM) was collected 24 h post-treatment. IFNγ levels were
determined using the ELISA kit (Biolegend, San Diego, USA).

Tissue homogenization protocol for ELISA. Tissue homogenization experiments
were performed according to the protocol as described10. Briefly, adipose tissue
(0.05 g) was homogenized in 200 μl cold HBSS supplemented with proteinase
inhibitors. After centrifugation at 400×g for 15 min at 4 °C, IFN-γlevels in the
supernatant of the tissue homogenates were measured by ELISA.

Cold exposure studies. Male DsbA-LCD4-KO mice and their floxed littermates (8-
week old) were individually or doubly housed at 6 °C in a non-bedded cage with
access to food and water. At the end of the experiment, mice were sacrificed and fat
tissue was isolated for gene and protein expression analyses.

Glucose tolerance test (GTT) and insulin tolerance test (ITT). Male DsbA-
LCD4-KO mice and their floxed littermates at 8 weeks of age were fed a ND or a 60%
HFD (Research Diets Inc; USA) for 12 weeks. For glucose tolerance tests (GTTs),
mice were fasted overnight and challenged with an intraperitoneal injection of
glucose (2 g/kg). For insulin tolerance tests (ITTs), mice were fasted for 6 h, fol-
lowed by an intraperitoneal injection of insulin (0.75 U/kg). Blood glucose levels
were monitored using the ACCU-CHEK active glucometer (Roche).

Flow cytometry analysis and ELISA. Mouse SVFs were firstly isolated as pre-
viously described59. Briefly, adipose tissue was carefully excised, minced, and
digested with 1.5 g/l type 2 collagenase (Sigma-Aldrich) for 25 min at 37 °C, with
shaking. Digested cells were filtered with a 100 μm nylon screen, washed, and
centrifuged for 5 min to pellet the SVFs from floating mature adipocytes.

To detect the expression of surface molecules, splenocytes and SVFs were first
incubated with an anti-Fc receptor (Biolegend, San Diego, CA) to reduce
nonspecific binding of antibodies, followed by incubation with the indicated
antibodies for 20–30 min at 4 °C. For analysis of transcription factor expression,
surface labeled cells were fixed, permeabilized, and stained with indicated
antibodies for 40–50 min at 4 °C with Transcription Factor Buffer Set (BD
Biosciences, San Jose, CA) according to the manufacturer’s instructions. For
analysis of intracellular IFN-γ, cells were stimulated with PMA (50 ng/ml;
Beyotime, Shanghai, China) and ionomycin (750 ng/ml; Millipore, Darmstadt,
Germany) for 6 h with the addition of Brefeldin A (10 μg/ml; Beyotime, Shanghai,
China). Cells were harvested, washed, fixed, permeabilized with the Fixation/
Permeabilization Solution Kit (BD Biosciences, San Jose, USA), and stained with
the APC-IFN-γ antibody. Appropriate fluorescein-conjugated, isotype-matched,
irrelevant mAbs were used as negative controls. Cells were collected on a BD Canto
II using the BD FACS Diva software (BD Biosciences, San Jose, USA). Commercial

antibodies used in this study including FVS520, APC-Cy7-CD45, Percp-CD4,
APC-CD62L, PE-Cy7-CD44, Alexa fluor 647-GATA3, FITC-γδ TCR (BD
Biosciences, San Jose, USA), and Zombie NIR, PE-Cy7-CD45, PE-CD3, PE-CD4,
PE-Cy7-CD8, PE-CD8, PE-CD25, APC-CD8, APC-IFN-γ, Alexa fluor 647-Foxp3,
Percp-Cy5.5-CD11b, APC-F4/80, FITC-CD206 (Biolegend, San Diego, USA), and
PE-Siglec-F, Alexa fluor 647-Foxp3, FITC-γδTCR (ebioscience, CA, USA). All
antibodies were diluted according to the manual from the manufacturer’s website.
Dead cells and doublets were removed by dead-cell dye staining (FVS520 or
Zombie NIR) and FSC-A/FSC-H gating, respectively. Data were analyzed by
FlowJo V10 (BD Biosciences, San Jose, USA).

IFN-γ and IL-4 protein levels were determined using IFN-γ and IL-4 ELISA
MAX Deluxe Sets (Biolegend, San Diego, CA), respectively.

Mitochondrial function assays. For mitochondrial mass, mitochondrial mem-
brane potential, and mitochondrial ROS measurements, mouse SVFs collected
from BAT and iWAT Tregs were incubated with 100 nM Mito-Tracker Green,
100 nM Mito-Tracker Red, and 5 uM mitoSOX (Life Technologies, Carlsbad,
USA), respectively, at 37 °C for 15–30 min and then analyzed by flow cytometry.
A combination of Mito-Tracker Green (mitochondrial membrane potential-inde-
pendent) with Mito-Tracker Red (mitochondrial membrane potential-dependent)
was used to distinguish between respiring mitochondria and dysfunctional
mitochondria20.

OCR and ECAR were measured using the XF24 extracellular flux analyzer
(Seahorse Bioscience, Billerica, USA), as described60. Approximately 5 × 105 T cells
per well were used for seahorse analyses. T cells were attached to XF24 plates using
Cell-Tak (Corning, Bedford, USA) and measured in XF media (non-buffered RPMI
1640 containing 25 mM glucose, 2 mM L-glutamine, and 2 mM sodium pyruvate).
Basal mitochondrial respiration was measured in untreated cells. The cells were
further treated with 0.25 μM oligomycin, 1.5 μM carbonyl cyanide
trifluoromethoxy phenylhydrazone (FCCP), and 0.1 μM rotenone, and 1 μM
antimycin A. All of the reagents were from Sigma-Aldrich, USA. Results of OCR
and ECAR were normalized to protein content. Each measurement was repeated
4–6 times to achieve consistent and reliable results.

For tissue measurement, studies were carried out as described61. Briefly, adipose
tissues were collected from HFD-fed DsbA-LCD4-KO and their floxed littermates.
Tissues were rinsed with unbuffered KHB medium containing 111 mM NaCl, 4.7
mM KCl, 2 mMMgSO4, 1.2 mM Na2HPO4, 0.5 mM carnitine, and 2.5 mM glucose,
and then cut into pieces (~8 mg). After extensive rinsing, each piece of the tissue
was placed in a single well of the Islet Flux plate (Seahorse Bioscience, Billerica,
USA) and covered with a customized screen that allows for free perfusion while
minimizing tissue movement, followed by the addition of 500 μl of KHB buffer.
The basal OCR of each animal was measured with three independent pieces and
results were normalized to tissue weight.

Mitochondrial calcium measurement. T cells grown on cell culture dishes coated
with Cell-Tak (Corning, Bedford, USA) were loaded with 2.5 μM mitochondrial
calcium indicator Rhod2 (Invitrogen, Carlsbad, USA) for 30 min at 37 °C. Dye-
loaded T cells were rinsed with PBS (containing 2% FBS) twice, and then incubated
with hamster anti-mouse CD3 antibody (Biosciences, San Jose, USA) at room
temperature for 30 min. Rhod2 baseline fluorescence was measured by Zeiss
lsm780 confocal microscope system (Zeiss, Oberkochen, Germany) and cell acti-
vation was initiated by cross-linking with the secondary anti-hamster antibody
(Biolegend, San Diego, USA). Rhod2 fluorescence has been acquired at 568 nm
excitation for up to 10 min.

Quantitative real-time PCR (qPCR). Mouse tissues were snap-frozen in liquid
nitrogen and stored at −80 °C until use. Total RNAs were extracted using the
TRIzol Reagent (Life Technologies, Carlsbad, USA) following the manufacturer’s
instructions. mRNAs were reverse-transcribed and amplified using a 7900HT Real-
Time PCR System (Applied Biosystem, USA). The primer sequences for the genes
are shown in Supplementary Table 1.

Western blots. Western blots were performed using antibodies to p-PKA sub-
strate, p-CREB, total-CREB, p-DRP1, total-DRP1, p-GSK3β, total-GSK3β (Cell
Signaling, Danvers, USA), UCP1, ERK1/2, Actin (Sigma, St. Louis, MO), PGC1α
(Abcam, Cambridge, UK), OPA-1, MFN2 (Proteintech, Rosemont, USA), and
home-made antibodies against DsbA-L. Quantification of Western blot results was
conducted using NIH Image J software (National Institutes of Health, Bethesda,
Md, USA).

Isolation of T cells. CD3+ and CD8+ T cells were isolated from the spleen by
staining with PE-CD3 antibody (Biolegend, San Diego, USA) and PE-CD8 anti-
body (Biolegend, San Diego, USA), respectively, for 20 min in the dark in a
refrigerator. Cells were washed and then incubated with anti-PE microbeads
(Miltenyi, Auburn, USA). After washing, CD3+ and CD8+ T cells were finally
isolated by using the magnetic beads separation system (Miltenyi, Auburn, USA).
CD4+ T cells were also isolated from the spleen by magnetic beads separation
system using a mouse CD4+ T cell isolation kit (Miltenyi, Auburn, USA) as pre-
viously described62.
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H&E and immunohistochemical staining. H&E and immunohistochemical
staining were performed as described59.

Bodyweight, body composition, food intake, and gut absorption measure-
ment. Mouse body weight was monitored weekly. Mouse body composition was
determined by using the Minispec Body Composition Analyzer LF50 (Bruker,
Germany). Food intake and feces production were measured from individually
housed mouse every day for 4 days. The feces were dried and ground to a fine
powder before subjecting them to an oxygen bomb calorimeter (IKA, Germany)
according to the manufacturer’s instructions. Calorie excretion was calculated by
multiplying the produced feces with the calories content per gram of feces.

Comprehensive lab animal monitoring system. Indirect calorimetry experiments
were performed with a Comprehensive Lab Animal Monitoring System (CLAMS,
Columbus Instruments, USA). Mice were fed ad libitum and housed in the CLAMS
and maintained at either sub-thermoneutrality (22 °C) or thermoneutrality (30 °C)
conditions for 3 days, respectively. For each experimental condition, metabolic
variables were adjusted for differences in body composition by ANCOVA in the R
programming language with a custom package for indirect calorimetry experiments
(CalR).

IFN-γ administration. For IFN-γ-induced suppressing effects on BAT adaptive
thermogenesis, DsbA-LCD4-KO mice and control littermates were fed an HFD for
4 weeks before intraperitoneal injection with PBS (vehicle) or IFN-γ (100 μg/kg,
PeproTech, Cranbury, USA) every other day for the 5th week. Mice were collected
after a total of 5 weeks of HFD feeding.

Mitochondrial dynamics. T cells adhered to microscopic imaging chambers
coated with cell-tak (Corning, Bedford, USA). Cells were stained for 30 min at
37 °C with 100 nM Mito-Tracker Green (Beyotime, Shanghai, China) and 10 μg/ml
Hoechst 33342 (Beyotime, Shanghai, China) for nuclear staining. For imaging
analysis, cells were rinsed with DPBS and resuspended. Mitochondrial morphology
was determined by confocal microscopy (Zeiss, Oberkochen, Germany) immedi-
ately. Images of several fields were taken for each treatment group.

Statistics. Independent experiments were repeated at least three times, and the
data are presented as mean ± SEM. Unless otherwise indicated in the figure
legends, statistical significance was determined with unpaired, two-tailed Student’s
t-test or ANOVA test for multiple comparisons with Tukey’s test for post-hoc
corrections. The Analysis of Covariance (ANCOVA) test was performed to analyze
differences in oxygen consumption (VO2) between the control and experimental
groups while statistically controlling for the effects of covariate lean mass. Statistical
significance is indicated as ns, not significant, *p < 0.05, **p < 0.01, ***p < 0.001.
All statistical analysis was performed using the Prism 8.0 software (Graphpad, San
Diego, CA).

Reporting summary. Further information on research design is available in the Nature
Research Reporting Summary linked to this article.

Data availability
The data that support the findings of this study are available from the corresponding
author upon reasonable request. Source data are provided with this paper.

Received: 13 March 2020; Accepted: 10 December 2020;

References
1. Redinger, R. N. Fat storage and the biology of energy expenditure. Transl. Res.

154, 52–60 (2009).
2. Bachman, E. S. et al. betaAR signaling required for diet-induced

thermogenesis and obesity resistance. Science 297, 843–845 (2002).
3. Feldmann, H. M., Golozoubova, V., Cannon, B. & Nedergaard, J. UCP1

ablation induces obesity and abolishes diet-induced thermogenesis in mice
exempt from thermal stress by living at thermoneutrality. Cell Metab. 9,
203–209 (2009).

4. Qiu, Y. et al. Eosinophils and type 2 cytokine signaling in macrophages
orchestrate development of functional beige fat. Cell 157, 1292–1308 (2014).

5. Nussbaum, J. C. et al. Type 2 innate lymphoid cells control eosinophil
homeostasis. Nature 502, 245–248 (2013).

6. Lynch, L. et al. iNKT cells induce FGF21 for thermogenesis and are
required for maximal weight loss in GLP1 therapy. Cell Metab. 24, 510–519
(2016).

7. Zhou, H. & Liu, F. Regulation, communication, and functional roles of adipose
tissue-resident CD4+ T cells in the control of metabolic homeostasis. Front.
Immunol. 9, 1961 (2018).

8. Kohlgruber, A. C. et al. γδ T cells producing interleukin-17A regulate adipose
regulatory T cell homeostasis and thermogenesis. Nat. Immunol. 19, 464–474
(2018).

9. Hu, B. et al. Gammadelta T cells and adipocyte IL-17RC control fat
innervation and thermogenesis. Nature 578, 610–614 (2020).

10. Moysidou, M. et al. CD8+ T cells in beige adipogenesis and energy
homeostasis. JCI Insight 3, e95456 (2018).

11. Kalin, S. et al. A Stat6/Pten axis links regulatory T cells with adipose tissue
function. Cell Metab. 26, 475–492 e477 (2017).

12. Nie, P., Ding, L. & Sousa-Poza, A. Decomposing adult obesity trends in China
(1991-2011). Econ. Hum. Biol. 34, 5–15 (2019).

13. Bradley, C. A. Obesity: specialized macrophages contribute to obesity. Nat.
Rev. Endocrinol. 13, 690 (2017).

14. Orihuela, R., McPherson, C. A. & Harry, G. J. Microglial M1/M2 polarization
and metabolic states. Br. J. Pharm. 173, 649–665 (2016).

15. Tan, V. P. & Miyamoto, S. HK2/hexokinase-II integrates glycolysis and
autophagy to confer cellular protection. Autophagy 11, 963–964 (2015).

16. Harris, J. M., Meyer, D. J., Coles, B. & Ketterer, B. A novel glutathione
transferase (13-13) isolated from the matrix of rat liver mitochondria having
structural similarity to class theta enzymes. Biochem. J. 278, 137–141 (1991).
(Pt 1).

17. Chen, H. et al. Hepatic DsbA-L protects mice from diet-induced
hepatosteatosis and insulin resistance. FASEB J. 31, 2314–2326 (2017).

18. Bai, J. et al. DsbA-L prevents obesity-induced inflammation and insulin
resistance by suppressing the mtDNA release-activated cGAS-cGAMP-STING
pathway. Proc. Natl Acad. Sci. USA 114, 12196–12201 (2017).

19. Bai, J. & Liu, F. The cGAS-cGAMP-STING pathway: a molecular link between
immunity and metabolism. Diabetes 68, 1099–1108 (2019).

20. Ip, W. K. E., Hoshi, N., Shouval, D. S., Snapper, S. & Medzhitov, R. Anti-
inflammatory effect of IL-10 mediated by metabolic reprogramming of
macrophages. Science 356, 513–519 (2017).

21. Qiao, G. et al. β-Adrenergic signaling blocks murine CD8+ T-cell metabolic
reprogramming during activation: a mechanism for immunosuppression by
adrenergic stress. Cancer Immunol. Immunother. 68, 11–22 (2019).

22. Buck, M. D. et al. Mitochondrial dynamics controls T cell fate through
metabolic programming. Cell 166, 63–76 (2016).

23. Kaufmann, U. et al. Calcium signaling controls pathogenic Th17 cell-mediated
inflammation by regulating mitochondrial function. Cell Metab. 29,
1104–1118 e1106 (2019).

24. Tubbs, E. et al. Disruption of mitochondria-associated endoplasmic reticulum
membrane (MAM) integrity contributes to muscle insulin resistance in mice
and humans. Diabetes 67, 636–650 (2018).

25. Winer, S. et al. Normalization of obesity-associated insulin resistance through
immunotherapy. Nat. Med. 15, 921–929 (2009).

26. Ding, X. et al. IL-33-driven ILC2/eosinophil axis in fat is induced by
sympathetic tone and suppressed by obesity. J. Endocrinol. 231, 35–48 (2016).

27. Harms, M. & Seale, P. Brown and beige fat: development, function and
therapeutic potential. Nat. Med. 19, 1252–1263 (2013).

28. Cao, W., Medvedev, A. V., Daniel, K. W. & Collins, S. β-adrenergic activation
of p38 MAP kinase in adipocytes. J. Biol. Chem. 276, 27077–27082 (2001).

29. Patrizio, M., Costa, T. & Levi, G. Interferon-gamma and lipopolysaccharide
reduce cAMP responses in cultured glial cells: reversal by a type IV
phosphodiesterase inhibitor. Glia 14, 94–100 (1995).

30. Uldry, M. et al. Complementary action of the PGC-1 coactivators in
mitochondrial biogenesis and brown fat differentiation. Cell Metab. 3,
333–341 (2006).

31. Vezzosi, D. & Bertherat, J. Phosphodiesterases in endocrine physiology and
disease. Eur. J. Endocrinol. 165, 177–188 (2011).

32. Ngai, P. et al. Gamma interferon responses of CD4 and CD8 T-cell subsets are
quantitatively different and independent of each other during pulmonary
Mycobacterium bovis BCG infection. Infect. Immun. 75, 2244–2252 (2007).

33. Brestoff, J. R. & Artis, D. Immune regulation of metabolic homeostasis in
health and disease. Cell 161, 146–160 (2015).

34. Endo, Y. et al. Obesity drives Th17 cell differentiation by inducing the lipid
metabolic kinase, ACC1. Cell Rep. 12, 1042–1055 (2015).

35. Kintscher, U. et al. T-lymphocyte infiltration in visceral adipose tissue: a
primary event in adipose tissue inflammation and the development of obesity-
mediated insulin resistance. Arterioscler. Thromb. Vasc. Biol. 28, 1304–1310
(2008).

36. Mauro, C. et al. Obesity-induced metabolic stress leads to biased effector
memory CD4(+) T cell differentiation via PI3K p110delta-Akt-mediated
signals. Cell Metab. 25, 593–609 (2017).

37. Nishimura, S. et al. CD8+ effector T cells contribute to macrophage
recruitment and adipose tissue inflammation in obesity. Nat. Med. 15,
914–920 (2009).

NATURE COMMUNICATIONS | https://doi.org/10.1038/s41467-020-20665-4 ARTICLE

NATURE COMMUNICATIONS |          (2021) 12:326 | https://doi.org/10.1038/s41467-020-20665-4 | www.nature.com/naturecommunications 13

www.nature.com/naturecommunications
www.nature.com/naturecommunications


38. Strissel, K. J. et al. T-cell recruitment and Th1 polarization in adipose tissue
during diet-induced obesity in C57BL/6 mice. Obesity 18, 1918–1925 (2010).

39. Nguyen, K. D. et al. Alternatively activated macrophages produce
catecholamines to sustain adaptive thermogenesis. Nature 480, 104–108
(2011).

40. Medrikova, D. et al. Brown adipose tissue harbors a distinct sub-population of
regulatory T cells. PLoS ONE 10, e0118534 (2015).

41. Moisan, A. et al. White-to-brown metabolic conversion of human adipocytes
by JAK inhibition. Nat. Cell Biol. 17, 57–67 (2015).

42. Bailis, W. et al. Distinct modes of mitochondrial metabolism uncouple T cell
differentiation and function. Nature 571, 403–407 (2019).

43. Deng, T. et al. Adipocyte adaptive immunity mediates diet-induced adipose
inflammation and insulin resistance by decreasing adipose Treg cells. Nat.
Commun. 8, 15725 (2017).

44. Molofsky, A. B. et al. Interleukin-33 and interferon-gamma counter-regulate
group 2 innate lymphoid cell activation during immune perturbation.
Immunity 43, 161–174 (2015).

45. Overacre-Delgoffe, A. E. et al. Interferon-gamma drives Treg fragility to
promote anti-tumor immunity. Cell 169, 1130–1141 e1111 (2017).

46. Duboc, H. et al. Connecting dysbiosis, bile-acid dysmetabolism and gut
inflammation in inflammatory bowel diseases. Gut 62, 531–539 (2013).

47. Cao, W. et al. The xenobiotic transporter Mdr1 enforces T cell homeostasis in
the presence of intestinal bile acids. Immunity 47, 1182–1196.e1110 (2017).

48. Mazmanian, S. K., Round, J. L. & Kasper, D. L. A microbial symbiosis factor
prevents intestinal inflammatory disease. Nature 453, 620–625 (2008).

49. Arpaia, N. et al. Metabolites produced by commensal bacteria promote
peripheral regulatory T-cell generation. Nature 504, 451–455 (2013).

50. Liao, W. H., Henneberg, M. & Langhans, W. Immunity-based evolutionary
interpretation of diet-induced thermogenesis. Cell Metab. 23, 971–979 (2016).

51. Vargovic, P., Manz, G. & Kvetnansky, R. Continuous cold exposure induces
an anti-inflammatory response in mesenteric adipose tissue associated with
catecholamine production and thermogenin expression in rats. Endocr. Regul.
50, 137–144 (2016).

52. Reynes, B. et al. Cold exposure down-regulates immune response pathways in
ferret aortic perivascular adipose tissue. Thromb. Haemost. 117, 981–991 (2017).

53. Vargovic, P., Laukova, M., Ukropec, J., Manz, G. & Kvetnansky, R. Prior
repeated stress attenuates cold-induced immunomodulation associated with
“Browning” in mesenteric fat of rats. Cell Mol. Neurobiol. 38, 349–361 (2018).

54. Lauw, F. N. et al. Elevated plasma concentrations of interferon (IFN)-gamma
and the IFN-gamma-inducing cytokines interleukin (IL)-18, IL-12, and IL-15
in severe melioidosis. J. Infect. Dis. 180, 1878–1885 (1999).

55. Schmidt, F. M. et al. Inflammatory cytokines in general and central obesity
and modulating effects of physical activity. PLoS ONE 10, e0121971 (2015).

56. Nehete, P., Magden, E. R., Nehete, B., Hanley, P. W. & Abee, C. R. Obesity
related alterations in plasma cytokines and metabolic hormones in
chimpanzees. Int J. Inflam. 2014, 856749 (2014).

57. Azizian, M. et al. Cytokine profiles in overweight and obese subjects and
normal weight individuals matched for age and gender. Ann. Clin. Biochem.
53, 663–668 (2016).

58. Thalmann, S., Juge-Aubry, C. E. & Meier, C. A. Explant cultures of white
adipose tissue. Methods Mol. Biol. 456, 195–199 (2008).

59. Liu, M. et al. Grb10 promotes lipolysis and thermogenesis by
phosphorylation-dependent feedback inhibition of mTORC1. Cell Metab. 19,
967–980 (2014).

60. van der Windt, G. J. et al. Mitochondrial respiratory capacity is a critical
regulator of CD8+ T cell memory development. Immunity 36, 68–78 (2012).

61. Cypess, A. M. et al. Anatomical localization, gene expression profiling and
functional characterization of adult human neck brown fat. Nat. Med. 19,
635–639 (2013).

62. Zhou, H. et al. Differential IL-10 production by DCs determines the distinct
adjuvant effects of LPS and PTX in EAE induction. Eur. J. Immunol. 44,
1352–1362 (2014).

Acknowledgements
This work was supported by grants from the National Natural Science Foundation of
China (Grant Nos. 81730022 and 81600671), and an Innovative Basic Science Award
from the American Diabetes Association (1-19-IBS-147), and grants from the
National Key R&D Program of China (2018YFC2000100, 2019YFA0801903), and grants
from the Natural Science Foundation of Hunan Province, China (Grant No.
2019JJ50867).

Author contributions
H.Z. and X.P. designed experiments and analyzed data. H.Z., X.P., J.H., L.W., H.L., J.Z.,
Y.Z., G.L., and Y.J. performed experimental work. J.B., M.L., J.J.Z., and Z.Z. contributed
to discussion and manuscript editing. H.Z. and F.L. conceived of, supervised the project,
and wrote the manuscript. All authors discussed and approved the manuscript.

Competing interests
The authors declare no competing interests.

Additional information
Supplementary information is available for this paper at https://doi.org/10.1038/s41467-
020-20665-4.

Correspondence and requests for materials should be addressed to H.Z. or F.L.

Peer review information Nature Communications thanks the anonymous reviewer(s) for
their contribution to the peer review of this work. Peer reviewer reports are available.

Reprints and permission information is available at http://www.nature.com/reprints

Publisher’s note Springer Nature remains neutral with regard to jurisdictional claims in
published maps and institutional affiliations.

Open Access This article is licensed under a Creative Commons
Attribution 4.0 International License, which permits use, sharing,

adaptation, distribution and reproduction in any medium or format, as long as you give
appropriate credit to the original author(s) and the source, provide a link to the Creative
Commons license, and indicate if changes were made. The images or other third party
material in this article are included in the article’s Creative Commons license, unless
indicated otherwise in a credit line to the material. If material is not included in the
article’s Creative Commons license and your intended use is not permitted by statutory
regulation or exceeds the permitted use, you will need to obtain permission directly from
the copyright holder. To view a copy of this license, visit http://creativecommons.org/
licenses/by/4.0/.

© The Author(s) 2021

ARTICLE NATURE COMMUNICATIONS | https://doi.org/10.1038/s41467-020-20665-4

14 NATURE COMMUNICATIONS |          (2021) 12:326 | https://doi.org/10.1038/s41467-020-20665-4 | www.nature.com/naturecommunications

https://doi.org/10.1038/s41467-020-20665-4
https://doi.org/10.1038/s41467-020-20665-4
http://www.nature.com/reprints
http://creativecommons.org/licenses/by/4.0/
http://creativecommons.org/licenses/by/4.0/
www.nature.com/naturecommunications

	DsbA-L deficiency in T�cells promotes diet-�induced thermogenesis through suppressing IFN-γ production
	Results
	HFD feeding downregulates T cell mitochondrial function in BAT
	DsbA-L is a critical regulator of T cell mitochondrial function
	T cell-specific knockout of DsbA-L alleviates diet-induced obesity and insulin resistance
	T cell-specific knockout of DsbA-L increases energy expenditure and BAT thermogenic function
	DsbA-L deficiency in T�cells suppresses IFN-γ production while promoting Treg cell accumulation
	IFN-γ inhibits thermogenic gene expression in brown adipocytes
	Administration of IFN-γ reverses the enhanced BAT thermogenesis in HFD-fed DsbA-LCD4-KO mice

	Discussion
	Methods
	Mice and cell line
	IFN-γ secretion from adipose tissue ex�vivo
	Tissue homogenization protocol for ELISA
	Cold exposure studies
	Glucose tolerance test (GTT) and insulin tolerance test (ITT)
	Flow cytometry analysis and ELISA
	Mitochondrial function assays
	Mitochondrial calcium measurement
	Quantitative real-time PCR (qPCR)
	Western blots
	Isolation of T�cells
	H&E and immunohistochemical staining
	Bodyweight, body composition, food intake, and gut absorption measurement
	Comprehensive lab animal monitoring system
	IFN-γ administration
	Mitochondrial dynamics
	Statistics

	Reporting summary
	Data availability
	References
	Acknowledgements
	Author contributions
	Competing interests
	Additional information




