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Abstract

This correspondence discusses on published article on asthma 17q21 polymorphism

and risk of COVID‐19 in children. The effect of other possible confounding factors

are discussed.
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Dear Editor, we would like to share ideas on the publication “Asthma

17q21 Polymorphism Associates with Decreased Risk of COVID‐19

in Children.1” Gourari et al. reported that Severe Acute Respiratory

Syndrome Coronavirus‐2 infection in children rarely results in severe

disease and studied the influence of asthma 17q21 polymorphism

associates.1

We are all in agreement that the genetic mutation under

investigation may be significant in terms of potential therapeutic

benefit. It should be noted that other factors may also have an impact

on the presence of specific diseases. Given that environmental

impacts are likely to be reduced or abolished in the current

investigation, confounding genetic variants should be considered.

Polymorphisms in angiotensinogen, angiotensin‐converting enzyme,

angiotensin‐II receptor 1, PNPLA3, and TLL‐1 may also be associated

with the risk of COVID‐19 in children.2,3 As a result, more research

into the potential consequences of the additional genetic variants

revealed would be useful.
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