Rat inflammation/pregnancy markers
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NM_012675.3 https://doi.org/10.1186/s12974-015-0248-1
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TCACGT
Forward AGCTCA
primer GGTCCC Plus 20 4 23 60.97 60.00 4.00 2.00
AG
ACTGCG
Reverse ATGTAC .
primer TeTGCC Minus 19 203 185 60.45 57.89 4.00 2.00
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length 200bp
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junction
PIGF
NM 053595.2
Sequenc | Template Self Self 3
q. \ p Length Start Stop Tm GC% complem | complem
e (5'->3") strand . ;
entarity entarity



https://doi.org/10.1186/s12974-015-0248-1
https://www.ncbi.nlm.nih.gov/nucleotide/1937369395?report=gbwithparts

GAGGAA
Forward CCCCAC
primer CTGTGA Plus 20 764 783 60.04 60.00 4.00 2.00
TG
CTTGTC
Reverse CTTCCA .
primer Tocecee Minus 20 956 937 59.96 55.00 4.00 0.00
TT
Product
length 193
Exon .
. . 777/778 (forward primer) on template NM_053595.2
junction
iINOS
NM 012611.3 https://www.jimmunol.org/content/jimmunol/192/12/6009.full. pdf?with-ds=yes
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TTCCTC
Forward AGGCTT
primer GGGTCT Plus 21 104 124 61.33 52.38 5.00 0.00
TGT
GGCAAG
Reverse CCATGT .
primer CTGTGA Minus 21 200 180 61.16 52.38 6.00 3.00
CTT
Product
length 97
MCP-1/CCL2
NM_031530.1 https://d-nb.info/1220602175/34
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TGTTCA
Forward CAGTTG
primer cTGCCT Plus 20 107 126 60.39 50.00 4.00 2.00
GT
CGACTC
Reverse ATTGGG .
primer ATCATC Minus 19 215 197 54.03 47.37 5.00 3.00
T
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CACCAT
Forward CACTGT
primer GTATTC Plus 22 345 366 57.42 45.45 5.00 0.00
GTTC
CTACTG
Reverse AGAGCT .
primer GTGTCC Minus 20 475 456 60.18 60.00 4.00 2.00
GC
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length 131
Exon .
h . 361/362 (forward primer) on template NM_012967.1
junction



https://www.ncbi.nlm.nih.gov/nucleotide/56799414?report=gbwithparts
https://cac-word-edit.officeapps.live.com/we/NM_012611.3
https://www.jimmunol.org/content/jimmunol/192/12/6009.full.pdf?with-ds=yes
https://d-nb.info/1220602175/34
https://www.ncbi.nlm.nih.gov/nucleotide/6981067?report=gbwithparts

Bactin

NM_031144.3
https://patentimages.storage.googleapis.com/9e/06/cf/6c6cde27b1c952/US20160256514A1.pdf pag.36
Sequenc | Template Self Self 3
e (g,_>3,) stranpd Length Start Stop Tm GC% complem | complem
entarity entarity
CTGTGT
Forward GGATTG
primer GTGGCT Plus 20 1091 1110 59.96 55.00 2.00 0.00
CT
GCTCAG
Reverse TAACAG .
primer TCccoee Minus 20 1223 1204 59.18 55.00 3.00 2.00
TA
Product 133bp

length



https://patentimages.storage.googleapis.com/9e/06/cf/6c6cde27b1c952/US20160256514A1.pdf

