
Author Correction: Association of imputed prostate
cancer transcriptome with disease risk reveals
novel mechanisms
Nima C. Emami1,2, Linda Kachuri2, Travis J. Meyers2, Rajdeep Das3,4, Joshua D. Hoffman2,

Thomas J. Hoffmann 2,5, Donglei Hu 5,6,7, Jun Shan8, Felix Y. Feng3,4,7, Elad Ziv5,6,7,

Stephen K. Van Den Eeden 3,8 & John S. Witte1,2,3,5,7

Correction to: Nature Communications https://doi.org/10.1038/s41467-019-10808-7, published online 15 July 2019.

The original version of this Article omitted the following from the Acknowledgements ‘This research has been conducted using the UK
Biobank Resource under Application Number 14105’. This has been amended in the HTML and PDF versions of the Article.
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