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Abstract

11B-hydroxysteroid dehydrogenase type 1 (11p-HSD1) converts inert glucocorticoids into active forms, thereby
increasing intracellular glucocorticoid levels, important to restrain acute inflammation. 113-HSD1 is induced by pro-
inflammatory cytokines in a variety of cells. Here, we show 113-HSD1 expression in human A549 epithelial cells is
increased by pro-inflammatory cytokines (IL-1a/TNFa) via the P2 promoter of the HSD11B1 gene. Inhibition of p38
MAPK attenuated the pro-inflammatory cytokine induction of mMRNA encoding 11B-HSD1 as well as that encoding C/
EBPB. IL-1a/TNFa-induced phosphorylation of C/EBPB at Thr235 was also attenuated by p38 MAPK inhibition
suggesting involvement of a p38 MAPK-C/EBP pathway. siRNA-mediated knock-down of C/EBP3 and NF-kB/RelA
implicated both transcription factors in the IL-1a/TNFa induction of HSD7171B1 mRNA. Transient transfections of
HSD11B1 promoter-reporter constructs identified the proximal region of the P2 promoter of HSD11B1 as essential for
this induction. IL-1a increased binding of C/EBPf to the HSD11B1 P2 promoter, but this was not observed for NF-kB/
RelA, suggesting indirect regulation by NF-kB/RelA. Ectopic expression of mutant chicken C/EBPf constructs unable
to undergo phosphorylation at the threonine equivalent to Thr235 attenuated the IL-1a-induction of HSD1711B1,
whereas mimicking constitutive phosphorylation of Thr235 (by mutation to aspartate) increased basal expression of
HSD11B1 mRNA without affecting IL-1a-induced levels. These data clearly demonstrate a role for both C/EBP and
NF-kB/RelA in the pro-inflammatory cytokine induction of HSD771B1 in human epithelial cells and show that p38
MAPK-induced phosphorylation of C/EBP[ at Thr235 is critical in this.
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Introduction

11B-hydroxysteroid dehydrogenase type 1 (11B8-HSD1)
catalyses the conversion of the intrinsically inert
glucocorticoids, cortisone and 11-dehydrocorticosterone, to
active forms; cortisol and corticosterone, respectively, thus
increasing intracellular glucocorticoid action [1]. Deficiency in,
or inhibition of, 113-HSD1 exacerbates acute inflammation
although it is protective against the low-grade chronic
inflammation associated with metabolic and cardiovascular
disease [2,3]. 113-HSD1 expression is increased at sites of
inflammation, including in arthritis [4,5], obesity [6,7] and
atherosclerosis [8], possibly mediated by the pro-inflammatory
cytokines, IL-1a/f and TNFa, which increase levels of mRNA
encoding 113-HSD1 in a variety of cells [2]. The HSD11B1
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gene encoding 11B-HSD1 is transcribed from two different
promoters, P1 and P2, which by RNA splicing produce the
same protein [9]. Whilst activity of the P2 promoter is
dependent on members of the CCAAT/enhancer binding
protein (C/EBP) transcription factor family [9,10], the P1
promoter is C/EBP-independent [9]. Here we used A549
human lung epithelial cells, because unlike most cell lines,
A549 cells express endogenous 11B-HSD1 and have
previously been used as a cell model to demonstrate a
requirement for C/EBP in glucocorticoid-regulation of the 113-
HSD1 promoter [11].

Previous work has associated IL-1 and TNFa induction of
HSD11B1 in human hepatoma cells with the p38 MAPK
pathway and C/EBP [12] and in mouse mesenchymal stromal
cells, with NF-kB signalling [13]. The latter is mediated via the
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P1 promoter. Raised levels of IL-1a/f and TNFa are a common
feature of inflammation. These cytokines bind to cell surface
receptors to activate, among others, the nuclear factor kappa B
(NF-kB) and mitogen-activated protein kinase (MAPK)
signalling pathways [14-17]. Key downstream mediators/
effectors of inflammatory signalling include NF-kB [18] and the
C/EBP members, C/EBPB and C/EBP® [19-21]. Two main
isoforms of C/EBPf are produced from CEBPB mRNA; the
liver-enriched activator protein (LAP), and the liver-enriched
inhibitor protein (LIP) which acts as inhibitor of transcription
(although in some cases it may also act as co-activator [22]).
The NF-kB family of transcription factors encompasses five
proteins: RelA (p65), RelB, c-Rel, p50 and p52, with RelA
being typically the active component of NF-kB activation
complexes [18].

Here, we have investigated the involvement of p38 MAPK, C/
EBPB and NF-kB pathway in the pro-inflammatory induction of
HSD11B1 in the cytokine responsive human lung A549
epithelial cell line [11].

Materials and Methods

Cell culture

Human lung epithelial A549 cells were maintained in
Dulbecco’'s Modified Eagle’s Medium (DMEM; Lonza,
Tewkesbury, UK), supplemented with 10% fetal bovine serum
(Lonza), 100U/ml penicillin and 100ug/ml streptomycin as
previously described [11]. CCRF-CEM human leukemia cells
were cultured in RPMI 1640 (Lonza) supplemented with 10%
fetal bovine serum (Lonza), 100U/ml penicillin and 100ug/mi
streptomycin as described [23].

Unless stated otherwise, A549 cells were treated with
10ng/ml IL-1a (R&D Systems, MA, USA) or 20ng/ml TNFa
(R&D Systems) for 24h at 37°C in serum-free DMEM medium
supplemented with  100U/ml  penicillin and  100ug/ml
streptomycin. In the experiments designed to inhibit MAPK
pathways, inhibitors of p38 (10uM SB203580; Invitrogen,
Paisley, UK), c-dJun N-terminal kinase Il (JNK II; 20uM
SP600125; Calbiochem, Darmstadt, Germany) or mitogen-
activated protein kinase/extracellular signal-regulated kinase
1/2 (MEK1/2; 0.5uM PD0325901; Calbiochem) were added 1h
prior to treatment with IL-1a. Inhibitors were all dissolved in
DMSO and diluted in serum-free DMEM for addition to cells
(final concentration of DMSO was <0.1%). For RNA analysis,
cells were collected 24h following addition of IL-1a. For protein
analysis, cells were collected at various times ranging from
15min to 6h. Cycloheximide (CHX, 0.1uM), which was used to
inhibit de novo protein synthesis, was added to cells 1h prior to
IL-1a/TNFa treatment for 4h.

RNA extraction and analysis

A549 cells were harvested in Trizol (Invitrogen) and RNA
extracted as described [11]. RNA (1pg) was reversed
transcribed using SuperScript Il (Invitrogen) as described [24]
and amplified by non-quantitative PCR or by real-time
quantitative (Q)PCR using a Roche LightCycler 480. In the
assays designed to test the usage of the HSD7171B1 P1 and P2
promoters, non-quantitative PCR was performed using the
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forward primers: pP1, 5-
GAAGTCAGATTTGTTCGAAATCTTG-3’; pP2, 5-
GGAGGTTGTAGAAAGCTCTG-3’ or pC, 5'-

TTCTGCAAACGAGGAATTCAG-3' to amplify transcripts from
the P1 and P2 promoters, or a region common to both
transcripts, respectively. The common reverse primer was
5'GTAGAGTTTCTTTTGACCTCG- 3'. PCR was carried out at
96°C for 5min, followed by 35 cycles at 96°C for 30s and 56°C
for 1min.

For qPCR, primer-probe sets were purchased from Applied
Biosystems (Warrington, UK): 11p-HSD1 (Hs00194153_m1),
C/EBPB (Hs00270923_s1), NF-kB/RelA (Hs00153294_m1).
TATA binding protein was used as an internal control (TBP;
Hs00427620_m1).

IL-8 ELISA

IL-8 was measured using the Human IL-8 ELISA
development kit (Peprotech, Rocky Hill, NJ, USA) according to
the manufacturers’ instructions. Briefly, following overnight
incubation with capture antibody and blocking with 1% bovine
serum albumin for 1h, samples and standards (human
recombinant IL-8) were added to the wells, incubated with
detection antibody and then with avidin-HRP conjugate. ABTS
Liquid Substrate (Sigma, Dorset, UK) was used for detection.

Transfections

For siRNA transfections, A549 cells were seeded at a
density of 7.5x10* cells per well of a 12-well plate and
transfected the following day with 80pmol siRNA using
Lipofectamine 2000  (Invitrogen) according to the
manufacturer’s instructions. 24h after transfection, cells were
harvested for protein analysis or further incubated with pro-
inflammatory cytokines for 24h prior to RNA extraction. siRNAs
(Applied Biosystems) comprised scrambled RNA (AM4611
negative control 1), C/EBPB (ID114495) or NF-kB/RelA (ID
s11914).

For plasmid transfections, A549 cells were transfected as
previously described [11]. Briefly, 1.5x10° cells were seeded
per well of a 6-well plate and transfected the next day using
Lipofectamine 2000 (Invitrogen) with 250ng reporter plasmid
and 250ng pRSV-LacZ (as internal control) or, for transfections
with C/EBPB mutants, with 50ng of expression plasmid
encoding wild-type chicken C/EBPB or C/EBPB in which
Thr220 (equivalent to Thr 235 in human C/EBP) has been
mutated to alanine (T220A) or aspartate (T220D) [25,26] (a gift
from E. Kowenz-Leutz and A. Leutz, Max Delbrieck Centre for
Molecular Medicine, Berlin). Cells were treated the following
day with IL-1a and harvested 24h later. Reporter plasmids
have been described previously [10] and comprise a 5' deletion
series of the human [27] or rat [10] HSD11B1 P2 promoter,
designated H11B81 or R11B1 (5-endpoint/3’-endpoint) for
human and rat, respectively; an internal deletion series of
R11B1(-1799/+49), designated RA1131(5-endpoint  of
deletion/3’-endpoint  of deletion) and derivatives of
R11B1(-196/+49) with mutations in footprint (FP)3, FP4, or
both FP3 and FP4 [10].
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Western blot analysis

Cells were harvested directly into lysis buffer (0.125M Tris-
HCL pH 6.8, 2% sodium dodecyl sulphate, 10% glycerol) in the
presence of a protease inhibitor cocktail (P2714; Sigma-
Aldrich, Dorset, UK) and heated at 100°C. Electrophoresis was
carried out on 4-12% NuPage Bis-Tris gels (Invitrogen). After
transfer, blots were probed with antibodies to detect C/EBPB
(1:500 dilution, Santa Cruz Biotechnology, Santa Cruz, CA),
Thr235 phosphorylated C/EBPB (1:1000 dilution, Cell
Signaling, Danvers, MA), NF-kB/RelA (1:500 dilution, Santa
Cruz Biotechnology, Santa Cruz, CA) or B-tubulin, used as an
internal control (1:10000 dilution, Chemicon/Millipore, Watford,
UK). Secondary antibodies were anti-rabbit IgG-HRP (1:2000
dilution, Santa Cruz Biotechnology Inc.), anti-mouse IgG-HRP
(1:4000 dilution, Cell Signaling, Danvers, MA) or anti-rabbit IgG
IRDye 800CW (dilution 1:10000; LI-COR Biosciences,
Cambridge, UK). The resulting bands were visualised on
chemiluminescent films (GE Healthcare) using the ECL system
or using the Odyssey Infrared Imaging System (LI-COR
Biosciences), as appropriate.

Immunocytochemistry

Cells were grown on coverslips in 12 well plates, treated with
IL-1a and TNFa, fixed with 4% paraformaldehyde (Sigma-
Aldrich) and then incubated for 16h at 4°C with antibodies
against C/EBPB or NF-kB/RelA (1:200 dilution, Santa Cruz
Biotechnology) followed by anti-rabbit AlexaFluor 568
secondary antibody (Invitrogen). Cells were then stained with
DAPI (Sigma-Aldrich) for 10min. Coverslips were mounted
using fluoroshield (Sigma) and visualised on an Axiovert 25
fluorescence microscope.

Chromatin immunoprecipitation (ChIP) assays

ChIP assays were carried out using an Upstate EZ ChlIP kit
(Millipore, Billerica, MA) as previously described [11] or
following the protocol from Dahl and Collas [28] with
adaptations. Briefly, A549 cells were grown to confluence in
10cm dishes, then treated with IL-1a for 24h. Proteins were
cross-linked to DNA by addition of 1% paraformaldehyde then
cells lysed in 50mM Tris-HCI pH 8.0, 1% sodium dodecyl
sulphate, 10mM EDTA. Chromatin was sheared by sonication
using a Soniprep 150 (MSE; Beckenham, Kent, UK) with 10 x
10s pulses (10 amplitude microns) keeping cells on ice
between pulses. Chromatin aliquots were immunoprecipitated
using Dynabeads-protein A (Invitrogen) with C/EBPB, NF-kB/
RelA or control IgG antibody (Santa Cruz). DNA was amplified
by qPCR using primers (5'-
AGTCCTGTACAGTCATGAGCTTGG-3' and 5'-
ATTTCCCTGTCAGAGCAGCGATTG-3') to amplify the region
containing the FP3 and FP4 C/EBP binding sites of the
HSD11B1 promoter [10,11] and putative NF-kB binding region
(see Results for details). The primers (5'-
AGGAAGTGTGATGACTCAGGTTT-3' and 5'-
CTCCGGTGGCTTTTTATATCATC-3') were used to amplify the
NF-kB/RelA binding site in the /L-8 promoter. Data are
expressed relative to levels of input DNA in
immunoprecipitations.
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Statistical analysis

Data were analyzed by Student’s ¢ test or by one- or two-way
ANOVA followed by post hoc Tukey tests using SigmaStat 2.03
statistical software. Significance was set at p<0.05.

Results

Pro-inflammatory cytokines increase HSD711B1 mRNA
levels in A549 cells via the P2 promoter

Treatment of A549 cells with IL-1a or TNFa robustly
increased levels of mRNA encoding 113-HSD1 (Figure 1A).
Concomitantly, IL-8 secretion was increased confirming that
A549 cells are cytokine-responsive (data not shown). The gene
encoding 11B-HSD1 is transcribed from one of two promoters,
P1 or P2, which by RNA splicing produce the same protein [9].
Non-quantitative PCR amplification of HSD771B1 mRNA using
primers specific for transcripts originating from promoter P1 or
P2, or a region common to both transcripts (Figure 1B),
showed that pro-inflammatory cytokine induction of HSD11B1
in A549 cells is mediated by the P2 promoter (Figure 1C).

p38 MAPK and C/EBP phosphorylation at Thr235 are
implicated in the cytokine-induction of HSD71B1 mRNA
Pro-inflammatory cytokines activate MAPK signalling (p38,
JNK and MEK/ERK). Inhibition of p38 MAPK attenuated the
IL-1a/TNFa induction of HSD11B1 (Figure 2A, B) whereas
inhibition of JNKII had no effect. MEK1/2 inhibition increased
HSD11B1 mRNA above levels seen with IL-1a/TNFa alone
(Figure 3A, B) without affecting CEBPB mRNA levels
(2.271£0.19 vs 2.03+0.09 arbitrary units, for cells without and
with MEK1/2 inhibitor, respectively). None of the inhibitors
affected basal HSD11B1 mRNA levels, in the absence of IL-1a.
IL-1a treatment of A549 cells increased levels of C/EBPS
mRNA (Figures 2C; 24h time point) and levels of both C/EBP-
LAP and C/EBP-LIP protein isoforms (time course 2 to 6h),
though levels of C/EBPB-LAP, the activator isoform
accumulated earlier and to a greater extent than the inhibitory
C/EBPB-LIP isoform (Figure 2E). CHX incubation of A549 cells
prior to IL-1a/TNFa treatment for 4h attenuated the induction of
HSD11B1 mRNA levels indicating that pro-inflammatory
cytokine induction of HSD11B1 partially depends on de novo
protein synthesis (Figure 2F). Moreover, IL-1a treatment of
A549 cells for 15min resulted in the rapid phosphorylation of C/
EBPB on Thr235 (Figure 2D). Both the increase in CEBPB
mRNA 24h after addition of IL-1a and the rapid increase in
phosphorylated C/EBPB-LAP were attenuated by p38 MAPK
inhibition (Figure 2C, D), suggesting that p38 MAPK-mediated
phosphorylation of C/EBP is involved in the cytokine induction
of 113-HSD1 and that this is sustained through increased C/
EBPB expression. Consistent with this idea, siRNA-mediated
knock-down of C/EBP, which did not change basal HSD11B1
mRNA levels, attenuated IL-10/TNFa-induction of HSD11B1
(Figure 3A-C). In contrast, although IL-1a/TNFa treatment
increased levels of CEBPD mRNA encoding the related C/
EBPS transcription factor (1.45+£0.13 and 1.49+0.17 following
treatment with IL-1a and TNFa, respectively, relative to
untreated cells, 1.00+0.10 arbitrary units; p<0.001), siRNA-
mediated knock-down of C/EBP®& had no effect on the cytokine
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Figure 1. Pro-inflammatory cytokines increase levels of
HSD11B1 mRNA from the P2 promoter in A549 cells. (A)
gPCR measurement of HSD711B1 mRNA following 24h
treatment of A549 cells with IL-1a (10ng/ml) or TNFa (20ng/ml)
(black bars). Controls (white bars) were untreated. All values
are expressed relative to levels in untreated cells, arbitrarily set
to 1 and are mean + SEM; n26. *, significantly different from
control. ***, p<0.0001. (B) Schematic representation of the
HSD11B1 gene showing exons 1A, 1B, 2 and 3 (open boxes)
and the corresponding start of transcription for the P1 and P2
promoters (bent arrows). The forward primers used to amplify
transcripts from P1 (pP1), P2 (pP2) or a region common to
transcripts originating from both P1 and P2 promoters (pC) are
indicated. The reverse primer was used for all PCR reactions.
(C) Gel showing PCR products from transcripts initiating at P1
(1, 267bp), P2 (2, 285bp) and a region common to transcripts
originating from either promoter (C; 152bp) produced using
cDNA from untreated (Con) A549 cells or following 24h
treatment with IL-1a or TNFa. CCRF-CEM human leukaemia
cells, which express HSD11B1 predominantly from the P1
promoter, served as a positive control for P1-initiated
transcripts. All PCR products were run together and in the
same gel.

doi: 10.1371/journal.pone.0075874.g001

induction of HSD11B1 (Figure 3). CEBPA mRNA levels were
unaffected by cytokine treatment of A549 cells (0.54+0.21 and
0.79+0.10 following treatment with IL-1a and TNFa,
respectively, relative to untreated cells, 1.00+0.18 arbitrary
units). Overall these results confirm that C/EBPS is required for
the full cytokine induction of HSD11B1 in A549 epithelial cells.
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siRNA-mediated knock-down of NF-kB/RelA attenuates
HSD11B1 induction by IL-1a/TNFa

NF-kB/RelA is required for the pro-inflammatory cytokine
induction of mMRNA encoding 11B-HSD1 in murine
mesenchymal cells [13]. However, a role in epithelial cells has
not been demonstrated. In human A549 cells, RELA mRNA
levels were increased following treatment with IL-1a or TNFa
(data not shown). siRNA was used to test whether NF-kB/RelA
also plays a role in pro-inflammatory cytokine induction of
HSD11B1 in human A549 epithelial cells. Knock-down of NF-
kB/RelA (Figure 3A) did not change basal HSD11B1 mRNA
levels but attenuated the induction of HSD7171B1 mRNA by
IL-1a/TNFa (Figure 3B, C), demonstrating a role for the NF-kB/
RelA pathway in the cytokine induction of HSD11B1.

C/EBP and NF-kB/RelA locate to the nucleus in
cytokine-treated A549 cells

Immunofluorescent staining of A549 cells showed nuclear
localisation of C/EBPJ irrespective of cytokine treatment
(Figure 4A-C, J-L). In agreement with the literature, NF-kB/
RelA was restricted to the cytoplasm in untreated A549 cells
(Figure 4D, G, M) but rapidly translocated to the nucleus
following addition of IL-1a or TNFa (Figure 4E, H, N), largely
returning to the cytoplasm 24h after treatment (Figure 4F, |, O).

Pro-inflammatory cytokine induction of the P2
promoter of HSD11B1 requires the C/EBPf binding
sites, FP3 and FP4

To localise the region of the HSD711B1 P2 promoter
responsible for pro-inflammatory cytokine induction of 113-
HSD1, A549 cells were transfected with luciferase reporter
constructs encoding regions of the human or rat HSD11B1
gene. IL-1a treatment induced promoter-reporter constructs
encoding -2700 to +78 of the human HSD11B1 P2 promoter
(the start of transcription is designated +1) or -1799 to +49 of
the rat Hsd11b1 promoter (Figure 5A). Promoter activity was
unaffected by 5-deletion of the human HSD11B1 promoter to
-440 or of the rat Hsd71b1 promoter to -146, positioning the
cytokine responsive region in the proximal region of the
promoter. Furthermore, deletion of the region between -311
and -125 of the rat promoter abolished cytokine induction
(Figure 5B), localising an essential region between -196 and
-125 (though this could extend further 3’). This region, highly
conserved between the rat and human HSD711B1 genes,
encompasses the C/EBP binding sites FP3 and FP4, which are
critical for HSD11B1 regulation by a variety of stimuli in a
variety of cell types [10,11,24,29-31]. Mutation of FP3 or FP4
alone or in combination abolished induction of the promoter by
IL-1a (Figure 5C), showing that both sites are necessary for
cytokine induction of 113-HSD1 and implicating C/EBPf as a
key mediator of the response.

IL-1a increases binding of C/EBPf, but not NF-kB/RelA,
to the region encompassing FP3 and 4 in the P2
promoter of HSD11B1

The above experiments show that FP3 and FP4, known C/
EBPB binding sites in the HSD11B1 promoter (Figure 6A), are
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Figure 2. Inhibition of p38 MAPK attenuates IL-1a induction of mMRNAs encoding 113-HSD1 and C/EBPB and prevents IL-1a
induced C/EBP phosphorylation. (A, B) gPCR measurement of levels of mRNA encoding 11-HSD1 in A549 cells without
inhibitor (-) or pre-incubated for 1h with inhibitors of p38 MAPK (p38, SB203580; 10uM), JNK Il (SP600125; 20uM) or MEK |
(PD0325901; 0.5uM) prior to 24h treatment with IL-1a (A) or TNFa (B) (black bars). White bars; no cytokine treatment. All data are
expressed relative to levels in untreated cells (no inhibitor, no cytokine), arbitrarily set to 1, and are mean + SEM; n23. *,
significantly different from IL-1a-stimulated control. *, p<0.05; **p<0.001. (C) gPCR measurements of levels of mRNA encoding C/
EBPp in cells treated for 24h with IL-1a with (p38 inhibitor), or without (-) prior addition of p38 MAPK inhibitor. Data are expressed
relative to levels in untreated control cells (no inhibitor, no cytokine), arbitrarily set to 1, and are mean + SEM; n=6. *, significantly
different from IL-1a-stimulated control. *, p<0.05. #, significantly different from unstimulated cells. ##, p<0.001. (D) Western blot
showing levels of phosphorylated C/EBPB-LAP (P-C/EBPB-LAP); upper image) in untreated A549 cells (-p38 MAPK, -IL-1a; white
bar), or following 15min treatment with IL-1a alone (-p38 MAPK, +IL-1q; black bar) or with prior addition of p38 MAPK inhibitor for 1h
(+p38 MAPK, +IL-1qa; grey bar; SB203580, 50uM). The blot (20ug protein/lane) was stripped and reprobed with C/EBP antibody
(bottom membrane) to detect total C/EBPB-LAP. Protein bands were quantified using the Odyssey Infrared Imaging System and the
ratio of P-C/EBPB-LAP/total C/EBPB-LAP calculated. Data are expressed relative to levels in untreated cells (no inhibitor, no
cytokine), arbitrarily set to 1, and are mean + SEM; n=3. *, p<0.05; **, p<0.001. (E) Western blot showing increased levels of C/
EBPB-LAP and C/EBP-LIP isoforms after IL-1a treatment for up to 6h, compared to control untreated cells (C). (F) gPCR
measurement of levels of mMRNA encoding 113-HSD1 in A549 cells incubated for 1h with CHX (+) or without CHX (-) followed by
IL-10/TNFa treatment for 4h or control (Con). Data are expressed relative to levels in untreated cells (no CHX, no cytokine),
arbitrarily set to 1, and are mean + SEM; n=3. *, p<0.05 significant effect of CHX. #, significantly different to untreated cells (no
CHX, no cytokine). #, p<0.05; # #, p<0.001.

doi: 10.1371/journal.pone.0075874.g002
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doi: 10.1371/journal.pone.0075874.g003

required for pro-inflammatory cytokine induction of HSD11B1.
As predicted, C/EBPB binding to the FP3/FP4 region of the
HSD11B1 promoter was increased in IL-1a (Figure 6A, B) and
in TNFo-treated cells (data not shown). In contrast, although
IL-1a caused NF-kB/RelA to bind to the promoter of the gene
encoding IL-8 in A549 cells (data not shown), no binding to the
HSD11B1 promoter was observed (Figure 6B), despite the
prediction of putative binding sites for NF-kB in this region
(Figure 6A).

C/EBPB phosphorylation at Thr235 is implicated in
cytokine-induction of HSD11B1 transcription

To test the role of C/EBPB phosphorylation in the cytokine
regulation of HSD11B1, A549 cells were transfected with
expression plasmids encoding the chicken homologue of C/
EBPB or mutants in which Thr220 (equivalent to Thr235 in
human C/EBPB) was changed to alanine (C/EBPB-T220A,
abolishing phosphorylation at this key residue) or to aspartate
(C/EBPB-T220D, mimicking constitutive phosphorylation)
[25,26]. Compared to the wild-type (WT) C/EBPS, transfection
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Figure 4. C/EBPB and NF-kB/RelA are located in the
nucleus in IL-1a/TNFa treated A549 cells. C/EBPB is
located in the nucleus in untreated and cytokine-treated A549
cells whereas NF-kB/RelA rapidly translocates to the nucleus in
response to cytokine treatment. Micrographs show A549 cells
15min or 24h after addition of IL-1a (upper panels) or TNFa
(lower panels), compared to untreated (control) cells. Red
fluorescence shows immunodetection of C/EBPB (A-C and J-L)
or NF-kB/RelA (D-I and M-O). DAPI (blue) was used to stain
nuclei. All micrographs were obtained with an objective
magnification of x40.

doi: 10.1371/journal.pone.0075874.g004

with C/EBPB-T220A attenuated cytokine induction of HSD11B1
whereas C/EBPB-T220D had no effect on HSD11B1 induction,
but increased basal HSD11B1 mRNA levels in vehicle treated
cells (Figure 6C).

Discussion

We have previously shown that the P2 promoter is active in
A549 epithelial cells, with little or no P1 activity [9], consistent
with data from others showing the P2 promoter predominates
in untreated A549 cells [32]. As in mesenchymal cells [13], pro-
inflammatory cytokines increase activity of the C/EBP-
dependent P2 promoter of HSD11B1 [9] in A549 cells and this
is associated with increased binding of C/EBPf to the FP3/FP4
region of the promoter, similar to TNFa induction of HSD11B1
in human HepG2 hepatoma cells [12]. Here, we also found NF-
kB/RelA is required for IL-1a induction of the P2 promoter of
HSD11B1 in A549 epithelial cells, as it is in murine
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Figure 5. The proximal region is required for pro-
inflammatory cytokine induction of the P2 promoter of
HSD11B1. (A) Transiently transfected A549 cells showing
IL-1a-induction of luciferase reporter constructs encoding the
human HSD11B1 P2 promoter; H11p1(-2700/+78) and
H11B1(-440/+78), and the rat Hsd711b1 P2 promoter;
R11B1(-1799/+49) and R11B1(-196/+49). (B) Internal deletions
of the rat Hsd71b1 P2 promoter (-1799/+49) that removed
-1290 to -125 RA11B1(-1290/-125) or -311 to -125
RA11B1(-311/-125) abolished IL-1a induction of promoter
activity. (C) Mutation of FP3 and/or FP4 within the proximal
promoter (-196/+49) of the rat Hsd71b1 promoter abolished
induction by IL-1a. Black bars, IL-1a-treated cells; white bars,
untreated. Promoter activity is expressed as luciferase/f3-
galactosidase (internal control) activity. Values are fold
induction relative to untreated cells transfected with the same
plasmid (means + SEM; n=6). Absolute luciferase/p-
galactosidase values (without normalization) are shown in the
bars of the graph. *, significantly different from untreated cells
transfected with the same plasmid. **, p<0.001; ***, p<0.0001.
doi: 10.1371/journal.pone.0075874.9g005
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Figure 6. Chromatin immunoprecipitation assays show

binding of C/EBPf, but not of NF-kB/RelA, to the HSD11B1
P2 promoter following IL-1a treatment. (A) Sequence of the
region of the P2 promoter of the HSD11B1 gene that is
essential for induction by IL-1a, which includes the previously
described C/EBP binding sites, FP3 and FP4 [10] (boxed). The
transcription start site (+1) is indicated by a bent arrow.
Putative NF-kB binding sites (predicted using AliBaba 2.1
software; Biobase, Biological databases) are underlined.
Primers used in ChIP assays are indicated by arrows under the
sequence. (B) gPCR quantification of ChIP assays showed C/
EBPp but not NF-kB binding to the P2 promoter of HSD11B1 in
cells treated with IL-1a (black bars). White bars, untreated
cells. Values, in arbitrary units (AU), are mean = SEM; n=5. *,
p<0.05. (C) gPCR measurements of levels of mMRNA encoding
118-HSD1 in untreated (white bars) or following IL-1a
treatment (black bars) of A549 cells transiently transfected with
plasmids (50ng) encoding wild-type (WT) chicken C/EBPJ or
mutants C/EBPB(T220A) or C/EBPB(T220D), abolishing or
mimicking, respectively, constitutive phosphorylation of T220
(equivalent to T235 in human C/EBP). Data, in arbitrary units
(AU), are expressed relative to levels in IL-1a-treated cells
transfected with WT C/EBP, arbitrarily set to 100 and are
mean + SEM; n=6. **, p<0.001 compared to untreated cells
transfected with WT C/EBP; #, p<0.05 compared to cells
transfected with C/EBPB(T220A) and treated with IL-1a.

doi: 10.1371/journal.pone.0075874.g006
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mesenchymal cells [13], though a direct interaction of NF-kB/
RelA with the HSD11B1 promoter in the latter was not tested.
Our data show that the requirement for NF-kB/RelA for pro-
inflammatory cytokine induction of HSD7171B71 in human
epithelial cells does not involve direct binding to the P2
promoter.

Previous data have implicated p38 MAPK in the pro-
inflammatory cytokine induction of 118-HSD1 [12,13,33]. p38
MAPK regulates mRNA stability and the activity of C/EBPB by
phosphorylation [34,35]. Here, IL-10/TNFa treatment increased
Thr235 phosphorylation of C/EBPB and this was attenuated by
p38 MAPK inhibition, as was the pro-inflammatory cytokine up-
regulation of C/EBPB mRNA levels. This occurred concurrently
with decreased HSD7171B71 mRNA levels, suggesting that a p38
MAPK-C/EBPB pathway mediates this process. MEK inhibition
increased HSD11B1 mRNA levels, though whether this was via
MEK or ERK (ERK is activated by MEK phosphorylation) was
not investigated. The relevance of this remains unknown but
may reflect stabilisation of the short-lived C/EBPB or another
factor required for HSD11B1 transcription.

As for myriad other stimuli, pro-inflammatory cytokine
induction of HSD11B1 requires C/EBP to bind to the FP3/4
region of the P2 promoter, and phosphorylation of C/EBPf at
Thr235 is implicated in the cytokine-induced up-regulation of
HSD11B1. Ectopic expression of C/EBPB mutants in
transfected A549 cells provides direct evidence that Thr235
phosphorylation is critical for the IL-1a induction of HSD11B1.
Indeed, abolition of phosphorylation at the equivalent threonine
of chicken C/EBPB by mutation to alanine (T220A), attenuated

References

1. Chapman KE, Coutinho AE, Gray M, Gilmour JS, Savill JS et al. (2009)
The role and regulation of 11B-hydroxysteroid dehydrogenase type 1 in
the inflammatory response. Mol Cell Endocrinol 301: 123-131. doi:
10.1016/j.mce.2008.09.031. PubMed: 18973788.

2. Chapman KE, Coutinho AE, Zhang Z, Kipari T, Savill JS et al. (2013)
Changing glucocorticoid action: 11B-Hydroxysteroid dehydrogenase
type 1 in acute and chronic inflammation. J Steroid Biochem Mol Biol,
http://dx.doi.org/10.1016/j.jsbmb.2013.02.002.

3. Hadoke PF, Kipari T, Seckl JR, Chapman KE (2013) Modulation of
11B-Hydroxysteroid Dehydrogenase as a Strategy to Reduce Vascular
Inflammation. Curr Atheroscler Rep 15: 1-10. PubMed: 23512604.

4. Hardy RS, Filer A, Cooper MS, Parsonage G, Raza K et al. (2006)
Differential expression, function and response to inflammatory stimuli of
11B-hydroxysteroid dehydrogenase type 1 in human fibroblasts: a
mechanism for tissue-specific regulation of inflammation. Arthritis Res
Ther 8: R108. doi:10.1186/ar1993. PubMed: 16846535.

5. Hardy R, Rabbitt EH, Filer A, Emery P, Hewison M et al. (2008) Local
and systemic glucocorticoid metabolism in inflammatory arthritis. Ann
Rheum Dis 67: 1204-1210. PubMed: 18420938.

6. Rask E, Olsson T, Soderberg S, Andrew R, Livingstone DE et al.
(2001) Tissue-specific dysregulation of cortisol metabolism in human
obesity. J Clin Endocrinol Metab 86: 1418-1421. doi:10.1210/jc.
86.3.1418. PubMed: 11238541.

7. Wake DJ, Rask E, Livingstone DE, Séderberg S, Olsson T et al. (2003)
Local and systemic impact of transcriptional up-regulation of 113-
hydroxysteroid dehydrogenase type 1 in adipose tissue in human
obesity. J Clin Endocrinol Metab 88: 3983-3988. doi:10.1210/jc.
2003-030286. PubMed: 12915696.

8. Atalar F, Vural B, Ciftci C, Demirkan A, Akan G et al. (2012) 1183-
hydroxysteroid dehydrogenase type 1 gene expression is increased in
ascending aorta tissue of metabolic syndrome patients with coronary
artery disease. Genet Mol Res 11: 3122-3132. doi:
10.4238/2012.August.31.10. PubMed: 23007990.

9. Bruley C, Lyons V, Worsley AG, Wilde MD, Darlington GD et al. (2006)
A novel promoter for the 11B-hydroxysteroid dehydrogenase type 1

PLOS ONE | www.plosone.org

Pro-Inflammatory Cytokine Induction of 113-HSD1

cytokine induction of the HSD11B1 promoter, whilst ectopic
expression of constitutively active C/EBPB (mutation of Thr220
to aspartate) increased basal activity of the HSD11B1 promoter
but did not affect the level of cytokine-induced HSD11B1
mRNA, which remained similar to that conferred by wild type C/
EBPB. However, other post-translational modifications of C/
EBPS are also likely to play a role in pro-inflammatory cytokine
induction of HSD11B1 as mutation of threonine 220 to alanine
did not totally abolish the effect of IL-1a, though we cannot rule
out an effect of endogenous non-mutated C/EBP.

Thus, p38 MAPK, C/EBPB and NF-kB/RelA are required for
the full induction of HSD171B1 in human A549 epithelial cells by
pro-inflammatory cytokines and their relative importance may
differ according to cell type and activating stimulus.

Acknowledgements

The authors thank E. Kowenz-Leutz and A. Leutz for the gift of
the C/EBPB expression plasmids and members of the
Endocrinology Unit for helpful discussions.

Author Contributions

Conceived and designed the experiments: CLE KEC.
Performed the experiments: CLE MV ER-Z VK SS AB.
Analyzed the data: CLE JRS KEC. Contributed reagents/
materials/analysis tools: FXD. Wrote the manuscript: CLE JRS
KEC.

gene is active in lung and is C/EBPa independent. Endocrinology 147:
2879-2885. doi:10.1210/en.2005-1621. PubMed: 16543369.

10. Williams LJ, Lyons V, MacLeod |, Rajan V, Darlington GJ et al. (2000)
C/EBP regulates hepatic transcription of 11B-hydroxysteroid
dehydrogenase type 1. A novel mechanism for cross-talk between the
C/EBP and glucocorticoid signaling pathways. J Biol Chem 275:
30232-30239. doi:10.1074/jbc.M001286200. PubMed: 10906322.

11. Sai S, Esteves CL, Kelly V, Michailidou Z, Anderson K et al. (2008)
Glucocorticoid regulation of the promoter of 11B-hydroxysteroid
dehydrogenase type 1 is indirect and requires CCAAT/enhancer-
binding protein-B. Mol Endocrinol 22: 2049-2060. doi:10.1210/me.
2007-0489. PubMed: 18617597.

12. Ignatova ID, Kostadinova RM, Goldring CE, Nawrocki AR, Frey FJ et
al. (2009) Tumor necrosis factor-a upregulates 11B-hydroxysteroid
dehydrogenase type 1 expression by CCAAT/enhancer binding protein-
B in HepG2 cells. Am J Physiol Endocrinol Metab 296: E367-E377.
PubMed: 19088256.

13. Ahasan MM, Hardy R, Jones C, Kaur K, Nanus D et al. (2012)
Inflammatory regulation of glucocorticoid metabolism in mesenchymal
stromal cells. Arthritis Rheum 64: 2404-2413. doi:10.1002/art.34414.
PubMed: 22294469.

14. Pahl HL (1999) Activators and target genes of Rel/NF-kB transcription
factors. Oncogene 18: 6853-6866. doi:10.1038/sj.onc.1203239.
PubMed: 10602461.

15. Li H, Lin X (2008) Positive and negative signaling components involved
in TNFa-induced NF-kB activation. Cytokine 41: 1-8. doi:10.1016/j.cyto.
2007.09.016. PubMed: 18068998.

16. Zarubin T, Han J (2005) Activation and signaling of the p38 MAP
kinase pathway. Cell Res 15: 11-18. doi:10.1038/sj.cr.7290257.
PubMed: 15686620.

17. Tanoue T, Nishida E (2003) Molecular recognitions in the MAP kinase
cascades. Cell Signal 15: 455-462. doi:10.1016/
S0898-6568(02)00112-2. PubMed: 12639708.

18. Wan F, Lenardo MJ (2010) The nuclear signaling of NF-kB: current
knowledge, new insights, and future perspectives. Cell Res 20: 24-33.
doi:10.1038/cr.2009.137. PubMed: 19997086.

September 2013 | Volume 8 | Issue 9 | e75874


http://dx.doi.org/10.1016/j.mce.2008.09.031
http://www.ncbi.nlm.nih.gov/pubmed/18973788
http://dx.doi.org/10.1016/j.jsbmb.2013.02.002
http://www.ncbi.nlm.nih.gov/pubmed/23512604
http://dx.doi.org/10.1186/ar1993
http://www.ncbi.nlm.nih.gov/pubmed/16846535
http://www.ncbi.nlm.nih.gov/pubmed/18420938
http://dx.doi.org/10.1210/jc.86.3.1418
http://dx.doi.org/10.1210/jc.86.3.1418
http://www.ncbi.nlm.nih.gov/pubmed/11238541
http://dx.doi.org/10.1210/jc.2003-030286
http://dx.doi.org/10.1210/jc.2003-030286
http://www.ncbi.nlm.nih.gov/pubmed/12915696
http://dx.doi.org/10.4238/2012.August.31.10
http://www.ncbi.nlm.nih.gov/pubmed/23007990
http://dx.doi.org/10.1210/en.2005-1621
http://www.ncbi.nlm.nih.gov/pubmed/16543369
http://dx.doi.org/10.1074/jbc.M001286200
http://www.ncbi.nlm.nih.gov/pubmed/10906322
http://dx.doi.org/10.1210/me.2007-0489
http://dx.doi.org/10.1210/me.2007-0489
http://www.ncbi.nlm.nih.gov/pubmed/18617597
http://www.ncbi.nlm.nih.gov/pubmed/19088256
http://dx.doi.org/10.1002/art.34414
http://www.ncbi.nlm.nih.gov/pubmed/22294469
http://dx.doi.org/10.1038/sj.onc.1203239
http://www.ncbi.nlm.nih.gov/pubmed/10602461
http://dx.doi.org/10.1016/j.cyto.2007.09.016
http://dx.doi.org/10.1016/j.cyto.2007.09.016
http://www.ncbi.nlm.nih.gov/pubmed/18068998
http://dx.doi.org/10.1038/sj.cr.7290257
http://www.ncbi.nlm.nih.gov/pubmed/15686620
http://dx.doi.org/10.1016/S0898-6568(02)00112-2
http://dx.doi.org/10.1016/S0898-6568(02)00112-2
http://www.ncbi.nlm.nih.gov/pubmed/12639708
http://dx.doi.org/10.1038/cr.2009.137
http://www.ncbi.nlm.nih.gov/pubmed/19997086

20.

21.

22.

23.

24,

25.

26.

27.

. Svotelis A, Doyon G, Bernatchez G, Désilets A, Rivard N et al. (2005)

IL-1B-dependent regulation of C/EBPS transcriptional activity. Biochem
Biophys Res Commun 328: 461-470. doi:10.1016/j.bbrc.2005.01.002.
PubMed: 15694370.

Ramiji DP, Foka P (2002) CCAAT/enhancer-binding proteins: structure,
function and regulation. Biochem J 365: 561-575. PubMed: 12006103.
Poli V (1998) The role of C/EBP isoforms in the control of inflammatory
and native immunity functions. J Biol Chem 273: 29279-29282. doi:
10.1074/jbc.273.45.29279. PubMed: 9792624.

Hata K, Nishimura R, Ueda M, lkeda F, Matsubara T et al. (2005) A
CCAAT/enhancer binding protein beta isoform, liver-enriched inhibitory
protein, regulates commitment of osteoblasts and adipocytes. Mol Cell
Biol 25: 1971-1979. doi:10.1128/MCB.25.5.1971-1979.2005. PubMed:
15713650.

Sai S, Nakagawa Y, Yamaguchi R, Suzuki M, Sakaguchi K et al. (2011)
Expression of 11B-hydroxysteroid dehydrogenase 2 contributes to
glucocorticoid resistance in lymphoblastic leukemia cells. Leuk Res 35:
1644-1648. doi:10.1016/j.leukres.2011.07.002. PubMed: 21794917.
Esteves CL, Kelly V, Bégay V, Man TY, Morton NM et al. (2012)
Regulation of adipocyte 11B-hydroxysteroid dehydrogenase type 1
(11B-HSD1) by CCAAT/enhancer-binding protein (C/EBP) f isoforms,
LIP and LAP. PLOS ONE 7: e37953. doi:10.1371/journal.pone.
0037953. PubMed: 22662254.

Kowenz-Leutz E, Twamley G, Ansieau S, Leutz A (1994) Novel
mechanism of C/EBPB (NF-M) transcriptional control: activation
through derepression. Genes Dev 8: 2781-2791. doi:10.1101/gad.
8.22.2781. PubMed: 7958933.

Kowenz-Leutz E, Pless O, Dittmar G, Knoblich M, Leutz A (2010)
Crosstalk between C/EBPB phosphorylation, arginine methylation, and
SWI/SNF/Mediator implies an indexing transcription factor code. EMBO
J 29: 1105-1115. doi:10.1038/emboj.2010.3. PubMed: 20111005.
Malavasi ELV, Kelly V, Nath N, Gambineri A, Dakin RS et al. (2010)
Functional Effects of Polymorphisms in the Human Gene Encoding
11B-Hydroxysteroid Dehydrogenase Type 1 (118-HSD1): A Sequence
Variant at the Translation Start of 113-HSD1 Alters Enzyme Levels.

PLOS ONE | www.plosone.org

28.

29.

30.

31.

32.

33.

34.

35.

Pro-Inflammatory Cytokine Induction of 113-HSD1

Endocrinology 151: 195-202. doi:10.1210/en.2009-0663. PubMed:
19934376.

Dahl JA, Collas P (2008) MicroChlP-a rapid micro chromatin
immunoprecipitation assay for small cell samples and biopsies. Nucleic
Acids Res 36: e15. PubMed: 18202078.

Gout J, Tirard J, Thévenon C, Riou JP, Bégeot M et al. (2006) CCAAT/
enhancer-binding proteins (C/EBPs) regulate the basal and cAMP-
induced transcription of the human 11B-hydroxysteroid dehydrogenase
encoding gene in adipose cells. Biochimie 88: 1115-1124. doi:10.1016/
j.biochi.2006.05.020. PubMed: 16837116.

Arai N, Masuzaki H, Tanaka T, Ishii T, Yasue S et al. (2007) Ceramide
and adenosine 5'-monophosphate-activated protein kinase are two
novel regulators of 11B-hydroxysteroid dehydrogenase type 1
expression and activity in cultured preadipocytes. Endocrinology 148:
5268-5277. doi:10.1210/en.2007-0349. PubMed: 17702848.

Yang Z, Zhu X, Guo C, Sun K (2009) Stimulation of 11beta-HSD1
expression by IL-18 via a C/EBP binding site in human fetal lung
fibroblasts. Endocrine 36: 404-411. doi:10.1007/s12020-009-9245-4.
PubMed: 19806478.

Staab CA, Stegk JP, Haenisch S, Nei E, Kdébsch K et al. (2011)
Analysis of alternative promoter usage in expression of HSD11B1
including the development of a transcript-specific quantitative real-time
PCR method. Chem Biol Interact 191: 104-112. doi:10.1016/j.cbi.
2010.12.027. PubMed: 21215738.

Balachandran A, Guan H, Sellan M, van Uum S, Yang K (2008) Insulin
and dexamethasone dynamically regulate adipocyte  11B-
hydroxysteroid dehydrogenase type 1. Endocrinology 149: 4069-4079.
doi:10.1210/en.2008-0088. PubMed: 18467433.

Horie R, Ishida T, Maruyama-Nagai M, Ito K, Watanabe M et al. (2007)
TRAF activation of C/EBPB (NF-IL6) via p38 MAPK induces HIV-1
gene expression in monocytes/macrophages. Microbes Infect 9:
721-728. doi:10.1016/j.micinf.2007.02.017. PubMed: 17409010.
Winzen R, Kracht M, Ritter B, Wilhelm A, Chen C-YA et al. (1999) The
p38 MAP kinase pathway signals for cytokine-induced mRNA
stabilization via MAP kinase-activated protein kinase 2 and an AU-rich
region-targeted mechanism. EMBO J 18: 4969-4980. doi:10.1093/
emboj/18.18.4969. PubMed: 10487749.

September 2013 | Volume 8 | Issue 9 | e75874


http://dx.doi.org/10.1016/j.bbrc.2005.01.002
http://www.ncbi.nlm.nih.gov/pubmed/15694370
http://www.ncbi.nlm.nih.gov/pubmed/12006103
http://dx.doi.org/10.1074/jbc.273.45.29279
http://www.ncbi.nlm.nih.gov/pubmed/9792624
http://dx.doi.org/10.1128/MCB.25.5.1971-1979.2005
http://www.ncbi.nlm.nih.gov/pubmed/15713650
http://dx.doi.org/10.1016/j.leukres.2011.07.002
http://www.ncbi.nlm.nih.gov/pubmed/21794917
http://dx.doi.org/10.1371/journal.pone.0037953
http://dx.doi.org/10.1371/journal.pone.0037953
http://www.ncbi.nlm.nih.gov/pubmed/22662254
http://dx.doi.org/10.1101/gad.8.22.2781
http://dx.doi.org/10.1101/gad.8.22.2781
http://www.ncbi.nlm.nih.gov/pubmed/7958933
http://dx.doi.org/10.1038/emboj.2010.3
http://www.ncbi.nlm.nih.gov/pubmed/20111005
http://dx.doi.org/10.1210/en.2009-0663
http://www.ncbi.nlm.nih.gov/pubmed/19934376
http://www.ncbi.nlm.nih.gov/pubmed/18202078
http://dx.doi.org/10.1016/j.biochi.2006.05.020
http://dx.doi.org/10.1016/j.biochi.2006.05.020
http://www.ncbi.nlm.nih.gov/pubmed/16837116
http://dx.doi.org/10.1210/en.2007-0349
http://www.ncbi.nlm.nih.gov/pubmed/17702848
http://dx.doi.org/10.1007/s12020-009-9245-4
http://www.ncbi.nlm.nih.gov/pubmed/19806478
http://dx.doi.org/10.1016/j.cbi.2010.12.027
http://dx.doi.org/10.1016/j.cbi.2010.12.027
http://www.ncbi.nlm.nih.gov/pubmed/21215738
http://dx.doi.org/10.1210/en.2008-0088
http://www.ncbi.nlm.nih.gov/pubmed/18467433
http://dx.doi.org/10.1016/j.micinf.2007.02.017
http://www.ncbi.nlm.nih.gov/pubmed/17409010
http://dx.doi.org/10.1093/emboj/18.18.4969
http://dx.doi.org/10.1093/emboj/18.18.4969
http://www.ncbi.nlm.nih.gov/pubmed/10487749

	Pro-Inflammatory Cytokine Induction of 11β-hydroxysteroid Dehydrogenase Type 1 in A549 Cells Requires Phosphorylation of C/EBPβ at Thr235
	Introduction
	Materials and Methods
	Cell culture
	RNA extraction and analysis
	IL-8 ELISA
	Transfections
	Western blot analysis
	Immunocytochemistry
	Chromatin immunoprecipitation (ChIP) assays
	Statistical analysis

	Results
	Pro-inflammatory cytokines increase HSD11B1 mRNA levels in A549 cells via the P2 promoter
	p38 MAPK and C/EBPβ phosphorylation at Thr235 are implicated in the cytokine-induction of HSD11B1 mRNA
	siRNA-mediated knock-down of NF-κB/RelA attenuates HSD11B1 induction by IL-1α/TNFα
	C/EBPβ and NF-κB/RelA locate to the nucleus in cytokine-treated A549 cells
	Pro-inflammatory cytokine induction of the P2 promoter of HSD11B1 requires the C/EBPβ binding sites, FP3 and FP4
	IL-1α increases binding of C/EBPβ, but not NF-κB/RelA, to the region encompassing FP3 and 4 in the P2 promoter of HSD11B1
	C/EBPβ phosphorylation at Thr235 is implicated in cytokine-induction of HSD11B1 transcription

	Discussion
	Acknowledgements
	Author Contributions
	References


