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Supplementary information

Proteome census upon nutrient stress
reveals Golgiphagy membranereceptors
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Uncropped Blots (Hickey et al.)

Extended data fig 1a, b, c
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Figure 3f

YIPF3/4: WT LR, free GFP WT LIR_, free GFP
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Extended data fig 5a
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Extended data fig 7a
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Extended data fig 8b
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Extended data fig 8c
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Extended data fig 9a
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Extended data fig 9f
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Extended data fig 10c
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Extended data fig 10d- used for quantification
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Extended data fig 11b
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Example of Keima flow

cytometry gating strategy:
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This gating strategy was used for all flow cytometry experiments:
Figure 2a, d; Extended Data Figure 10f
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