
AC010883.5 promotes cell proliferation, invasion, migration, and epithelial-to- 
mesenchymal transition in cervical cancer by modulating the MAPK signaling 
pathway 
 
Original data for WB. Blots surrounded by the black border were corresponding to 
the Figures in the same order and locations. The expression of other proteins which had 
different molecular weight when conducting the WB ECL-HRP detection process 
should be detected for other researching purpose. Thus, to avoid acquiring multiple 
protein bands in one field, which would interfere the results presentation of this study, 
protein bands which considered to be interest protein were cut prior to hybridisation 
with antibodies according to the hint of protein marker. 
 
The original blots shown in the revised Figure 2I were listed as follow: 

sh
N

C 

sh
AC

01
08

83
.5

-2
 

sh
AC

01
08

83
.5

-3
 

sh
N

C 

sh
AC

01
08

83
.5

-2
 

sh
AC

01
08

83
.5

-3
 

E-cadherin 

N-cadherin 



 

The black boxes show the cropped edge. 
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The original blots shown in the revised Figure 3I were listed as follow: 
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The black boxes show the cropped edge.  
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The original blots shown in the revised Figure 4A were listed as follow: 
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The black boxes show the cropped edge.  
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The original blots shown in the revised Figure 4I were listed as follow: 
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The black boxes show the cropped edge.  
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The original blots shown in the revised Figure 5H were listed as follow: 
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The black boxes show the cropped edge.  
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