SAS antibiotics

Article

The Human Gut Microbe Bacteroides thetaiotaomicron
Suppresses Toxin Release from Clostridium difficile by
Inhibiting Autolysis

Miad Elahi !, Haruyuki Nakayama-Imaohji !, Masahito Hashimoto 2, Ayano Tada !, Hisashi Yamasaki 3,
Tamiko Nagao # and Tomomi Kuwahara -*

check for

updates
Citation: Elahi, M.; Nakayama-
Imaohji, H.; Hashimoto, M.; Tada, A.;
Yamasaki, H.; Nagao, T.; Kuwahara, T.
The Human Gut Microbe Bacteroides
thetaiotaomicron Suppresses Toxin
Release from Clostridium difficile by
Inhibiting Autolysis. Antibiotics 2021,
10, 187. https://doi.org/10.3390/
antibiotics10020187

Academic Editor: Amparo Latorre
Received: 18 January 2021
Accepted: 13 February 2021
Published: 15 February 2021

Publisher’s Note: MDPI stays neutral
with regard to jurisdictional claims in
published maps and institutional affil-

iations.

Copyright: © 2021 by the authors.
Licensee MDPI, Basel, Switzerland.
This article is an open access article
distributed under the terms and
conditions of the Creative Commons
Attribution (CC BY) license (https://
creativecommons.org/licenses /by /
4.0/).

Department of Microbiology, Faculty of Medicine, Kagawa University, 1750-1 Miki, Kagawa 761-0793, Japan;
miadelahiabesh@gmail.com (M.E.); imaohji@med.kagawa-u.ac.jp (H.N.-L);

ayatada@med.kagawa-u.ac.jp (A.T.)

Department of Chemistry, Biotechnology, and Chemical Engineering, Kagoshima University,

Kagoshima 890-8580, Japan; hassy@eng.kagoshima-u.ac.jp

Division of Biology, Hyogo College of Medicine, Mukogawa, Nishinomiya 663-8501, Japan;
hi-yamasaki@hyo-med.ac,jp

Department of Science for Human Health Welfare Care Major, Shikoku University Junior College, Ohjin,
Tokushima 771-1192, Japan; tnagao@shikoku-u.ac.jp

Correspondence: tomomi@med kagawa-u.ac.jp; Tel.: +81-87-891-2129

Abstract: Disruption of the human gut microbiota by antibiotics can lead to Clostridium difficile
(CD)-associated diarrhea. CD overgrowth and elevated CD toxins result in gut inflammation. Herein,
we report that a gut symbiont, Bacteroides thetaiotaomicron (BT), suppressed CD toxin production. The
suppressive components are present in BT culture supernatant and are both heat- and proteinase
K-resistant. Transposon-based mutagenesis indicated that the polysaccharide metabolism of BT is
involved in the inhibitory effect. Among the genes identified, we focus on the methylerythritol 4-
phosphate pathway gene gcpE, which supplies the isoprenoid backbone to produce the undecaprenyl
phosphate lipid carrier that transports oligosaccharides across the membrane. Polysaccharide frac-
tions prepared from the BT culture suppressed CD toxin production in vitro; the inhibitory effect of
polysaccharide fractions was reduced in the gcpE mutant (AgcpE). The inhibitory effect of BT-derived
polysaccharide fraction was abrogated by lysozyme treatment, indicating that cellwall-associated
glycans are attributable to the inhibitory effect. BT-derived polysaccharide fraction did not affect CD
toxin gene expression or intracellular toxin levels. An autolysis assay showed that CD cell autolysis
was suppressed by BT-derived polysaccharide fraction, but the effect was reduced with that of AgcpE.
These results indicate that cell wall-associated glycans of BT suppress CD toxin release by inhibiting
cell autolysis.
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1. Introduction

Clostridium difficile (CD) is a Gram-positive, spore-forming, rod-shaped anaerobe.
CD is a leading cause of nosocomial infectious diarrhea, especially in elderly patients
at hospitals and nursing homes [1]. CD can progress to severe, even deadly, conditions
such as pseudomembranous colitis, toxic megacolon, and colonic perforation [2]. Patients
with CD-associated diarrhea (CDAD) excrete CD spores in the feces. CD spores are
resistant to antimicrobial agents, contaminate environmental surfaces, and transmit CD
among patients [3,4]. Strict contact precautions are required for CDAD patients to prevent
nosocomial outbreaks of this pathogen. CDAD increases healthcare costs due to extended
hospital stays of CDAD patients and infection countermeasures [5].

CDAD is caused by CD production of macromolecular toxins called toxin A (308 kDa)
and toxin B (297 kDa) [6,7]. These toxins induce actin disaggregation by glucosylating host
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Rho GTPase [8], which compromises gut barrier function and results in gut epithelial cell
death. Non-toxigenic CD is not pathogenic, rather it has been utilized tentatively to out-
compete diarrheagenic CD [9], indicating that these toxins are crucial to the determination
of CD pathogenicity.

Toxins A and B are encoded in a 19.6-kb pathogenicity locus (known as PaLoc), which
is exclusively present in the chromosome of diarrheagenic CD [10]. This locus includes
the genes for a transcriptional regulator (tcdR and tcdC for activator and suppressor,
respectively) and a holin-like protein (tcdE) [11-13]. The tcdE gene product has been
suggested to facilitate the extracellular release of CD toxins. [14]. Over the past few decades,
the hypervirulent CD lineage NAP1/B1/027 has emerged and spread worldwide [15]. This
high virulence CD lineage produces large amounts of toxins A and B and has an additional
toxin (binary toxin) encoded in another genomic locus [16,17]. The high morbidity and
mortality rate of the NAP1/B1/027 lineage, as well as its higher transmissibility, makes
CDAD one of the major public health concerns worldwide [18,19].

The human gut harbors diverse and numerous microbes that deeply associate with
host physiology. This ecosystem provides beneficial effects to the host such as energy
extraction from otherwise indigestible dietary polysaccharides, gut immune system matu-
ration, and colonization resistance to enteric pathogens. Antibiotic treatment compromises
gut microbiota function and is recognized as the most important risk factor for CDAD [20].
The reduced colonization resistance caused by antibiotic therapy allows CD to overgrow,
which increases the toxin level in the gut. Although the first line therapy for CDAD is
antibiotic treatment with either vancomycin or metronidazole [21], recurrence is observed
in nearly 20% of patients [22]. In addition, the relapse rate increases by 20% with each
recurrent episode, and the cure rate with antibiotic therapy for these cases is only 25
to 35% [23,24]. Recently, fecal microbiota transplantation (FMT) has been used to treat
CDAD cases refractory to antibiotic therapy [25]. The therapeutic efficacy of FMT has
been reported at over 90% [26], indicating that restoration of the gut microbiota function is
essential for remission from recurrent CDAD.

Besides its efficacy, there are concerns about FMTs such as the transmission of un-
known pathogens to recipients and a lack of selection guidelines for donor feces. Most
importantly, the underlying mechanism for the therapeutic efficacy of FMTs remains to
be elucidated. Lawley et al. reported that bacteriotherapy using a simple mixture of six
intestinal bacteria—Staphylococcus warneri, Enterococcus hirae, Lactobacillus reuteri, as well
as three novel species of Anaerostipes, Enterorhabdus, and Bacteroides—resolved CD disease
and transmission in a mouse model [27]. The results indicate that colonization resistance
and/or anti-pathogenic potential of the normal gut microbiota against CD is attributable
to a particular set of gut microbes.

Bacteroides is a Gram-negative, rod-shaped anaerobe, which is among the most pre-
dominant members of the gut microbiota. Cordonnier et al. have reported that B. thetaio-
taomicron suppresses the Shiga-toxin production of enterohemorrhagic Escherichia coli by
competing with vitamin B;, uptake [28]. It has also been reported that the related species
B. fragilis prevents CD infection by facilitating the restoration of gut barrier function and
microbiota composition [29]. Thus, Bacteroides plays a key role in maintaining the integrity
of the human gut. However, the direct action of Bacteroides spp. against the pathogenic
mechanisms of CD remains to be elucidated. In this study, we examined the effect of
Bacteroides spp. on the toxigenicity of CD and found that B. thetaiotaomicron suppressed CD
toxin production. Herein, we report how this gut symbiont affects the toxin production
of CD.

2. Results
2.1. Effect of Bacteroides Species on CD Toxin Production
We first examined the effect of Bacteroides species on CD toxin production. CD

ATCC9689 was co-cultured with the selected Bacteroides species. Supernatants of the
24-h co-cultures were filter-sterilized and equally mixed with Dulbecco’s Modified Eagle’s
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Medium (DMEM) containing 10% fetal bovine serum (FBS). Cytopathic effects by toxin A
and B in these cultures were evaluated in the human colon cancer cell line HT29 (Figure 1a)
and Vero cells (Figure 1b), respectively. After the cells were cultured to semi-confluent,
DMEM was replaced with a DMEM containing 50% of the filter-sterilized supernatant
prepared from co-culture of CD and Bacteroides species. The cells were further incubated
for 24 h. These cells turned round following exposure to CD culture supernatant (CD
in Figure 1). The cell rounding was suppressed (see CD/BT in Figure 1) when CD was
co-cultured with B. thetaiotaomicron VPI-5482 (BT), and the cell morphology was similar to
that of the Gifu Anaerobic Medium (GAM) control (N in Figure 1). Western blotting was
performed with anti-CD toxin A and B antibody against CD culture supernatant from the
conditioned medium containing the culture supernatant (50% v/v) of each selected human
gut microbe (Figure 1c,d). The results showed that both toxin A and toxin B production
was reduced in the conditioned medium prepared with BT culture supernatant. These
data indicate that BT culture supernatant contains anti-toxigenic factors to CD. B. fragilis
(BF) culture supernatant also reduced the toxin levels, but the effect was less than that
of BT. Other Bacteroides species tested did not have an effect on CD toxin production. To
determine whether the effect was strain-specific, the conditioned media were prepared with
seven clinical isolates of BT. All the BT strains tested suppressed CD toxin A production
(Figure S1).
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Figure 1. Effect of Bacteroides species on Clostridium difficile (CD) toxin production. Cytopathic effect by CD toxins A

and B in the culture supernatants were evaluated by a cytotoxicity assay using (a) human colon cancer cell line HT-29 cells
and (b) Vero cells. CD, CD ATCC9689; CD/BF, co-culture of CD ATCC9689 and B. fragilis YCH46; CD/BT, co-culture of CD
ATCC9689 and B. thetaiotaomicron VPI-5482; and N, GAM broth only. Western blotting of the cell-free CD supernatants in
the conditioned media with either (c) anti-Toxin A or (d) anti-Toxin B antibody. CD, CD ATCC9689 culture supernatant
in GAM broth; conditioned medium containing 50% (v/v) culture supernatant of BT, B. thetaiotaomicron VP1-5482; BF, B.
fragilis YCH46; BO, B. ovatus ATCC8483; BU, B. uniformis ATCC8492; BV, B. vulgatus ATCC8503; BL, Bifodobacterium longum
JCM1217; and CR, Clostridium ramosum JCM1298. M, HPR-labelled protein size marker.

2.2. Characterization of BT-Derived Inhibitory Factors on CD Toxin Production

We examined the heat stability and estimated the sizes of inhibitory factors on CD
toxin production, which were present in BT culture supernatant. The suppressive effect
was retained after heating at 100 °C for 10 min (Figure 2a). Size fractionation using
Amicon® spin column revealed that the sizes of inhibitors were predicted to be 10~100 kDa
(Figure 2b).
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Figure 2. Characterization of BT-derived inhibitory factors on CD toxin production. (a) Heat stability was examined by
heating the culture supernatant of BT or Escherichia coli DH5c at 100 °C for 10 min. After CD was cultured in either GAM
broth or the conditioned media containing either heated- or unheated-culture supernatant, Toxin A level in the culture
was compared by Western blotting with anti-Toxin A antibody. (b) Size fractionation of the culture supernatant of BT by
Amicon® ultrafiltration column. Filtration sizes are indicated above the lanes. “Whole” indicates the unfiltered sample. CD
was cultured in the conditioned media prepared with either the filtered or unfiltered BT culture supernatant; Toxin A level
in the culture was compared by Western blotting with anti-Toxin A antibody. M, HRP-labeled protein size marker (220 kDa).

2.3. Construction of a Tn4351-Based Mutant Library and Screening to Identify the BT Genes
Encoding Anti-Toxigenic Factors Against CD

We constructed a BT mutant library by employing Tn4351 to identify those BT genes
attributable to CD anti-toxigenicity. A total of 1392 clones were screened with a Vero
cell cytotoxicity assay. We identified twenty BT mutants where the inhibitory effect was
reduced to less than 40% of the parent strain (Figure S2). These mutants were screened
again to confirm the results, and 15 clones were confirmed to reduce the anti-toxigenicity to
less than 40% of the BT parent strain (Table S1). Of these, five had insertions associated with
polysaccharide biosynthesis (genes in capsular polysaccharide biosynthesis loci of PS-4
and PS-6), degradation («-galactosidase gene), and methylerythritol 4-phosphate pathway
(MEP) for isoprenoid biosynthesis (gcpE or ispG). Since MEP is involved in the biosynthesis
of undecaprenyl phosphate, a lipid carrier that transports glycan across the membrane, we
focused on gcpE, which encodes 1-hydroxy-2-methyl-(E)-butenyl 4-diphosphate synthase.
The gcpE mutant of BT (designated as AgcpE) was used in the following experiments.

2.4. Characterization of gcpE Mutant of BT

Tn4351 was inserted into the 5’ region of gcpE (BT2517) in the AgcpE mutant strain
(Figure 3a). The AgcpE growth rate was not different from the parent strain (data not
shown). However, the cells were elongated, probably due to an impairment in cell wall
septum formation (Figure 3b). In addition, the mucous layer that could be observed in
the parent strain after centrifugation was decreased in the AgcpE mutant strain (Figure 3c).
These findings indicate that transmembrane glycan transport in the AgcpE strain was
negatively affected. The inhibitory effect on CD toxin production, which was observed in
the parent BT strains, was also reduced in the AgcpE strain (Figure 3d). These data indicate
that either cell wall glycans or exopolysaccharides, whose transmembrane transport is
dependent on undecaprenyl pyrophosphate, are associated with the inhibitory effect of CD
toxin production.

2.5. Inhibitory Effect of the Polysaccharide Fraction from BT Culture on CD Toxin Production

We prepared the polysaccharide fraction (PF) from GAM broth and the culture su-
pernatants of BT, AgcpE, and B. uniformis ATCC8492 (BU). BU was used as a negative
control since the species had no effect on CD toxin production (Figure 1c,d). The culture
supernatants of these strains were dialyzed in membrane with a molecular weight cut-off
of 3.5 K, followed by proteinase K treatment. After the material was lyophilized, the
inhibitory effect on CD toxin production was compared across the samples. BT VPI-5482-
derived PF (2.0 mg/mL) suppressed CD toxin production while PFs from the AgcpE and
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BU strains showed no inhibitory effect (Figure 4a). The BT-derived PF inhibitory effect
was observed at concentrations above 0.5 mg/mL (Figure 4b). These data indicate that
BT-derived polysaccharides are involved in the suppression of CD toxin production.

AgcpE

gepE

BT AgcpE d

Figure 3. Characterization of the AgcpE mutant strain. (a) The Tn4351 insertion site in the AgcpE mutant. Tn4351 was
inserted into the 5 end of gcpE. * Stop codon of the upstream gene (BT2518). (b) Gram stain of wild type BT and AgcpE
strains. (c) Mucoid layer in BT culture following centrifugation of either BT WT or AgcpE. (d) Toxin A levels in CD culture
alone, exposed to the supernatant of wildtype BT or AgcpE.
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Figure 4. Inhibitory effect of the BT culture supernatant polysaccharide fraction (PF). (a) PFs from
the indicated strains were used to prepare conditioned medium. After CD was cultured in GAM
(indicated by CD) or conditioned medium containing 2.0 mg/mL of PF from each strain, toxin A and
B levels in the CD culture supernatants were evaluated by Western blotting. BT, B. thetaiotaomicron
VPI-5482; AgcpE, Tn4351-inserted gcpE mutant; BU, B. unifromis ATCC9492. (b) Dose-dependent
inhibition of BT-derived PF on CD toxin production. PFs from GAM (indicated by G) or BT was
added to the medium at the indicated concentration. After CD was cultured in the conditioned media
for 24 h, the amount of toxin A in the CD culture supernatants was evaluated by Western blotting.

2.6. Transcriptional Analysis of PaLoc in CD

We determined the transcriptional alteration of the CD PaLoc genes in response to PFs
prepared from GAM broth and the culture supernatant of the BT, AgcpE, and BU strains.
CD was cultured in the PF-conditioned media for 9 h prior to RNA extraction, and qPCR for
each gene transcript was performed. The expression of tcdA and tcdE, which encode toxin
A and a holin-like protein, respectively, was slightly decreased in the presence of BT- and
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BU-derived PFs compared to the CD control (Figure 5). In the presence of AgcpE-derived
PF, the PaLoc gene expression levels, excepting tcdC, were slightly elevated. However, the
overall effect of these PFs on the PaLoc gene expression levels was limited.
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Figure 5. Effect of BT-derived PFs on PalLoc gene expression. After CD was cultured to late-
logarithmic phase in the conditioned medium containing 2.0 mg/mL PFs from the indicated strains,
the RNA was extracted from each sample. RT-qPCR was performed to examine the change in gene
expression for toxins A and B (tcdA and tcdB), the positive- and negative-regulators (tcdR and tcdC),
and the holin-like protein (tcdE). The relative expression of each gene to the control (expression in the
conditioned medium prepared with PF from GAM broth) is shown. Significant difference compared
with GAM is indicated by * (p < 0.01).

2.7. CD Toxin Localization Following Exposure to BI-Derived PF

Due to the limited effect of BT-derived PF on PaLoc gene expression, we examined the
localization of CD toxins following incubation in the conditioned media. These results indi-
cated that CD toxins accumulated inside the cell but decreased in the culture supernatant
when exposed to BT-derived PF (Figure 6). We stained CD cultured in the conditioned
media and compared microscopic images to assess levels of CD cell autolysis. The CD
cells stained as Gram negative at 12 h post-incubation due to autolysis. CD continued to
stain Gram positive following co-cultivation with BF and BT (Figure S3), indicating that BT
suppresses CD toxin release by inhibiting cell autolysis.

GAM BT
M S C S o

fi
(kDa) 9 : -
220_.~ -

Figure 6. Localization of Toxin A in CD culture. After CD was cultured in the conditioned medium
containing PF (2.0 mg/mL) derived from GAM broth or BT, the culture was separated into the
supernatant and cell pellet by centrifugation. Toxin A levels in the supernatant (S) and cell pellet (P)
were evaluated by Western blotting with anti-Toxin A antibody. M, HRP-labeled protein size marker.
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2.8. Autolysis Assay

To confirm our hypothesis that BT suppresses CD cell autolysis, an autolysis assay
using Triton X-100 was performed (Figure 7a). In this assay, we used the CD strain 630
since this strain undergoes autolysis more easily than CD ATCC9689. After CD cells were
cultured in conditioned media prepared with BT culture supernatant (wild type or AgcpE),
the cells were collected by centrifugation and suspended in phosphate-buffered saline
containing 0.02% Triton X-100. The decline in ODs9y was monitored periodically. CD
alone was rapidly lysed by the detergent. Conversely, the CD cells cultured in conditioned
media containing BT culture supernatant were significantly more resistant to the detergent.
Supplementation with AgcpE culture supernatant partially reduced CD resistance to the
detergent. After CD ATCC9689 was cultured in GAM or conditioned medium prepared
with BT culture supernatant (wild type or AgcpE) for 24 h, lactate dehydrogenase (LDH)
activity released into the CD culture supernatant was measured as a cytoplasmic marker
(Figure 7b). Consistent with the findings of autolysis assay, LDH activity in the CD culture
supernatant was significantly lower in the medium containing BT culture supernatant
(wild type or AgcpE) than that in GAM broth. However, the LDH activity released from CD
was much lower in the conditioned medium containing wild type BT culture supernatant
than in that containing AgcpE culture supernatant.

b

0.6 -

*
0.5 *
—o—GAM —8—BT —a—AgcpE
04 4
§ 03
0.2 4
0.1
T T 0 4
20 40 60 80 100 120
Time (min) GAM BT AgcpE

Figure 7. Autolysis assay of CD. (a) CD strain 630 was cultured in GAM broth (closed circle) or the conditioned medium
prepared with culture supernatants derived from BT (closed square) or AgcpE (closed triangle). The CD cells were suspended
in PBS containing 0.02% Triton X-100. Cell lysis was monitored by a decrease in ODsgg. The percent reduction in the
initial ODs59g was calculated every 10 or 30 min until 2 h post-incubation. At each time point, significant differences with
p-value less than (a) 0.01, and (c) 0.05 when compared with the control (CD cultured in GAM); (b) significant differences
between BT and AgcpE with a p-value less than 0.01. (b) Lactate dehydrogenase (LDH) activity released into the 24-h culture
supernatant of CD in GAM or the conditioned medium prepared with culture supernatant of BT or AgcpE. LDH activity
was determined using CytoTox 96 Non-Radioactive Cytotoxicity Assay kit (Promega), and the signal from the test was
recorded as absorbance at 490 nm. * Significant difference with p-value less than 0.01.

2.9. Effect of Lysozyme Treatment

To determine the role of BT cell wall-associated glycan on CD toxin production, PF was
treated by lysozyme. The inhibitory effect of BT-derived PF was ameliorated by lysozyme
treatment (Figure 8). However, the inhibitory effect of BT-derived PF was not affected
by polymyxin B treatment (data not shown), indicating that cell-wall associated glycan is
involved in the suppressive effect of BT on CD toxin production.
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Figure 8. Lysozyme treatment reduced the suppressive effect of BT-derived PF on CD toxin pro-
duction. PFs from either GAM broth or the culture supernatants of B. thetaiotaomicron VPI-5482
(BT), Tn4351-inserted gcpE mutant of BT (AgcpE), or B. uniformis ATCC8492 (BU) were treated with
lysozyme. CD Toxin A production in the conditioned media, which contained PFs with or without
lysozyme treatment (indicated by + and -, respectively), was compared. CD, CD culture supernatant
in GAM broth; M, HRP-labeled protein size marker.

3. Discussion

CDAD is a leading cause of nosocomial diarrhea that can cause life-threatening colitis
in elderly or immunocompromised patients. CDAD has been recognized as one of the most
alarming nosocomial infections due to its severe diarrhea and high transmissibility to other
patients. Although antibiotic treatment disrupts the gut microbiota, making it the greatest
risk factor for CDAD, vancomycin or metronidazole are the first line drugs for CDAD.
Such antibiotic treatment is effective for CDAD, but nearly 20% of cases relapse and the
recurrent cases are less responsive to vancomycin and metronidazole treatments [22].

The successful clinical effects of fecal microbiota transplantation on recurrent CDAD
have attracted the attention of scientists to the mechanism of colonization resistance to CD
by the human gut microbiota [30]. In this study, we found that a human gut microbe, BT,
inhibits CD toxin production in vitro. This effect was observed even with cell-free culture
supernatant. A preliminary analysis indicated that heat-stable molecules with a relatively
large molecular size (10-100 kDa) present in BT culture supernatant were responsible for
the suppression of CD toxin production (Figure 2). The culture supernatants from clinical
isolates of B. thetaiotaomicton also showed a suppressive effect on CD toxin production
(Figure S1), indicating that the inhibitory molecules are conserved within the species.
Interestingly, B. fragilis (BF) also suppressed CD toxin production, but the effect was weaker
than BT. On the other hand, BV and BU showed no effect. These results correlated well
with the taxonomic relatedness among the species as BF is phylogenetically closer to BT
than BV or BU (Figure S4). These data indicate that similar inhibitory molecules were
conserved in BT and its closely related species. Deng et al. reported that BF suppressed
gut inflammation evoked by CD through a host-oriented effect that improves gut barrier
function [29]. The authors concluded that capsular polysaccharide, PSA, is responsible
for the suppression of CD pathogenicity. It is possible that the PSA or cell wall-associated
glycans of BF may suppress CD autolysis as described here, which may partly contribute
to prevent CD infection.

We performed transposon mutagenesis in BT using Tn4351 to identify the genes re-
sponsible for anti-CD toxin production. Despite the small sample size screened (1392 clones
screened), we identified candidate clones that reduced the suppressive effect on CD toxin
production. This high detection rate might be due to the involvement of multiple genes or
operons required to synthesize the effective molecules. In fact, several clones identified had
transposon insertions in genes associated with capsular polysaccharide biosynthesis (PS-4
and PS-6) and the MEP pathway, 23, 20, and 7 gene products, respectively. In addition,
the genes for the cell-division protein that is involved in peptidoglycan remodeling or
-galactosidase, were also included in the list of the candidate genes (Table S1), indicating
that BT glycan metabolism is involved in the suppressive effect on CD toxin production.

Among the genes identified by transposon mutagenesis, we focused on gcpE (BT2517),
which encodes an enzyme of the MEP pathway. The MEP pathway supplies the isoprenoid
backbone to synthesize the undecaprenyl phosphate lipid carrier that is crucial in the
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transmembrane transport of cell surface glycans. Despite repeated trials to make a null
mutant of gcpE by homologous recombination, we failed to obtain a mutant. However,
gepE could be deleted from the chromosome during plasmid complementation of the gene
(data not shown). Therefore, we concluded that gcpE is an essential gene for BT. Since
Tn4351 was inserted into the 5 end of gcpE (Figure 2a), we predicted synthesis of an
N-terminally truncated GepE protein. However, a malfunction in glycan transport was
apparent from the cell elongation (impaired septum formation) and the reduced production
of exopolysaccharides (Figure 2b,c). The transposon insertion in gcpE partially abrogated
the suppressive effect of BT on CD toxin production (Figure 2d). Loss of the suppressive
effect was also observed with the deproteinized, lyophilized PF from the AgcpE culture
supernatant, while the same preparation from the parent strain retained its suppressive
effect. Lysozyme, but not polymyxin B, treatment abrogated the suppressive effect of
the BT-derived PE. Based on these results, we concluded that BT extracellular glycans,
especially cell wall-associated glycans, suppressed CD toxin production.

It has been reported that PaLoc gene expression is repressed by carbon catabolite
repression protein (CcpA) in the presence of rapidly metabolizable sugars such as glu-
cose [31]. However, catabolite repression is unlikely to be involved in the suppressive
effect of BT since expression levels of PaLoc genes showed only limited differences in
expression with or without BT-derived PF (Figure 5). In addition, the PF was dialyzed
using a membrane with a MW cut-off of 3.5 K, indicating that neither simple sugars nor
oligosaccharides are related to the suppressive effect. The expression of genes on the
PaLoc locus, except for the negative regulator tcdC, was slightly increased during CD
growth in the conditioned medium with AgcpE-derived PF when compared to the control
(GAM-broth-derived PF). This might be due to an alteration in the carbohydrate pattern on
the cell wall caused by malfunctional glycan transport in the AgcpE.

Consistent with findings that BT did not affect PaLoc gene expression (Figure 5), CD
toxin levels were decreased in the culture supernatant but not inside the cells (Figure 6).
Thus, we considered the possibility that CD toxin undergoes autoprocessing in the presence
of BT cell-wall-derived glycans. Both CD toxins A and B possess a cysteine protease do-
main [32,33] that is activated when it encounters inositol hexakisphosphate (myo-inositol)
in the host membrane, which releases the glycosyltransferase domain into the host cell
cytoplasm [32,34]. However, this hypothesis was not supported by the Western blotting
analysis, in which only a single band of unprocessed toxin was obtained but no proteolytic
product was detected.

Finally, we hypothesized that BT cell wall-associated glycans inhibit the cell autolysis
of CD. Gram staining and autolysis assays supported this hypothesis, in which BT inhibited
CD autolysis (Figure 7 and Figure S3). CD toxins do not have a conventional secretion
signal peptide, and the secretion machinery for CD toxins has not been identified on the CD
genome [35]. Therefore, we considered that CD cell autolysis is involved in the extracellular
release of toxins A and B. Although the holin-like protein encoded for by tcdE has been
reported to be necessary for CD toxin release in TY medium [14,36], Olling et al. have
reported that TedE is not necessary for toxin secretion [37]. Recently, it was demonstrated
that a novel peptidoglycan-degrading enzyme, Cwp19, is involved in CD toxin release
through stationary-phase autolysis [38]. CD toxin release was independent on TcdE when
CD was cultured in rich medium such as brain-heart-infusion broth (BHI), and CD toxins
were extracellularly released by stationary-phase autolysis in BHI [37,38]. These findings
indicate that CD releases toxins through two different ways depending on nutritional
availability. Since we cultured CD in rich medium (GAM broth), CD toxin release might
depend on stationary-phase autolysis, which mediated by peptidoglycan hydrolases such
as Cwp19. Many uncharacterized cell wall hydrolase genes are present on the genomes
of Gram-positive bacteria. Since BT showed a limited effect on tcdE expression, BT cell
wall-associated glycans might inhibit stationary-phase CD autolysis. Cwp19 preferentially
cleaved acetylated N-acetylglucosamine [38]. Difference in the effect on CD cell autolysis
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among Bacteroides species might be due in part to the diversity in cell surface glycan
modification.

Due to the clinical importance of CD, many studies have been performed to elucidate
the mechanisms of gut microbiota that antagonize the pathogenicity of CD. It has been
demonstrated that probiotic bacteria such as Bifidobacterium and Lactobacillus inhibit CD vir-
ulence by affecting the growth, germination, sporulation, or toxin gene expression [39-41].
In addition, Castagliuolo et al. reported that the 54-kDa protease of Saccharomyces bourardii
degrades both CD toxin and its brush border membrane receptor, thus protecting rats
from CD enteritis [42]. However, the clinical effect of probiotics on CDAD is controver-
sial [43,44]. Further efforts to explore the detailed mechanisms by which human gut
microbes antagonize CD are necessary to establish strategies to control refractory CDAD.

In summary, we have herein reported that BT cell wall-associated glycans repress CD
toxin release by inhibiting cell autolysis. Bacterial cell autolysis releases bacterial cellular
components (e.g., flagella and peptide glycan fragments) as well as intracellular molecules
(e.g., DNA and enzymes). These pathogen-associated molecular patterns are recognized by
host Toll-like receptors and evoke inflammation [45]. Bacteroides species produce multiple
phase-variable extracellular polysaccharides that decorate its cell surface [46]. These
phase-variable polysaccharides are considered to play a role in evading host immunity. In
this study, we report the novel function of BT glycans to reduce CD virulence. Bacterial
exopolysaccharides and peptide glycans play a role in cell-to-cell communication that
influences physiological processes such as biofilm formation and spore germination [47,48].
BT may utilize surface glycans to both evade host immunity and communicate with
diverse members of the gut microbiota to maintain gut homeostasis. Further study is
required to identify the molecular structure of the BT cell wall-associated glycan(s) reported
here, and the alteration of CD transcriptome in response to the glycan(s) is helpful to
design novel prophylaxes or therapeutics for CDAD, one of the important complications of
antibiotic treatment.

4. Materials and Methods
4.1. Bacterial Strains and Growth Conditions

Clostridium difficile (CD) toxigenic strains ATCC9689 and 630 [35] were used; both
strains produce toxins A and B. The Bacteroides species used were B. thetaiotaomicron (strain
VPI-5482 and seven clinical isolates), B. fragilis (NCTC9343 and YCH46 [49]), B. ovatus
ATCC8483, B. uniformis ATCC8492, and B. vulgatus ATCC8482. Bifidobacterium longum
JCM1217, Clostridium ramosum JCM1298, and Escherichia coli strain DH5x were also tested as
other representative intestinal bacteria. All bacterial strains used were grown anaerobically
in GAM (Gifu anaerobic medium, Nissui Pharmaceutical Co., Tokyo, Japan) broth or
on GAM agar plates at 37 °C. Anaerobic cultivation was performed using an anaerobic
chamber (Forma Scientific model 1025) conditioned with mixed gas (CO,, 80%; Ny, 10%;
H;, 10%).

4.2. Preparation of Conditioned Medium

The filtrate of culture supernatant of the selected bacteria was prepared to test the
effect on CD toxin production. A single colony of each bacterial strain grown on GAM
agar plates was inoculated into 10 mL GAM broth, and the media were anaerobically
cultivated overnight at 37 °C. A part of the overnight culture (0.1 mL) was inoculated
into 10 mL of freshly prepared GAM broth and incubated again for 24 h. The culture
was then centrifuged at 10,000 x g for 15 min, and the supernatant was passed through a
0.22 um filter (ADVANTEC, DISMIC-25SS) to remove bacterial cells. Aliquots of the filtrate
were stocked at —80 °C until use. Conditioned medium was prepared by mixing the filter
sterilized culture supernatant with an equal volume of fresh GAM broth. Another type of
conditioned medium that contained the polysaccharide fraction from the selected bacterial
culture was prepared as described below (Section 4.10).
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4.3. Cultivation of CD in Modified Medium

Frozen stock (—80 °C) of the CD was streaked onto GAM agar plates and anaerobically
cultured for 48 h at 37 °C. A single colony of each CD strain was precultured overnight
in GAM broth, and 0.8 mL of the culture was inoculated into 10 mL each of conditioned
media. The media were anaerobically incubated at 37 °C until the optical density at 600 nm
reached 2.0, the culture supernatant was collected by centrifugation at 10,000 g for 15 min
and then passed through a 0.22 pum filter to remove CD cells. The supernatants and cell
pellets were stored at —80 °C until CD toxin levels were determined by cytotoxicity assay
and Western blotting.

4.4. Microscopy Observation

Equal volumes (0.1 mL each) of stationary-phase CD ATCC9689 and B. fragilis YCH46
or B. thetaiotaomicron VPI-5482 were inoculated into 10 mL fresh GAM broth. We mon-
itored the visible changes of CD cells under co-cultivation with B. fragilis YCH46 or B.
thetaiotaomicron VP1-5482. The co-culture was periodically sampled and spread on glass
slides. After fixation with methanol, the slides were Gram stained using a staining kit
(Favor G “Nissui”; Nissui Pharmaceutical Co., Ltd., Tokyo, Japan). Microscopic images
were captured with a Leica ICC50 HD microscope. After 24-h incubation, the remaining
cultures were centrifuged at 10,000 x g for 15 min, and the supernatant was passed through
a 0.22 pum filter (ADVANTEC, DISMIC-25SS) to remove bacterial cells. Aliquots of the
filtrate were stocked at —80 °C until use for cytotoxicity assay described below.

4.5. Cytotoxicity Assay

The CD toxins produced in GAM or conditioned medium were detected by a cy-
totoxicity assay as described previously [50]. Cytopathic effect by Toxin A and B was
examined using HT-29 and Vero cells, respectively. HT-29 (2.0 x 10 cells) and Vero cells
(1.0 x 10* cells) were seeded in 24-well plates containing 1 mL of Dulbecco’s Modified Ea-
gle’s Medium (DMEM; Sigma-Aldrich Japan, Tokyo, Japan) supplemented with 10% (v/v)
heat-inactivated fetal bovine serum (FBS; Sigma-Aldrich Japan, Tokyo, Japan), 100 U/mL
penicillin, and 100 ug/mL streptomycin at 37 °C for 24 h under 5% CO,. The media was
then replaced with 1 mL of DMEM containing 10% FBS, 100 U/mL penicillin, 100 pg/mL
streptomycin, and 50% (v/v) of either the selected bacterial culture supernatant or GAM
broth as a control. After the cells were incubated at 37 °C for 24 h under 5.0% CO,, the
cytopathic effect was evaluated by morphological change. Intact cell population was also
estimated by neutral red staining. Neutral red was purchased from Wako Chemical Co.
Ltd., Tokyo, Japan. In brief, after the cells were washed with saline, 1 mL of fresh media
containing neutral red (final concentration of 0.05%) was added to each well and incubated
for 1 h at 37 °C under 5.0% CO,. The media were carefully removed, and the cells were
washed three times with saline. The neutral red incorporated into the cells was then eluted
with 0.5 mL of solution containing 50% (v/v) ethanol and 1% acetic acid. The multi-well
plates were shaken for 1 min and the absorbance at 540 nm was read in a microliter plate
reader (SH-9000, Corona Electric, Ibaraki, Japan).

4.6. Detection of Toxins A and B by Western Blotting

The CD culture supernatants and cell pellets in the conditioned media were subjected
to SDS-PAGE, and the proteins were transferred to PVDF membranes (Hybond-P; GE
Healthcare). The membranes were incubated overnight in PBS-T (PBS containing 0.1%
Tween 20) containing 3% dry milk powder and then incubated with affinity-purified
monoclonal mouse antibodies specific for C. difficile toxin A (Abcam) or affinity-purified
polyclonal rabbit antibodies specific for C. difficile toxin B (Abnova). Toxin-bound antibodies
were then detected with peroxidase-conjugated secondary antibodies (BIO-RAD) and
the ECL prime Western Blotting Detection Reagent (GE Healthcare), according to the
manufacturer’s instructions.
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4.7. Characterization of the Inhibitory Components in BT Culture on CD Toxigenicity

The filter-sterilized overnight cultures of either B. thetaiotaomicron VPI-5482 or E. coli
DH5x were heated at 100 °C for 10 min to test the heat stability of the target components.
Size fractionation of the filter-sterilized BT culture using Amicon® Ultra Centrifugal Filter
Units (Millipore) with a molecular weight (MW) cut-off of 3 K, 10 K, or 100 K was then
performed to estimate the approximate molecular sizes of the target components. These
samples were used to prepare the conditioned media to culture CD. CD toxin levels in each
of the conditioned media were evaluated by Western blotting as described above.

4.8. Transposon Mutagenesis

The transposon mutant library of B. thetaiotaomicron VPI-5482 was constructed with
Tn4351 as described previously [51]. The Tn4351 delivery plasmid pEP4351 was introduced
into B. thetaiotaomicron VPI-5482 by electroporation. Electrocompetent cells were prepared
from the culture at stationary phase (48-h culture). Competent cells were pulsed using a
Gene-Pulser II apparatus (Bio-Rad) with the following parameters: 12.5 kV/cm, 200 (), and
25 pF. The transposon-insertion mutants were selected on GAM agar plates supplemented
with 10 pg/mL erythromycin. Individual colonies were seeded into 96-deep-well plates
and grown anaerobically overnight in GAM broth containing erythromycin (10 ug/mL). A
part of the culture was frozen in 25% glycerol and stored at —80 °C until use. The deep-well
plates were then centrifuged (6000 g for 15 min at 4 °C), and the supernatants were used
to prepare the conditioned media for CD cultivation. CD toxin levels in each of the cultures
were evaluated by cytotoxicity assays using HT29 cells as described above.

4.9. Identification of Transposon Insertion Site

The transposon insertion sites in the Tn4351-based mutant library of B. thetaiotaomi-
cron VPI-5482 were identified by nested arbitrarily primed PCR (AP-PCR), as described
previously [52]. Overnight cultures of the mutants were mixed with 20 pL of 50 mM NaOH
and boiled for 10 min. The samples were then neutralized with an equal volume of 80 mM
Tris-HCl (pH 7.0) and centrifuged (6000 x g for 10 min at 4 °C). The supernatants (1 pL)
were used as templates for AP-PCR. The first round PCR was performed with a random
primer (AR7 or AR8) and a transposon specific primer, S3794 (Table S2). To increase the
specificity, the second round of PCR was done using the AR2 primer, which has an identical
sequence to the 3’end of AR7 or ARS8, and ISF (a transposon-specific primer designed
outside S3794). The AP-PCR workflow performed in this study is shown in Figure S5.
The product of the second round of PCR was then purified and sequenced from the right
arm of the transposon into the chromosomal DNA using the sequence primer IS4908-S. A
BLASTN search was performed with the obtained sequences against the B. thetaiotaomicron
VPI-5482 genome (GenBank accession numbers NC_004663). Only the mutants from which
AP-PCR-obtained sequences aligned with the B. thetaiotaomicron genome and Tn4351 were
included in the analysis. DNA sequencing was performed on an ABI Prism 3730 Genetic
Analyzer (Applied Biosystems) using the ABI Prism BigDye Terminator Cycle Sequencing
Ready Reaction Kit (version 1.1; Applied Biosystems).

4.10. Partial Purification of Polysaccharide Fraction from Culture Supernatant

The culture supernatant of selected Bacteroides strains in GAM broth was packed into
dialysis membranes (MECO 3500, BioDesign, NY, USA) and dialyzed against deionized
water for 72 h at 4 °C. The dialyzed samples were treated with 10 ng/mL of proteinase K
(Takara Shuzo Co., Ltd., Otsu, Japan) for 24 h at 25 °C. After additional dialysis under the
same conditions for 72 h, the samples were lyophilized using FDU-2200 (—80 °C, 10 Pa,
Tokyo Rikakikai, Tokyo, Japan). Each lyophilized sample was reconstituted by dissolving
2mg/mL into GAM broth, passed through a 0.22 um filter, and used to prepare conditioned
media. Filter sterilized samples were heated at 95 °C for 10 min to inactivate proteinase K.
The purified polysaccharide fraction was treated by 0.1 mg/mL lysozyme at 37 °C for 6 h
when necessary. After the inactivation of lysozyme (Sigma-Aldrich Japan, Tokyo, Japan) at
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95 °C for 30 min, the sample was centrifuged (20,000x g, 5 min, 4 °C). The supernatant
was used to prepare conditioned media.

4.11. RNA Extraction and Reverse Transcription Quantitative PCR (gPCR)

Total RNA was extracted using the RNeasy MinElute Cleanup kit (QIAGEN). RNA
concentration was determined using a NanoDrop Spectrophotometer (Thermo Scientific)
after a 50-fold dilution in RNase-free water. Following the adjustment of the total RNA
concentration to 400 ng/pL, 2 uL of each RNA sample was reverse transcribed with
PrimeScript® RT reagent kit (Takara Shuzo Co., Ltd., Otsu, Japan) with random hexamers
in a final volume of 20 puL at 37 °C for 15 min. The reaction was stopped by heating the
sample at 85 °C for 5 sec. Three qPCRs were carried out on diluted cDNA from each sample
using the ABI StepOne Plus real-time PCR system (Applied Biosystems) in microcapillary
tubes in a final volume of 20 uL. The forward and reverse primers used for amplification of
the fragments of tcd A, tcd B, tcd C, tcd R, or ted E are listed in Table S2.

4.12. Autolysis Assay

To estimate the abundance of CD cells entering the lytic cycle, the autolysis assay was
performed as described by Camiade et al. [53]. Then, CD 630 was cultured in the condi-
tioned media prepared with the filter-sterilized culture supernatant of B. thetaiotaomicron
VPI-5482 (wild type or AgcpE) until it reached the exponential growth phase (ODsgg = 1.0).
A part of the culture (0.8 mL) was collected into 1.5 mL tubes and centrifuged (10,000x g,
2 min, 4 °C). After the cell pellet was washed twice with PBS (pH 7.4), it was suspended
in 1 mL of PBS containing 0.05% Triton X-100 (Sigma-Aldrich Japan, Tokyo, Japan). The
suspension was incubated at 37 °C in an anaerobic chamber. The reduction in ODsg of the
suspension was monitored periodically (0 min, 10 min, 20 min, 30 min, 60 min, 90 min, and
120 min) post-suspension.

4.13. Measurement of Lactate Dehydrogenase (LDH) Activity

To assess the CD cell autolysis, LDH activity in the culture supernatant was measured
as a cytoplasmic marker. CD ATCC9689 was cultured in the conditioned media prepared
with the filter sterilized culture supernatant of B. thetaiotaomicron VPI-5492 (wild type
or AgcpE). After 24-h cultivation, the culture supernatant was collected by centrifuga-
tion (10,000x g, 2 min, 4 °C). LDH activity in the culture supernatant was determined
using a CytoTox 96 Non-Radioactive Cytotoxicity Assay kit (Promega) according to the
recommendations of the supplier.

4.14. Statistical Analysis

Data were expressed as the mean =+ standard deviation from three independent
repeats. Statistical analysis of the data was performed with StatFlex ver. 6.0 (Artech Co.,
Ltd., Tokyo, Japan) using an analysis of variance (ANOVA) followed by a Dunnett’s or
Tukey’s test. Data were considered to be significantly different if the p value was less
than 0.05.

Supplementary Materials: The following are available online at https:/ /www.mdpi.com/2079-638
2/10/2/187/s1, Table S1: Tn4351-insertion sites into the BT chromosome where anti-toxigenicity
against CD was reduced to less than 40% of the parent strain, Table S2: PCR primers used in this
study. Figure S1: The suppressive effect of BT culture supernatants on CD toxin A production.
Figure S2: Distribution of the relative inhibitory effect on CD toxin production by Tn4351-inserted
mutants compared to the parent strain (BT VPI-5482). Figure S3: Temporal changes in the Gram stain
retention of CD cell walls. Figure S4: The phylogenetic relationship of Bacteroides species used in
this study. Figure S5: Outline of the AP-PCR and nucleotide sequencing workflow used to identify
Tn4351-insertion sites in the BT VPI-5482 genome.

Author Contributions: M.E. and T.K. designed this work. M.E., HN.-I., M.H., A.T.,, H.Y,, and T.N.
performed experiments and collected the data. M.E., H.N.-I, M.H., and T.K. analyzed and interpreted


https://www.mdpi.com/2079-6382/10/2/187/s1
https://www.mdpi.com/2079-6382/10/2/187/s1

Antibiotics 2021, 10, 187 14 of 16

the data. M.E., H.N.-I,, M.H., and T.K. wrote the manuscript. M.E. and T.K. contributed to funding
acquisition. All authors have read and agreed to the published version of the manuscript.

Funding: This work was supported by a Grant-in-Aid from the Japan Society for the Promotion of
Science (JSPS) KAKEN (Grant Number: 20H04125) and the Mitsubishi Corporation International
Scholarship.

Institutional Review Board Statement: Not applicable.
Informed Consent Statement: Not applicable.
Data Availability Statement: Data is contained within the article.

Acknowledgments: We are thankful to Minoru Ichimura for his technical assistance and Nadja B.
Shoemaker for her kind gift of pEP4351, a Tn4351-delivery plasmid.

Conflicts of Interest: The authors declare no conflict of interest.

References

1. McDonald, L.C.; Owings, M.; Jernigan, J.B. Clostridium difficile infection in patients discharged from US short-stay hospital, 1996
to 2003. Emerg. Infect. Dis. 2006, 12, 409-415. [CrossRef] [PubMed]

2. Luciano, J.A.; Zuckerbraun, B.S. Clostridium difficile infection: Prevention, treatment, and surgical management. Sug. Clin. North
Am. 2014, 94, 1335-1349. [CrossRef]

3. Martin, J.S.; Monaghan, T.M.; Wilcox, M.H. Clostridium difficile infection: Epidemiology, diagnosis and understanding transmission.
Nat. Rev. Gastroenterol. Hepatol. 2016, 13, 206-216. [CrossRef] [PubMed]

4. Dawson, L.E; Valiente, E.; Donahue, E.H.; Birchenough, G.; Wren, B.W. Hypervirulent Clostridium difficile PCR ribotypes exhibit
resistance to widely used disinfectants. PLoS ONE 2011, 6, e25754. [CrossRef]

5. Zhang, S.; Palazuelos-Munoz, S.; Balsells, E.M.; Nair, H.; Chit, A.; Kyaw, M.H. Cost of hospital management of Clostridium difficile
infection in United States-a meta-analysis and modelling study. BMC Infect. Dis. 2016, 16, 447. [CrossRef]

6.  von Eichel-Streiber, C.; Boquet, P.; Sauerborn, M.; Thelestam, M. Large clostridial cytotoxins - a family of glycosyltransferases
modifying small GTP-binding proteins. Trends Microbiol. 1996, 4, 375-382. [CrossRef]

7.  Jank, T,; Giesemann, T.; Aktories, K. Rho-glucosylating Clostridium difficile toxins A and B: New insights into structure and
function. Glycobiology 2007, 17, 15R-22R. [CrossRef] [PubMed]

8. Aktories, K.; Schwan, C.; Jank, T. Clostridium difficile toxin biology. Annu Rev Microbiol. 2017, 71, 281-307. [CrossRef]

9.  Gerding, D.N.; Sambol, S.P,; Johnson, S. Non-toxigenic Clostridioides (Formerly Clostridium) difficile for prevention of C. difficile
Infection: From bench to bedside back to bench and back to bedside. Front Microbiol. 2018, 9, 1700. [PubMed]

10. Hunt, J.J; Ballard, J.D. Variations in virulence and molecular biology among emerging strains of Clostridium difficile. Mol. Biol.
Rev. 2013, 77, 567-581. [CrossRef] [PubMed]

11. Hammond, G.A.; Johnson, J.L. The toxigenic element of Clostridium difficile strain VPI 10463. Microb. Pathog. 1995, 19, 203-213.
[CrossRef]

12.  Hundsberger, T.; Braun, V.; Weidmann, M.; Leukel, P.; Sauerborn, M.; von Eichel-Streiber, C. Transcription analysis of the genes
tcdA-E of the pathogenicity locus of Clostridium difficile. Eur. ]. Biochem. 1997, 244, 735-742. [CrossRef]

13.  Mani, N.; Dupuy, B. Regulation of toxin synthesis in Clostridium difficile by an alternative RNA polymerase sigma factor. Proc.
Natl. Acad. Sci. USA 2001, 98, 5844-5849. [CrossRef]

14. Govind, R.; Dupuy, B. Secretion of Clostridium difficile toxins A and B requires the holin-like protein TcdE. PLoS Pathog. 2012, 8,
€1002727. [CrossRef]

15. McDonald, L.C.; Killgore, G.E.; Thompson, A.; Owens, R.C,, Jr.; Kazakova, S.V.; Sambol, S.P.; Johnson, S.; Gerding, D.N. An
epidemic, toxin gene-variant strain of Clostridium difficile. N. Engl. ]. Med. 2005, 353, 2433-2441. [CrossRef]

16. Bauer, K.A,; Johnston, ].E.W.; Wenzler, E.; Goff, D.A.; Cook, C.H.; Balada-Llasat, ].M.; Pancholi, P.; Mangino, J.E. Impact of the
NAP-1 strain on disease severity, mortality, and recurrence of healthcare-associated Clostridium difficile infection. Anaerobe 2017,
48, 1-6. [CrossRef]

17.  Rao, K.; Micic, D.; Natarajan, M.; Winters, S.; Kiel, M.].; Walk, S.T.; Santhosh, K.; Mogle, J.A.; Galecki, A.T.; LeBar, W.; et al.
Clostridium difficile ribotype 027: Relationship to age, detectability of toxins A or B in stool with rapid testing, severe infection,
and mortality. Clin. Infect. Dis. 2015, 61, 233-241. [CrossRef]

18.  Warny, M,; Pepin, J.; Fang, A_; Killgore, G.E.; Thompson, A.; Brazier, ].; Frost, E.; McDonald, L.C. Toxin production by an emerging
strain of Clostridium difficile associated with outbreaks of severe disease in North America and Europe. Lancet 2005, 366, 1079-1084.
[CrossRef]

19. Loo, V.G,; Poirier, L.; Miller, M.A.; Oughton, M.; Libman, M.D.; Michaud, S.; Bourgault, A.M.; Nguyen, T.; Frenette, C.; Kelly, M.;
et al. A predominantly clonal multi-institutional outbreak of Clostridium difficile-associated diarrhea with high morbidity and
mortality. N. Engl. J. Med. 2005, 353, 2442-2449. [PubMed]

20. Deneéve, C.; Janoir, C.; Poilane, I.; Fantinato, C.; Collignon, A. New trends in Clostridium difficile virulence and pathogenesis. Int. ].

Antimicrob. Agents 2009, 33, S24-528. [CrossRef]


http://doi.org/10.3201/eid1205.051064
http://www.ncbi.nlm.nih.gov/pubmed/16704777
http://doi.org/10.1016/j.suc.2014.08.006
http://doi.org/10.1038/nrgastro.2016.25
http://www.ncbi.nlm.nih.gov/pubmed/26956066
http://doi.org/10.1371/journal.pone.0025754
http://doi.org/10.1186/s12879-016-1786-6
http://doi.org/10.1016/0966-842X(96)10061-5
http://doi.org/10.1093/glycob/cwm004
http://www.ncbi.nlm.nih.gov/pubmed/17237138
http://doi.org/10.1146/annurev-micro-090816-093458
http://www.ncbi.nlm.nih.gov/pubmed/30093897
http://doi.org/10.1128/MMBR.00017-13
http://www.ncbi.nlm.nih.gov/pubmed/24296572
http://doi.org/10.1016/S0882-4010(95)90263-5
http://doi.org/10.1111/j.1432-1033.1997.t01-1-00735.x
http://doi.org/10.1073/pnas.101126598
http://doi.org/10.1371/journal.ppat.1002727
http://doi.org/10.1056/NEJMoa051590
http://doi.org/10.1016/j.anaerobe.2017.06.009
http://doi.org/10.1093/cid/civ254
http://doi.org/10.1016/S0140-6736(05)67420-X
http://www.ncbi.nlm.nih.gov/pubmed/16322602
http://doi.org/10.1016/S0924-8579(09)70012-3

Antibiotics 2021, 10, 187 15 of 16

21.
22.
23.
24.

25.

26.

27.

28.

29.

30.

31.

32.

33.

34.

35.

36.

37.

38.

39.

40.

41.

42.

43.

44.

45.
46.

Mushtaq, A. New clinical recommendations for Clostridium difficile. Lancet Infect. Dis. 2018, 18, 384. [CrossRef]

Kelly, C.P.; LaMont, ].T. Clostridium difficile — more difficult than ever. N. Engl. ]. Med. 2008, 359, 1932-1940. [CrossRef]
McFarland, L.V.; Surawicz, C.M.; Greenberg, R.N.; Fekety, R.; Elmer, G.W.; Moyer, K.A.; Melcher, S.A.; Bowen, K.E,; Cox, J.L.;
Noorani, Z.; et al. A randomized placebo-controlled trial of Saccharomyces boulardii in combination with standard antibiotics for
Clostridium difficile disease. JAMA 1994, 271, 1913-1918. [CrossRef] [PubMed]

McFarland, L.V.; Elmer, G.W.; Surawics, C.M. Breaking the cycle: Treatment strategies for 163 cases of recurrent Clostridium difficile
disease. Am. |. Gastroenterol. 2002, 97, 1769-1775. [CrossRef]

van Nood, E.; Vrieze, A.; Nieuwdorp, M.; Fuentes, S.; Zoetendal, E.G.; de Vos, WM.; Visser, C.E.; Kuijper, E.J.; Bartelsman,
JJEWM,; Tijssen, ].G.P; et al. Duodenal infusion of donor feces for recurrent Clostridium difficile. N. Engl. ]J. Med. 2013, 368,
407-415. [CrossRef] [PubMed]

Gough, E.; Shaikh, H.; Manges, A.R. Systematic review of intestinal microbiota transplantation (fecal bacteriotherapy) for
recurrent Clostridium difficile infection. Clin. Infect. Dis. 2011, 53, 994-1002. [PubMed]

Lawley, T.D.; Clare, S.; Walker, A.W,; Stares, M.D.; Connor, T.R.; Raisen, C.; Goulding, D.; Rad, R.; Schreiber, F; Brandt, C.; et al.
Targeted restoration of the intestinal microbiota with a simple, defined bacteriotherapy resolves relapsing Clostridium difficile
disease in mice. PLoS Pathog. 2012, 8, €1002995. [CrossRef]

Cordonnier, C.; Bihan, G.L.; Emond-Rheault, ].G.; Garrivier, A.; Harel, J.; Jubelin, G. Vitamin B, uptake by the gut commensal
bacteria Bacteroides thetaiotaomicron limits the production of Shiga toxin by enterohemorrhagic Escherichia coli. Toxins 2016, 8, 14.
[CrossRef]

Deng, H.; Yang, S.; Zhang, Y.; Qian, K.; Zhang, Z.; Liu, Y.; Wang, Y.; Bai, Y.; Fan, H.; Zhao, X.; et al. Bacteroides fragilis prevents
Clostridium difficile infection in a mouse model by restoring gut barrier and microbiome regulation. Front Microbiol. 2018, 9, 2976.
[CrossRef]

Kelly, C.P. Fecal microbiota transplantation—An old therapy comes of age. N. Engl. ]. Med. 2013, 368, 474-475. [CrossRef]
Dupuy, B.; Sonenshein, A.L. Regulated transcription of Clostridium difficile toxin genes. Mol. Microbiol. 1998, 27, 107-120.
[CrossRef]

Egerer, M.; Giesemann, T.; Jank, T.; Satchell, K.J.; Aktories, K. Auto-catalytic cleavage of Clostridium difficile toxins A and B
depends on cysteine protease activity. J. Biol. Chem. 2007, 282, 25314-25321. [CrossRef]

Pruitt, RN.; Lacy, D.B. Toward a structural understanding of Clostridium diffcile toxins A and B. Front. Cell Infect. Microbiol. 2012,
2,28. [CrossRef] [PubMed]

Reineke, J.; Tenzer, S.; Rupnik, M.; Koschinski, A.; Hasselmayer, O.; Schrattenholz, A.; Schild, H.; Von Eichel-Streiber, C.
Autocatalytic cleavage of Clostridium difficile toxin B. Nature 2007, 446, 415-419. [CrossRef] [PubMed]

Sebaihia, M.; Wren, B.W.; Mullany, P.; Fairweather, N.F.; Minton, N.; Stabler, R.; Thomson, N.R.; Roberts, A.P.; Cerdefio-Tarraga,
AM.; Wang, H,; et al. The multidrug-resistant human pathogen Clostridium difficile has a highly mobile, mosaic genome. Nature
Genet. 2006, 38, 779-786. [CrossRef] [PubMed]

Govind, R,; Fitzwater, L.; Nichols, R. Observations on the role of TcdE isoforms in Clostridium difficile toxin secretion. J. Bacteriol.
2015, 197, 2600-2609. [CrossRef]

Olling, A.; Seehase, S.; Minton, N.P,; Tatge, H.; Schréter, S.; Kohlscheen, S.; Pich, A.; Just, I.; Gerhard, R. Release of TcdA and
TedB from Clostridium difficile cdi 630 is not affected by functional inactivation of the tcdE gene. Microb. Pathog. 2012, 52, 92-100.
[CrossRef] [PubMed]

Wydau-Dematteis, S.; E1 Meouche, I.; Courtin, P.; Hamiot, A.; Lai-Kuen, R.; Saubaméa, B.; Fenaille, F.; Butel, M.].; Pons, J.L.;
Dupuy, B.; et al. Cwp19 is a novel lytic transglycosylase involved in stationary-phase autolysis resulting in toxin release in
Clostridium difficile. mBio 2018, 9, e00648-18. [CrossRef] [PubMed]

Shen, N.T.; Maw, A.; Tmanova, L.L.; Pino, A.; Ancy, K.; Crawford, C.V,; Simon, M.S.; Evans, A.T. Timely use of probiotics in
hospitalized adults prevents Clostridium difficile infection: A systematic review with meta-regression analysis. Gastroenterology
2017, 152, 1889-1900.€9. [CrossRef]

Yang, ].; Yang, H. Antibacterial activity of Bifidobacterium breve against Clostridioides difficile. Front. Cell Infect. Microbiol. 2019,
9, 288.

Rétsep, M.; Koljalg, S.; Sepp, E.; Smidt, I.; Truusalu, K.; Songisepp, E.; Stsepetova, J.; Naaber, P.; Mikelsaar, R.H.; Mikelsaar, M.
A combination of the probiotic and prebiotic product can prevent the germination of Clostridium difficile spores and infection.
Anaerobe 2017, 47, 94-103.

Castagliuolo, I.; LaMont, ].T.; Nikulasson, S.T.; Pothoulakis, C. Saccharomyces boulardii protease inhibits Clostridium difficile toxin A
effects in the rat ileum. Infect. Immun. 1996, 64, 5225-5232. [CrossRef]

Bauer, M.P,; van Dissel, ].T.; Kuijper, E.J. Clostridium difficile: Controversies and approaches to management. Curr. Opin. Infect.
Dis. 2009, 22, 517-524. [CrossRef] [PubMed]

Kukla, M.; Adrych, K.; Dobrowolska, A.; Mach, T.; Reguta, ].; Rydzewska, G. Guidelines for Clostridium difficile infection in adults.
Prz Gastroenterol. 2020, 15, 1-21.

Medzhitov, R. Toll-like receptors and innate immunity. Nat. Rev. Immunol. 2001, 1, 135-145. [CrossRef]

Pumbwe, L.; Skilbeck, C.A.; Wexler, H.M. The Bacteroides fragilis cell envelope: Quarterback, linebacker, coach-or all three?
Anaerobe 2006, 12, 211-220. [CrossRef]


http://doi.org/10.1016/S1473-3099(18)30180-4
http://doi.org/10.1056/NEJMra0707500
http://doi.org/10.1001/jama.1994.03510480037031
http://www.ncbi.nlm.nih.gov/pubmed/8201735
http://doi.org/10.1111/j.1572-0241.2002.05839.x
http://doi.org/10.1056/NEJMoa1205037
http://www.ncbi.nlm.nih.gov/pubmed/23323867
http://www.ncbi.nlm.nih.gov/pubmed/22002980
http://doi.org/10.1371/journal.ppat.1002995
http://doi.org/10.3390/toxins8010014
http://doi.org/10.3389/fmicb.2018.02976
http://doi.org/10.1056/NEJMe1214816
http://doi.org/10.1046/j.1365-2958.1998.00663.x
http://doi.org/10.1074/jbc.M703062200
http://doi.org/10.3389/fcimb.2012.00028
http://www.ncbi.nlm.nih.gov/pubmed/22919620
http://doi.org/10.1038/nature05622
http://www.ncbi.nlm.nih.gov/pubmed/17334356
http://doi.org/10.1038/ng1830
http://www.ncbi.nlm.nih.gov/pubmed/16804543
http://doi.org/10.1128/JB.00224-15
http://doi.org/10.1016/j.micpath.2011.10.009
http://www.ncbi.nlm.nih.gov/pubmed/22107906
http://doi.org/10.1128/mBio.00648-18
http://www.ncbi.nlm.nih.gov/pubmed/29895635
http://doi.org/10.1053/j.gastro.2017.02.003
http://doi.org/10.1128/IAI.64.12.5225-5232.1996
http://doi.org/10.1097/QCO.0b013e32833229ce
http://www.ncbi.nlm.nih.gov/pubmed/19738464
http://doi.org/10.1038/35100529
http://doi.org/10.1016/j.anaerobe.2006.09.004

Antibiotics 2021, 10, 187 16 of 16

47.

48.

49.

50.

51.

52.

53.

Shah, I.M.; Laaberki, M.H.; Popham, D.; Dworkin, J. A eukaryotic-like Ser/Thr kinase signals bacteria to exit dormancy in
response to peptidoglycan fragments. Cell 2008, 135, 486—496. [CrossRef]

Elias, S.; Banin, E. Multi-species biofilms: Living with friendly neighbors. FEMS Microbiol. Rev. 2012, 36, 990-1004. [CrossRef]
[PubMed]

Kuwahara, T.; Yamashita, A.; Hirakawa, H.; Nakayama, H.; Toh, H.; Okada, N.; Kuhara, S.; Hattori, M.; Hayashi, T.; Ohnishi, Y.
Genomic analysis of Bacteroides fragilis reveals extensive DNA inversions regulating cell surface adaptation. Proc. Natl. Acad. Sci.
USA 2004, 101, 14919-14924. [CrossRef]

Torres, J.; Camorlinga-Ponce, M.; Muifioz, O. Sensitivity in culture of epithelial cells from rhesus monkey kidney and human
colon carcinoma to toxins A and B from Clostridium difficile. Toxicon 1992, 30, 419-426. [CrossRef]

Ichimura, M.; Nakayama-Imaohji, H.; Wakimoto, S.; Morita, H.; Hayashi, T.; Kuwahara, T. Efficient electrotransformation of
Bacteroides fragilis. Appl. Environ. Microbiol. 2010, 76, 3325-3332. [CrossRef] [PubMed]

Ichimura, M.; Uchida, K.; Nakayama-Imaohji, H.; Hirakawa, H.; Tada, T.; Morita, H.; Yasutomo, K.; Okazaki, K.; Kuwahara, T.
Mariner-based transposon mutagenesis for Bacteroides species. |. Basic Microbiol. 2014, 54, 558-567. [CrossRef] [PubMed]
Camiade, E.; Peltier, J.; Bourgeois, I.; Couture-Tosi, E.; Courtin, P.; Antunes, A.; Chapot-Chartier, M.P.; Dupuy, B.; Pons, J.L.
Characterization of Acp, a peptidoglycan hydrolase of Clostridium perfringens with N-acetylglucosaminidase activity that is
implicated in cell separation and stress-induced autolysis. . Bacteriol. 2010, 192, 2373-2384. [CrossRef] [PubMed]


http://doi.org/10.1016/j.cell.2008.08.039
http://doi.org/10.1111/j.1574-6976.2012.00325.x
http://www.ncbi.nlm.nih.gov/pubmed/22229800
http://doi.org/10.1073/pnas.0404172101
http://doi.org/10.1016/0041-0101(92)90538-G
http://doi.org/10.1128/AEM.02420-09
http://www.ncbi.nlm.nih.gov/pubmed/20348295
http://doi.org/10.1002/jobm.201200763
http://www.ncbi.nlm.nih.gov/pubmed/23686946
http://doi.org/10.1128/JB.01546-09
http://www.ncbi.nlm.nih.gov/pubmed/20190047

	Introduction 
	Results 
	Effect of Bacteroides Species on CD Toxin Production 
	Characterization of BT-Derived Inhibitory Factors on CD Toxin Production 
	Construction of a Tn4351-Based Mutant Library and Screening to Identify the BT Genes Encoding Anti-Toxigenic Factors Against CD 
	Characterization of gcpE Mutant of BT 
	Inhibitory Effect of the Polysaccharide Fraction from BT Culture on CD Toxin Production 
	Transcriptional Analysis of PaLoc in CD 
	CD Toxin Localization Following Exposure to BT-Derived PF 
	Autolysis Assay 
	Effect of Lysozyme Treatment 

	Discussion 
	Materials and Methods 
	Bacterial Strains and Growth Conditions 
	Preparation of Conditioned Medium 
	Cultivation of CD in Modified Medium 
	Microscopy Observation 
	Cytotoxicity Assay 
	Detection of Toxins A and B by Western Blotting 
	Characterization of the Inhibitory Components in BT Culture on CD Toxigenicity 
	Transposon Mutagenesis 
	Identification of Transposon Insertion Site 
	Partial Purification of Polysaccharide Fraction from Culture Supernatant 
	RNA Extraction and Reverse Transcription Quantitative PCR (qPCR) 
	Autolysis Assay 
	Measurement of Lactate Dehydrogenase (LDH) Activity 
	Statistical Analysis 

	References

