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Abstract: The relationship between epidermal growth factor (EGF) and vascular endothelial growth
factor (VEGF) pathways in tumor growth is well established. EGF induces VEGF production in cancer
cells, and the paracrine VEGF activates vascular endothelial cells to promote tumor angiogenesis
and thus supports tumor cell growth in an angiogenesis-dependent manner. In this study, we found
angiogenesis-independent novel crosstalk between the VEGF and the EGF pathways in the regulation
of colon cancer cell proliferation. Stimulation of colon cancer cells with VEGF-A and placental
growth factor (PIGF) activated VEGF receptor-1 (VEGFR-1) and increased proliferation activity in an
autocrine EGF/EGF receptor (EGF-R)-dependent manner. Mechanistically, VEGFR-1 interacted with
and stabilized EGF-R, leading to increased EGF-R protein levels and prolonged its expression on
cell surface plasma membrane. In contrast, VEGFR-1 blockade by a neutralizing antibody and an
antagonistic peptide of VEGFR-1 suppressed the complex formation of VEGFR-1 and EGF-R and
decreased EGF-R expression via a lysosome-dependent pathway, resulting in the suppression of
proliferation activity. Our results indicated that VEGFR-1 regulated EGF-R expression to promote
proliferation activity in a cell-autonomous-dependent manner.

Keywords: vascular endothelial growth factor receptor-1 (VEGFR-1); vascular endothelial growth
factor (VEGF); epidermal growth factor receptor (EGF-R); proliferation; colon cancer cells

1. Introduction

Tumor angiogenesis, the growth of new capillary blood vessels, is a hallmark of cancer and is
essential for tumor growth and progression [1-3]. Vascular endothelial growth factor (VEGF) is a
critical factor for tumor angiogenesis in numerous solid malignancies, and tumor cells overexpress
and secrete VEGEF. Paracrine VEGF acts on vascular endothelial cells and induces their proliferation,
differentiation and migration, resulting in angiogenesis and providing oxygen and nutrients to the
tumor [2,3]. The importance of VEGF-induced angiogenesis in tumor growth is strongly supported
by studies showing that blockade of VEGF and its receptors results in decreased angiogenesis and
subsequent abrogation of cancer growth [2—4].

The VEGF family of ligands includes VEGE-A, -B, -C, -D and placental growth factor (PIGF) [5,6].
PIGF and VEGEF-B interact with vascular endothelial growth factor receptor-1 (VEGFR-1), whereas
VEGF-A is able to bind to VEGFR-1 and VEGFR-2 [5,6]. In endothelial cells, VEGFR-2 is known
to translate the full range of VEGF-A responses, i.e., regulating endothelial survival, proliferation,
migration and formation of the vascular tube [5,6]. In contrast, VEGFR-1 binds VEGF-A with higher
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affinity than dose VEGFR-2, however, VEGFR-1 has a 10-fold lower kinase activity than VEGFR-2
in endothelial cells. Therefore, VEGFR-1 is known to function as a negative regulator of VEGF-A
signaling in endothelial cells [5,6].

VEGFR-1 was initially believed to be expressed by only endothelial cells; however, recent
studies, including from us, have demonstrated that VEGFR-1 is also expressed on a variety of tumor
cells, including colon, breast, gastric, osteosarcoma, pancreatic, melanoma, prostate and ovarian
cancers [7-18]. Although the biological function of VEGFR-1 on cancer cells is not fully understood,
the concomitant expression of VEGF ligands and VEGFR-1 by tumor cells suggests that an autocrine
VEGF/VEGEFR-1 signaling loop exists [7-9]. This autocrine pathway is thus considered to be an
angiogenesis-independent function of VEGF. In fact, VEGF/VEGFR-1 autocrine signaling regulates the
proliferation and growth of several types of cancer cells, including breast, osteosarcoma, melanoma,
ovarian and skin cancers [11,13,15-17]. For example, VEGE-A and PIGF stimulated cell proliferation
through VEGFR-1 in breast cancer cells [11]. In osteosarcoma cells, autocrine VEGF-A signaling induced
constitutive activation of VEGFR-1, resulting in increased proliferation and survival activities [13].
The angiogenesis-independent cell proliferation effect in vivo has been well demonstrated in a K5-50S
conditional knockout mouse model [17]. When VEGFR-1 was genetically depleted in epidermal cancer
cells but not in vascular endothelial cells in the mice, cancer cell proliferation was decreased, resulting
in the suppression of skin tumor development [17].

However, the precise mechanism by which VEGFR-1 elicits cell proliferation is not yet fully
understood. Here we show that VEGFR-1 interacted with and stabilized epidermal growth factor
receptor (EGF-R), leading to an increased EGF-R-dependent proliferative activity of colon cancer cells.
Thus, we revealed novel crosstalk between the VEGF and the EGF pathways in colon cancer cells.

2. Results

2.1. Effect of VEGFR-1 Activation on Cell Proliferation in Colon Cancer Cells

There are several reports showing that human colon cancer HCT116 cells express VEGFR-1[10,12,18].
Here, we confirmed that the VEGFR-1 was expressed on cell surface and functional in HCT116 cells.
Flow cytometry analysis showed that VEGFR-1 was expressed on cell surface of HCT116 cells
(Figure S1A). Stimulation of cells with VEGF-A and PIGF increased VEGFR-1 phosphorylation levels
(Figure 1A). We also examined the expression of VEGFR-2 and found that HCT116 cells weakly
expressed VEGFR-2 (Figure S1A,B).

We then examined the effect of VEGFR-1 activation on the proliferation activity of HCT116 cells
using a modified thymidine analogue EdU (5-ethynyl-2’-deoxyuridine) incorporation assay. The result
shown in Figure 1B clearly indicated that VEGF-A and PIGF treatment significantly increased the
number of EdU-positive proliferating cells compared with bovine serum albumin (BSA) control
treatment. We also examined whether VEGFR-2 was involved in the VEGF-A-stimulated proliferation
activity using a VEGFR-2 specific inhibitor (ZM323881) [19]. Treatment of cells with ZM323881 did
not affect both basal and VEGF-A-stimulated proliferation (Figure S1C). These results indicate that
VEGF-A-induced proliferation was mediated by VEGFR-1, but not by VEGFR-2.

In colon cancer cells, autocrine EGF signaling is a well-known critical pathway that activates
proliferation. In addition, it has been reported that crosstalk between EGF and VEGEF-A signaling
exists in tumor growth [20-22]. Thus, we hypothesized that an autocrine EGF/EGF-R pathway may be
involved in the VEGFR-1 induced increase in cell proliferation activity. To address this hypothesis,
autocrine EGF-R loop was blocked using neutralizing antibodies against EGF ligand (anti-EGF Ab)
and against EGF-R (anti-EGF-R Ab) under VEGFR-1 activating conditions. Inhibition of EGF or EGF-R
completely attenuated the proliferation activity induced by VEGF-A and PIGF stimulation (Figure 1C).
These results indicated that an increase in proliferation activity induced by VEGFR-1 activation was
mediated by autocrine EGF/EGF-R pathway.
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Figure 1. Vascular endothelial growth factor receptor-1 (VEGFR-1) activation results in increased
proliferation activity that depends on autocrine epidermal growth factor (EGF)/EGF receptor (EGF-R)
pathway. (A) Activation of VEGFR-1 by vascular endothelial growth factor-A (VEGF-A) and placental
growth factor (PIGF) stimulation. Cells were treated with VEGF-A, (PIGF) or control bovine serum
albumin (BSA) for 5 min. Phosphorylated VEGFR-1 was detected by immunoprecipitation with an
anti-phospho-tyrosine antibody and immunoblotting with an anti-VEGFR-1 antibody. The same
lysates (10% input) were immunoblotted with an anti-VEGFR-1 antibody to normalize the amounts
of each sample. The levels of 3-actin are shown as a loading control. (B) Quantification of EAU
(5-ethynyl-2’-deoxyuridine) positive cells under VEGFR-1 activating conditions. Data are indicated
by means + SD (n = 6-8). *p < 0.01, statistically significant increase compared with the BSA-treated
control cells. (C) Quantification of EAU positive cells under EGF/EGF-R inhibiting conditions. Cells
were pretreated with neutralizing antibodies against EGF (anti-EGF Ab) and EGF-R (anti-EGF-R Ab),
or control non-immune IgG (control) for 1 h, and then treated with VEGF-A or PIGF for 24 h. Data are
indicated by means + SD (1 = 6-8).

2.2. Effect of VEGFR-1 Activation on EGF-R Expression

As recent studies demonstrated that several growth factors, such as HGF and PDGF, regulate
EGF-R expression at the protein level and affect cell proliferation [23-25], we investigated whether
VEGF-A and PIGF affected EGF-R protein expression levels by immunoblot analysis. EGF-R levels
were rapidly up-regulated by VEGF-A and PIGF stimulation within 1 h, and the increase continued in a
time-dependent manner compared with the BSA control treatment (Figure 2A,B). We further examined
whether VEGFR-1 actually up-regulated EGF-R activation (phosphorylation) by immunoblot analysis
with an anti-phospho-EGF-R antibody. In correlation with the elevation of EGF-R protein levels,
VEGF-A and PIGF stimulation increased and prolonged EGF-R phosphorylated levels (Figure 2C,D).

To examine whether the increased EGF-R was expressed on cell surface plasma membrane to
receive a continuous extracellular EGF proliferation signal, we performed immunofluorescence staining
using an anti-EGF-R antibody recognizing the extracellular domain of the receptor. In agreement with
the immunoblotting result (Figure 2A), treatment with VEGF-A and PIGF significantly prolonged
EGF-R expression on the cell surface compared to control BSA treatment (Figure 2E). We determined
the effect of VEGFR-1 activation on EGF-R mRNA expression levels by RT-qPCR analysis and found
that the levels were not significantly changed by VEGF-A and PIGF stimulation (Figure 2F). These
observations suggest that VEGFR-1 activation increased EGF-R protein stability.
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Figure 2. VEGEFR-1 activation results in increased EGF-R expression levels. (A-D) Cells were
treated with control BSA for 18 h, or with VEGF-A or PIGF for the indicated times. EGF-R (A) and
phosphorylated EGF-R (C) levels were determined by immunoblot analysis. The levels of 3-actin are
shown as a loading control. Quantification of EGF-R levels (B) and phosphorylated EGF-R levels (D)
normalized to f-actin from three independent experiments. * p < 0.01, statistically significant increase
compared with the BSA-treated control. (E) Immunofluorescent staining with cell surface EGF-R. Cells
were pre-treated with control BSA for 4 h or with VEGF-A and PIGF for the indicated times. Living
cells were then incubated with an anti-EGF-R antibody conjugated with FITC for 30 min at 4 degrees
and fixed. Nuclei were stained with 4’,6-diamidino-2-phenylindole (DAPI). Representative fluorescent
images are shown. Scale bar = 10 um. (F) Expression levels of EGF-R mRNA were determined by
RT-qPCR analysis. Values were normalized for the amount of GAPDH mRNA (n = 5, means + SD).

2.3. Effect of VEGFR-1 Activation on EGF-R Stability

To address whether the stability of EGF-R protein was increased by VEGFR-1 activation, we
performed cycloheximide (a protein synthesis inhibitor) chase assay using an EGF-stimulated EGF-R
degradation model [26,27]. Cells were pretreated with VEGF-A, PIGF or BSA for 1 h, then treated with
EGF and cycloheximide for the indicated times. The cycloheximide chase assay indicated that the
BSA-treated cells showed a time-dependent decrease in EGF-R expression levels upon EGF stimulation
(Figure 3A, lanes 6-9, and Figure 3B). In contrast, VEGF-A and PIGF stimulation clearly increased
EGF-R stabilization (Figure 3A, lanes 2-5 and 10-13, and Figure 3B).
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Figure 3. VEGFR-1 activation stabilizes EGF-R. (A) Cells were pretreated with control BSA, VEGF-A
or PIGF for 1 h, then incubated with EGF plus cycloheximide for the indicated times. EGF-R protein
levels were determined by immunoblot analysis. The levels of $-actin are shown as a loading control.
(B) Quantification of EGF-R levels normalized to (3-actin from three independent experiments. * p < 0.01,
statistically significant increase compared with the BSA-treated control cells at the corresponding each

time point.
2.4. Effect of VEGFR-1 Activation on Interaction of VEGFR-1 and EGF-R

A recent report demonstrated that PDGF-R prolongs EGF-R expression on cell surface by the
formation of a PDGF-R 3/EGF-R heterodimer [25]. Thus, we hypothesized that EGF-R stabilization on
cell surface may be induced by the interaction of VEGFR-1 with EGF-R. To test this hypothesis,
immunoprecipitation in combination with immunoblotting analysis was performed (Figure 4).
Immunoprecipitation results with an anti-EGF-R antibody showed that the basal interaction of
VEGEFR-1 with EGF-R was observed in control BSA treated cells (Figure 4A). Treatment with VEGF-A
and PIGF increased their interaction (Figure 4A,B). Inmunoblot analysis with an anti-phosphorylated
VEGFR-1 antibody showed that phosphorylated VEGFR-1 interacted with EGF-R (Figure 4A,C).
Reciprocal immunoprecipitation with an anti-VEGFR-1 antibody confirmed that VEGFR-1 activation
induced the increase in VEGFR-1 and EGF-R complex formation (Figure 4D,E).
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Figure 4. VEGFR-1 activation increases complex formation of VEGFR-1 and EGF-R. (A) Cells were
treated with BSA, VEGF-A or PIGF for 30 min. Cell lysates were immunoprecipitated with an anti-EGF-R
antibody (IP: EGF-R) and then immunoblotted for VEGFR-1 (A, upper panel) and for phosphorylated
VEGFR-1 (A, middle panel). In parallel, Western blot was performed to control for EGF-R concentration
in the immunoprecipitates (A, lower panel). (B,C) Quantification of co-immunoprecipitated VEGFR-1
levels (B) and phosphorylated VEGFR-1 levels (C) normalized to immunoprecipitated EGF-R levels
from three independent experiments. * p < 0.01, statistically significant increase compared with the
BSA-treated control. (D) Cells were treated with BSA, VEGF-A or PIGF for 30 min. Cell lysates were
immunoprecipitated with an anti-VEGFR-1 antibody (IP: VEGFR-1) and then immunoblotted for EGF-R
(D, upper panel). In parallel, Western blot was performed to control for VEGFR-1 concentration in
the immunoprecipitates (D, lower panel). (E) Quantification of co-immunoprecipitated EGF-R levels
normalized to immunoprecipitated VEGFR-1 levels from three independent experiments. * p < 0.01,
statistically significant increase compared with the BSA-treated control.

2.5. Effect of VEGFR-1 Blockade on Cell Proliferation Activity

We then examined the effect of VEGFR-1 inhibition on cell proliferation activity using two different
VEGFR-1 inhibitors, a neutralizing anti-VEGFR-1 antibody (anti-R1 Ab) and an antagonistic peptide
for VEGFR-1 (R1 antagonist) [28]. We confirmed that treatment with anti-R1 Ab and R1 antagonist
significantly reduced VEGFR-1 phosphorylation upon VEGF-A stimulation (Figure 5A). Compared
with control IgG treatment, treatment with anti-R1 Ab and R1 antagonist significantly decreased
proliferation activity (Figure 5B).
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Figure 5. VEGFR-1blockade decreases proliferation activity. (A) Inhibition of VEGFR-1 by anti-VEGFR-1
neutralizing antibody (anti-R1 Ab) and VEGFR-1 antagonist (R1 antagonist). Cells were treated with
anti-R1 Ab, R1 antagonist or control IgG (control) in the presence of VEGF-A for 5 min. Phosphorylated
VEGFR-1 was detected as described in legend to Figure 1. The same lysates (10% input) were
immunoblotted with an anti-VEGFR-1 antibody to normalize the amounts of each sample. The levels
of B-actin are shown as a loading control. (B) Quantification of EdU positive cells under VEGFR-1
inhibiting conditions. Cells were treated with anti-R1 Ab, R1 antagonist or control IgG for 24 h. Data
are indicated by means + SD (1 = 6-8). * p < 0.01, statistically significant decrease compared with the
control cells.

2.6. Effect of VEGFR-1 Blockade on EGF-R Expression

We then examined the effect of VEGFR-1 inhibition on EGF-R expression levels. Treatment of
cells with anti-R1 Ab and R1 antagonist rapidly reduced the EGF-R levels within 10 min (Figure 6A,B).
The EGF-R levels were further decreased after 60 min of VEGFR-1 blockade, and the decrease
continued to 24 h (Figure 6A,B). Knockdown of VEGFR-1 using a siRNA targeting VEGFR-1 mRNA
for 24 h (Figure 6C) also significantly reduced EGF-R expression (Figure 6D). We further examined
EGF-R expression on the plasma membrane by immunofluorescence staining. In agreement with
immunoblotting result (Figure 6A), blockade of VEGFR-1 decreased the cell surface EGF-R expression
compared to the control IgG-treated conditions (Figure 6E). We determined the effect of VEGFR-1
inhibition on EGF-R mRNA expression levels by RT-qPCR analysis and found that the levels were not
significantly changed by VEGFR-1 blockade (Figure 6F).
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Figure 6. VEGFR-1 blockade decreases EGF-R expression. (A) Cells were treated with anti-R1 Ab and
R1 antagonist for the indicated times, or with a control IgG for 24 h (indicated by control). EGF-R
protein levels were determined by immunoblot analysis. The levels of (3-actin are shown as a loading
control. (B) Quantification of EGF-R levels normalized to (3-actin from three independent experiments.
* p < 0.01, statistically significant decrease compared with the control cells. (C,D) Cells were transfected
with the indicated siRNA for 24 h. Levels of VEGFR-1 protein (C, left) and EGF-R protein (D, left)
were determined by immunoblot analysis. Quantification of VEGFR-1 levels (C, right) and EGF-R
levels (D, right) normalized to 3-actin from three independent experiments. * p < 0.01, statistically
significant decrease compared with the si-control-transfected cells. (E) Immunofluorescent staining
with cell surface EGF-R. After cells were treated with anti-R1 Ab, R1 antagonist or control IgG for 1 h,
cell surface EGF-R was stained as described in legend to Figure 2E. Scale bar = 10 um. (F) Cells were
treated with anti-R1 Ab, R1 antagonist or control IgG for 12 h. Expression levels of EGF-R mRNA were
determined by RT-qPCR analysis. Values were normalized for the amount of GAPDH mRNA (n =5,
means + SD).
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2.7. Effect of EGF-R Knockdown on Proliferation Activity

To confirm that EGF-R was essential for VEGFR-1-mediated proliferation activity, we examined
the effect of EGF-R silencing on the proliferation. Transfection of cells with a siRNA targeting EGF-R
mRNA significantly reduced EGF-R protein expression compared with control siRNA transfected
cells (Figure 7A,B). Knockdown of EGF-R decreased basal proliferation activity to the same extent as
VEGEFR-1 blockade (Figure 7C). Furthermore, EGF-R silencing completely attenuated the VEGF-A- and
PIGF-stimulated proliferation (Figure 7C).
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Figure 7. EGF-R knockdown blocks VEGFR-1 activation-induced proliferation activity. (A) Cells were
transfected with the indicated siRNA for 24 h. EGF-R protein levels were determined by immunoblot
analysis. The levels of -actin are shown as a loading control. (B) Quantification of EGF-R levels
normalized to 3-actin from three independent experiments. * p < 0.01, statistically significant decrease
compared with the si-control-treated cells. (C) Quantification of EAU positive cells under EGF-R
silencing conditions. Cells were transfected with the indicated siRNA for 24 h, then treated with
VEGF-A, PIGF or BSA for the additional 24 h. For a control experiment, cells were treated with only
anti-R1 Ab or control IgG (indicated by control) for 24 h. Data are indicated by means + SD (1 = 6-8).
# p < 0.01, statistically significant decrease compared with the control. * p < 0.01, statistically significant
increase compared with the control.

2.8. Effect of a Lysosomal and Proteasomal Inhibitor on EGF-R Expression

The rapid decrease in EGF-R protein levels observed in Figure 6A suggested that VEGFR-1
inhibition led to EGF-R degradation. Downregulation of EGF-R protein has been shown to occur
predominantly through lysosomal and/or proteasomal degradation pathways [26,27]. To determine
which degradation pathway was involved in the EGF-R downregulation under VEGFR-1 blocking
conditions, we used bafilomycin A (a lysosome inhibitor) and MG132 (a proteasome inhibitor).
The result indicated in Figure 8A,B showed that the EGF-R reduction was completely inhibited by
bafilomycin A (lanes 4 and 5), but not by MG132 (lanes 6 and 7). These results indicated that the EGF-R
downregulation was mediated by a lysosomal degradation pathway.
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Figure 8. EGF-R downregulation is mediated by a lysosomal degradation pathway under VEGFR-1
inhibited conditions. (A) Cells were pretreated with a lysosomal inhibitor (bafilomycin A) or a
proteasomal inhibitor (MG132) for 1 h, then treated with anti-R1 Ab (lanes 4 and 6) and R1 antagonist
(lanes 5 and 7) for 1 h. Without bafilomycin A or MG132, cells were treated with anti-R1 Ab alone
(lane 2), R1 antagonist alone (lane 3) or control IgG alone (lane 1, indicated by control) for 1 h. EGF-R
protein levels were determined by immunoblot analysis. The levels of 3-actin are shown as a loading
control. (B) Quantification of EGF-R levels normalized to (3-actin from three independent experiments.
* p < 0.01, statistically significant decrease compared with the control.

2.9. Effect of VEGFR-1 Blockade on Interaction of VEGFR-1 and EGF-R

To examine whether VEGFR-1 inhibition decreased the interaction of VEGFR-1 and EGF-R,
immunoprecipitation in combination with immunoblotting was performed. Immunoprecipitation with
anti-EGF-R antibody showed that the increased interaction of VEGFR-1 with EGF-R upon VEGF-A
stimulation was decreased by VEGFR-1 blockers (Figure 9A,B). Reciprocal immunoprecipitation with
anti-VEGFR-1 antibody confirmed the decrease in their interaction (Figure 9C,D). These results suggest
that EGF-R destabilization induced by VEGFR-1 blockade was mediated by the dissociation of the
VEGFR-1 and EGF-R complex.
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Figure 9. VEGFR-1 blockade decreases complex formation of VEGFR-1 and EGF-R. Cells were
untreated or pretreated with anti-R1 Ab, R1 antagonist or control IgG (control) for 3 min, and then
stimulated with VEGF-A for 2 min. (A) Cell lysates were immunoprecipitated with an anti-EGF-R
antibody (IP: EGF-R) and then immunoblotted for VEGFR-1 (A, upper panel). In parallel, Western
blot was performed to control for EGF-R concentration in the immunoprecipitates (A, lower panel).
(B) Quantification of co-immunoprecipitated VEGFR-1 levels normalized to immunoprecipitated
EGF-R from three independent experiments. * p < 0.01, statistically significant increase compared
with the untreated cells. (C) Cell lysates were immunoprecipitated with an anti-VEGFR-1 antibody
(IP: VEGFR-1) and then immunoblotted for EGF-R (C, upper panel). In parallel, Western blot was
performed to control for VEGFR-1 concentration in the immunoprecipitates (C, lower panel). (D)
Quantification of co-immunoprecipitated EGF-R levels normalized to immunoprecipitated VEGFR-1
from three independent experiments. * p < 0.01, statistically significant increase compared with the
untreated cells.

3. Discussion

It has been demonstrated that there is angiogenesis-dependent crosstalk between the EGF
and the VEGF pathway in several types of cancer cells [20]. Autocrine EGF signaling consistently
induces VEGF-A expression and secretion by colon, gastric and breast cancer cells, leading to a
paracrine VEGF-A-induced tumor angiogenesis that supports tumor growth and progression [21,22,29].
In contrast, inhibition of EGF signaling decreases VEGF-A production and thus inhibits angiogenesis
and tumor growth [20,21,29].

In the present study, we elucidated novel angiogenesis-independent crosstalk between the
VEGF and the EGF pathways in colon cancer cells. Activation of VEGFR-1 by VEGF-A and PIGF
stabilized EGF-R protein and prolonged its expression and phosphorylation, resulting in increased
autocrine EGF/EGF-R-dependent proliferation activity. In contrast, blockade of VEGFR-1 led to EGF-R
destabilization, resulting in the suppression of proliferation activity. Thus, our study suggests that
VEGFR-1 regulates cancer cell growth via two different pathways: an angiogenesis-independent
autocrine pathway and an angiogenesis-dependent paracrine pathway.

In endothelial cells, VEGFR-1 has been reported to be implicated as a negative regulator of
VEGEFR-2 signaling for proliferation [5,6]. In contrast, in several types of cancer cells, VEGFR-1
promotes proliferation signal [9-16]. These findings suggest that involvement of VEGFR-1 in mitogenic
signal is distinctly different between endothelial cells and cancer cells.
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In cancer cells, it has been speculated that VEGFR-1 signaling relies on abnormal link between
unrelated receptors that function synergistically to enhance proliferation [30]. For example, disruption
of VEGF-A and VEGFR-1 genes in epidermal tumor cells decreases their proliferation [17]. Furthermore,
VEGF-A disruption in an EGF-R-deficient background completely inhibits epidermal tumor growth,
suggesting that there is an abnormal contribution of the VEGF-A and the EGF pathways in the tumor
cells [17]. In this study, we provide the first demonstration that a direct interaction of VEGFR-1 and
EGF-R contributed colon cancer cell proliferation.

It is well established that the control of EGF-R trafficking and degradation is regulated mainly by its
ligands [27,28]. Binding of EGF to EGF-R leads to internalization of EGF-R and subsequent degradation
by lysosome and/or proteasome pathways [27,28]. In addition to EGEF, it has recently been reported
that HGF controls EGF-R degradation [23,24]. The HGF/cMet system accelerates EGF-R degradation
by inhibiting the binding of SHIP2 (Src homology domain 2-containing inositol 5'-phosphatase 2) to
EGEF-R, which is required to block the EGF-R degradation pathway [23].

In this study, we demonstrated novel growth factors that regulate EGF-R stabilization. The VEGF-A
and PIGF/VEGFR-1 system stabilized EGF-R via the interaction of VEGFR-1 with EGF-R. In contrast,
blockade of VEGFR-1 decreased their interaction and led to destabilization of EGF-R through a
lysosome-dependent pathway. In addition to VEGFR-1, a recent report demonstrated that PDGF-Rf3
formed a heterodimer with EGF-R and stabilizes EGF-R on the cell surface [25]. Thus, the stabilization
of EGF-R is regulated by several growth factors and their receptors.

Recently, the concept of molecular targeted therapy for the treatment of colorectal cancer has
emerged. Two critical molecular targets for the treatment of colorectal cancer are EGF-R and
VEGF-A, because these two molecules are often overexpressed and are associated with inferior
outcomes [4,31]. Thus, anti-EGF-R monoclonal antibodies (cetuximab and panitumumab) and an
anti-VEGF-A monoclonal antibody (bevacizumab) are mainly used as therapies for colorectal cancer
patients [31]. Despite the initial clinical efficacy of the anti-EGF-R agents against colorectal cancer,
acquired resistance develops during therapy [31]. The resistance is caused by the overexpression of
VEGEF-A, PIGF and VEGFR-1 and thus the activation of alternative VEGFR-1 signaling pathway [32].
In the case of anti-VEGF-A therapy, acquired resistance is also developed via alternative PIGF/VEGFR-1
pathway activation [9,33,34]. The therapeutic evidence suggests that VEGFR-1 targeting therapy
provides a promising strategy for reducing the risk of the acquired resistance.

In fact, VEGFR-1 targeted therapy has been recently found to block cancer growth by reducing
the effects of VEGF-A and PIGF on cancer cells [9]. In addition to the direct anticancer effect, the
VEGEFR-1 blocking agents inhibit tumor angiogenesis by blocking the effects of VEGF-A and PIGF on
vascular endothelial cells [9]. Intriguingly, in clinical studies, VEGFR-1 targeting therapies have been
shown to be of potential benefit in patients with colorectal cancer [35-39]. For example, a VEGFR-1
blocking agent (aflibercept) that traps VEGF-A and PIGF [39,40] improved overall survival compared
with a placebo in patients with metastatic colorectal cancer in a clinical study [36-39]. This benefit
may be due to the inhibition of both colorectal cancer cells and vascular endothelial cells. Thus, the
molecular elucidation of VEGFR-1 function in colon cancer cells will provide important insight into
current therapies targeting VEGFR-1.

Taken together, the present study provides the first evidence that VEGFR-1 plays, at least in part,
an important role in cell proliferation through regulating EGF-R.

4. Materials and Methods

4.1. Reagents and Antibodies

Cycloheximide, MG132, bafilomycin A and DMSO were from Wako Pure chemical (Osaka,
Japan). A VEGFR-1 antagonistic peptide (anti-Flt1 peptide; GNQWFI) was from Alpha Diagnostic
Int (San Antonio, TX, USA). A VEGFR-2 specific small molecule kinase inhibitor (ZM323881) [19]
was obtained from Selleckchem (Houston, TX, USA). Recombinant human EGF was obtained from
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HIGETA SHOYU (Tokyo, Japan). Recombinant VEGF-A (293-VE), recombinant PIGF (264-PGB) and a
neutralizing antibody against human EGF (MAB236) were purchased from R&D Systems (Minneapolis,
MN, USA). A neutralizing antibody against human EGF-R (clone LA1) was obtained from Millipore
(Burlington, MA, USA). A neutralizing antibody against human VEGFR-1 (Mab0702) was from Novus
Biologicals (Oakville, Canada). For flow cytometric analysis, PE-conjugated antibodies against human
VEGEFR-1 (clone 49560) and against human VEGFR-2 (clone 89106) were purchased from R&D Systems
(Minneapolis, MN, USA). For immunoprecipitation analysis, a rabbit polyclonal anti-human VEGFR-1
antibody (C-17) and a mouse monoclonal anti-human EGF-R antibody (528) were from Santa Cruz
Biotechnology (Dallas, TX, USA). A rabbit monoclonal anti-phospho-tyrosine antibody (P-Tyr-100) was
from Cell Signaling Technology (Danvers, MA, USA). For Westernblot analysis, a rabbit monoclonal
anti-human EGF-R antibody (D38B1), a rabbit monoclonal anti-human phospho-EGF-R antibody
(D7A5) and a rabbit monoclonal anti-human VEGFR-2 antibody (D5B1) were from Cell Signaling
Technology (Danvers, MA, USA). A rabbit monoclonal anti-human VEGFR-1 antibody (Y103) was
purchased from Abcam (Cambridge, UK). A rabbit polyclonal anti-phospho-VEGFR-1 (Tyr1213)
antibody was purchased from Merck (Darmstadt, Germany). A mouse monoclonal anti-human (3-actin
antibody (clone AC-74) was from Sigma Aldrich (St. Louis, MO, USA). For immunofluorescence cell
staining analysis, an anti-EGF-R antibody conjugated with VioBright FITC was from Miltenyi Biotech
(Bergisch Gladbach, Germany).

4.2. Cell Culture and Treatment

Human colon cancer cell line (HCT116) were obtained from the American Type Culture Collection
(Manassas, VA, USA) and maintained in RPMI1640 medium with 10% fetal bovine serum and antibiotics.
For VEGFR-1 or EGF-R activation, 60% confluent cells were treated with control BSA (10 ng/mL),
VEGF-A (2 ng/mL), PIGF (10 ng/mL) or EGF (10 ng/mL) for 0.5-48 h before RNA or protein lysates were
harvested for further analyses. For VEGFR-1 inhibition, 70%-80% confluent cells were treated with
the VEGFR-1 inhibitors; an anti-human VEGFR-1 antibody (2.5 ng/mL) and a VEGFR-1 antagonistic
peptide (75 uM). For EGF-R inhibition, 70%-80% confluent cells were treated with the EGF-R inhibitors;
an anti-EGF antibody (0.5 pg/mL) and an anti-EGF-R antibody (2.5 pug/mL), or non-immune control
IgG (2.5 ug/mL) for 0.5-48 h before RNA or protein lysates were harvested for further analyses.

4.3. Cell Proliferation Assay

For proliferation analysis, after serum starvation for 18 h, 50% confluent cells were incubated with
the respective inhibitors or ligands for 24-48 h in 0.1% fetal bovine serum (FCS) containing medium.
Then, cells were pulsed with 10 uM EdU for 2 h, then fixed with 4% paraformaldehyde. The EAU
incorporation was detected using the Click-iT Plus EAU Alexa Fluor 488 Assay Kit, according to the
manufacture’s protocol (Thermo Fisher Scientific, Waltham, MA, USA). EAU+ cells from eight to ten
randomly chosen fields of at least three independent samples were counted.

4.4. Cycloheximide Chase Assay

Cells were pre-treated with control (BSA) or VEGFR-1 ligands (VEGF-A and PIGF) for 1 h, then
they were treated with EGF and cycloheximide (25 pg/mL) for the several times. Whole cell lysates
were collected and analyzed Western blotting.

4.5. Western Blot Analysis

Western immunoblotting was performed as described previously [18]. Total cell lysates were
prepared using a lysis buffer containing 100 mM Tris-HCI (pH 6.8), 300 mM NaCl, 2 mM EDTA
and 4% (v/v) SDS. Protein concentrations were determined with Protein assay BCA kit (Nakarai
tesque, Kyoto, Japan). Western immunoblotting was performed using a rabbit monoclonal anti-human
EGF-R antibody at a 1/5000 dilution, a rabbit monoclonal anti-human phospho-EGF-R antibody at
a 1/1000 dilution, a rabbit monoclonal anti-human VEGFR-1 antibody at a 1/1000 dilution, a rabbit
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polyclonal anti-phospho-VEGFR-1 (Tyr1213) antibody at a 1/5000 dilution, a mouse monoclonal
anti-human (-actin antibody at a 1/10,000 dilution. The membranes were developed using ECL
Western blot detection reagents (GE Healthcare Life Sciences, Little Chalfont, UK). All immunoblots
were performed in triplicate. Immunoblots were imaged using a ChemiDoc imaging system (Bio-Rad
Laboratories, Hercules, CA, USA). Quantification was performed with Image J software (NIH, Bethsda,
MD, USA). The median pixel intensity quantified for each band was normalized to the loading control.
The experimental intensity values of experimental were divided with loading control.

4.6. Immunofluorescence Cell Staining

Cells were grown on a glass chamber slide and either was pre-treated with BSA, VEGFR-1 ligands
(VEGF-A and PIGF) or VEGFR-1 blockers (anti-VEGFR-1 antibody and VEGFR-1 antagonist) for 1-4 h.
Then, cells were blocking with an FcR Blocking Reagent (Miltenyi Biotec, Bergisch Gladbach, Germany)
for 15 min at 4 degrees, and an anti-EGF-R antibody conjugated with VioBright FITC was added in the
medium for 30 min at 4 degrees. Then, cells were fixed by the addition of 4% paraforlmaldehyde to the
culture medium for 15 min. Nuclei were counter stained with 4’,6-diamidino-2-phenylindole (DAPI).
Fluorescence images were obtained using a BZ-X710 fluorescence microscope (Keyence Corporation,
Osaka, Japan). Magnifications used were x40 for fluorescence microscopy.

4.7. siRNA and Transfection

The siRNAs targeting human EGF-R Mrna (5'-CCAUAAAUGCUACGAAUAU-3’) and human
VEGFR-1 mRNA (5’-CAAUCAUAGAUGUCCAAAU-3’) were obtained from Thermo Fisher Scientific
(Waltham, MA, USA). Stelth RNAi negative control siRNA (medium GC content, Invitrogen) was
used as a control siRNA, which has no homology to human gene products. RNA knockdown analysis
was performed as described previously [18]. In brief, cells were transfected with siRNA using
Lipofectamine RNAiMax reagent for 24 h (Thermo Fisher Scientific, Waltham, MA, USA), according to
the manufacturer’s instructions. Then cell lysates were prepared for immunoblot analysis.

4.8. Immunoprecipitation Analysis

Immunoprecipitation analysis was performed as described previously [18]. In brief, cells were
harvested in ice-cold lysis buffer (50 mM HEPES, pH 7.0, 150 mM NaCl, 10 mM EDTA, 1.5 mM
MgCl,, 1% Nonidet P-40, 1% Triton X-100, 1 mM phenylmethylsulfonyl fluoride, 1 mM sodium
orthovanadate, 0.5% sodium deoxycholate, 5 mg/mL aprotinin, 5 mg/mL leupeptin, 20 mM sodium
fluoride and 20 mM sodium pyrophosphate), homogenized through a 27-gauge needle ten times
each, then centrifuged at 16,000 rpm for 20 min at 4 degrees. Cell lysates were incubated with a
rabbit monoclonal anti-phospho-tyrosine antibody (P-Tyr-100; Cell Signaling Technology) overnight at
4 degrees with constant gentle rocking for immunoprecipitation of tyrosine phosphorylated proteins,
followed by the addition of protein G magnet Dynabeads (Thermo Fisher Scientific, Waltham, MA,
USA) for 2 h at 4 degrees.

For VEGFR-1/EGF-R co-immunoprecipitation analysis, cells were crosslinked with
dithiobis(succinimidyl propionate (DSP) (Thermo Fisher Scientific, Waltham, MA, USA) before
cell lysis. Five hundred pg of each clarified lysate was incubated with a rabbit polyclonal anti-human
VEGEFR-1 antibody (C-17; Santa Cruz Biotechnology) or a mouse monoclonal anti-human EGF-R
antibody (sc-120; Santa Cruz Biotechnology) overnight at 4 degrees with constant gentle rocking,
followed by the addition of protein G magnet Dynabeads (Thermo Fisher Scientific, Waltham, MA,
USA) for 2 h at 4 degrees. Immunoprecipitates were washed, eluted with SDS-PAGE sample buffer, and
subjected to 4%—20% polyacrylamide gradient gels for SDS-PAGE. Immunoblot analysis was performed
as described above. To exclude the detection of IgG for immunoprecipitation, the TidyBlot HRP
conjugated Western blot detection reagent (1:200, Bio-Rad) was used instead of the secondary antibody.
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4.9. Quantitative RT-PCR

Quantitative RT-PCR was performed as described previously [18]. The levels of
transcript for human EGF-R and human GAPDH were measured by quantitative RT-PCR
using the following specific primer sets: EGF-R, 5-TTCCTCCCAGTGCCTGAA-3'(forward) and
5’-GGGTTCAGAGGCTGATTGTG-3' (reverse); GAPDH, 5'-GCTAGGGACGGCCTGAAG-3’ (forward)
and 5-GCCCAATACGACCAAATCC-3’ (reverse). Amplification and quantification of the PCR
products were performed using the Applied Biosystems 7500 System (Applied Biosystems; Thermo
Fisher Scientific, Waltham, MA, USA). Standards were run in the same plate and the relative standard
curve method was used to calculate the relative mRNA expression. RNA amounts were normalized
against the GAPDH mRNA levels.

4.10. Flow Cytometric Analysis

Cells were harvested and blocked with an FcR Blocking Reagent (Miltenyi Biotec, Bergisch
Gladbach, Germany) for 15 min at 4 degrees. Then, cells were stained with a PE-conjugated antibody
against VEGFR-1 (clone 49560) or VEGFR-2 (clone 89106) for 30 min at room temperature. For negative
control staining, cells were stained with a PE-conjugated isotype control IgG (R&D Systems, Minneapolis,
USA). After cells were washed with Flow Cytometry Staining Buffer, flow cytometric analysis was
performed using BD FACSVerse flow cytometer (BD Biosciences, Franklin Lakes, San Jose, CA, USA).

4.11. Statistical Analysis

Results are expressed as means + S.D. Statistical analyses of data were done using ANOVA and
the Scheffé’s test. p value < 0.01 was considered significant.
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References

1.  Hanahan, D.; Weinberg, R.A. Hallmarks of Cancer: The Next Generation. Cell 2011, 144, 646-674. [CrossRef]
[PubMed]

2. Apte, RS,; Chen, D.S,; Ferrara, N. VEGF in Signaling and Disease: Beyond Discovery and Development. Cell
2019, 176, 1248-1264. [CrossRef]

3. Mercurio, A. VEGF/Neuropilin Signaling in Cancer Stem Cells. Int. ]. Mol. Sci. 2019, 20, 490. [CrossRef]
[PubMed]

4.  Jayson, G.C.; Hicklin, D.J.; Ellis, L.M. Antiangiogenic therapy—evolving view based on clinical trial results.
Nat. Rev. Clin. Oncol. 2012, 9, 297-303. [CrossRef] [PubMed]

5. Shibuya, M. VEGF-VEGEFR System as a Target for Suppressing Inflammation and other Diseases. Endocrine,
Metab. Immune Disord. Drug Targets 2015, 15, 135-144. [CrossRef]


http://www.mdpi.com/1422-0067/20/22/5608/s1
http://dx.doi.org/10.1016/j.cell.2011.02.013
http://www.ncbi.nlm.nih.gov/pubmed/21376230
http://dx.doi.org/10.1016/j.cell.2019.01.021
http://dx.doi.org/10.3390/ijms20030490
http://www.ncbi.nlm.nih.gov/pubmed/30678134
http://dx.doi.org/10.1038/nrclinonc.2012.8
http://www.ncbi.nlm.nih.gov/pubmed/22330688
http://dx.doi.org/10.2174/1871530315666150316121956

Int. J. Mol. Sci. 2019, 20, 5608 16 of 17

10.

11.

12.

13.

14.

15.

16.

17.

18.

19.

20.

21.

22.

23.

Simons, M.; Gordon, E.; Claesson-Welsh, L. Mechanisms and regulation of endothelial VEGF receptor
signalling. Nat. Rev. Mol. Cell Biol. 2016, 17, 611-625. [CrossRef]

Goel, H.L.; Mercurio, A.M. VEGF targets the tumour cell. Nat. Rev. Cancer 2013, 13, 871-882. [CrossRef]
Simon, T.; Gagliano, T.; Giamas, G. Direct Effects of Anti-Angiogenic Therapies on Tumor Cells: VEGF
Signaling. Trends Mol. Med. 2017, 23, 282-292. [CrossRef]

Lacal, PM.; Graziani, G. Therapeutic implication of vascular endothelial growth factor receptor-1 (VEGFR-1)
targeting in cancer cells and tumor microenvironment by competitive and non-competitive inhibitors.
Pharmacol. Res. 2018, 136, 97-107. [CrossRef]

Fan, F; Wey, ].S.; McCarty, M.E; Belcheva, A.; Liu, W.; Bauer, TW.; Somcio, R.J.; Wu, Y.; Hooper, A;
Hicklin, D.J.; et al. Expression and function of vascular endothelial growth factor receptor-1 on human
colorectal cancer cells. Oncogene 2005, 24, 2647-2653. [CrossRef]

Wu, Y,; Hooper, A.T.; Zhong, Z.; Witte, L.; Bohlen, P; Rafii, S.; Hicklin, D.]. The vascular endothelial growth
factor receptor (VEGFR-1) supports growth and survival of human breast carcinoma. Int. J. Cancer 2006, 119,
1519-1529. [CrossRef] [PubMed]

Dallas, N.A.; Fan, F.; Gray, M.].; Van Buren, G.; Lim, S.J.; Xia, L.; Ellis, L.M. Functional significance of vascular
endothelial growth factor receptors on gastrointestinal cancer cells. Cancer Metastasis Rev. 2007, 26, 433-441.
[CrossRef] [PubMed]

Ohba, T.; Cates, ] M.M.; Cole, H.A_; Slosky, D.A.; Haro, H.; Ando, T.; Schwartz, H.S.; Schoenecker, J.G.
Autocrine VEGF/VEGEFR1 Signaling in a Subpopulation of Cells Associates with Aggressive Osteosarcoma.
Mol. Cancer Res. 2014, 12, 1100-1111. [CrossRef] [PubMed]

Yao, J.; Wu, X.; Zhuang, G.; Kasman, LM.; Vogt, T.; Phan, V.; Shibuya, M.; Ferrara, N.; Bais, C. Expression of a
functional VEGFR-1 in tumor cells is a major determinant of anti-PIGF antibodies efficacy. Proc. Natl. Acad.
Sci. USA 2011, 108, 11590-11595. [CrossRef]

Frank, N.Y.; Schatton, T.; Kim, S.; Zhan, Q.; Wilson, B.].; Ma, J.; Saab, K.R.; Osherov, V.; Widlund, H.R.;
Gasser, M.; et al. VEGFR-1 expressed by malignant melanoma-initiating cells is required for tumor growth.
Cancer Res. 2011, 71, 1474-1485. [CrossRef]

Masood, R.; Cai, J.; Zheng, T.; Lynne Smith, D.; Hinton, D.R.; Gill, P.S. Vascular endothelial growth factor
(VEGF) is an autocrine growth factor for VEGF receptor-positive human tumors. Blood 2001, 98, 1904-1913.
[CrossRef]

Lichtenberger, B.M.; Tan, PK.; Niederleithner, H.; Ferrara, N.; Petzelbauer, P; Sibilia, M. Autocrine VEGF
Signaling Synergizes with EGFR in Tumor Cells to Promote Epithelial Cancer Development. Cell 2010, 140,
268-279. [CrossRef]

Tomida, C.; Yamagishi, N.; Nagano, H.; Uchida, T.; Ohno, A.; Hirasaka, K.; Nikawa, T.; Da Teshima-Kondo, S.
(corresponding author) VEGF pathway-Targeting drugs induce evasive adaptation by activation of
neuropilin-1/cMet in colon cancer cells. Int. |. Oncol. 2018, 52, 1350-1362.

Endo, A.; Fukuhara, S.; Masuda, M.; Ohmori, T.; Mochizuki, N. Selective inhibition of vascular endothelial
growth factor receptor-2 (VEGFR-2) identifies a central role for VEGFR-2 in human aortic endothelial cell
responses to VEGF. |. Recept. Signal. Transduct. Res. 2003, 23, 239-254. [CrossRef]

Ciardiello, F,; Troiani, T.; Bianco, R.; Orditura, M.; Morgillo, F.; Martinelli, E.; Morelli, M.P,; Cascone, T.;
Tortora, G. Interaction between the epidermal growth factor receptor (EGFR) and the vascular endothelial
growth factor (VEGF) pathways: A rational approach for multi-target anticancer therapy. Ann. Oncol. 2006,
17, vii1l09-vii114. [CrossRef]

Ciardiello, F.; Bianco, R.; Damiano, V.; Fontanini, G.; Caputo, R.; Pomatico, G.; Sabino De Placido; Bianco, A.R,;
Mendelsohn, J.; Tortora, G. Antiangiogenic and Antitumor Activity of Anti-Epidermal Growth Factor
Receptor C225 Monoclonal Antibody in Combination with Vascular Endothelial Growth Factor Antisense
Oligonucleotide in Human GEO Colon Cancer Cells. Clin. Cancer Res. 2000, 6, 3739-3747. [PubMed]
Akagi, M.; Kawaguchi, M.; Liu, W.; McCarty, M.F,; Takeda, A.; Fan, F; Stoeltzing, O.; Parikh, A.A.; Jung, Y.D.;
Bucana, C.D.; et al. Induction of neuropilin-I and vascular endothelial growth factor by epidermal growth
factor in human gastric cancer cells. Br. ]. Cancer 2003, 88, 796-802. [CrossRef] [PubMed]

Sanada, F,; Taniyama, Y.; Iekushi, K.; Azuma, J.; Okayama, K.; Kusunoki, H.; Koibuchi, N.; Doi, T.; Aizawa, Y.;
Morishita, R. Negative action of hepatocyte growth factor/c-met system on angiotensin ii signaling via
ligand-dependent epithelial growth factor receptor degradation mechanism in vascular smooth muscle cells.
Circ. Res. 2009, 105, 667-675. [CrossRef] [PubMed]


http://dx.doi.org/10.1038/nrm.2016.87
http://dx.doi.org/10.1038/nrc3627
http://dx.doi.org/10.1016/j.molmed.2017.01.002
http://dx.doi.org/10.1016/j.phrs.2018.08.023
http://dx.doi.org/10.1038/sj.onc.1208246
http://dx.doi.org/10.1002/ijc.21865
http://www.ncbi.nlm.nih.gov/pubmed/16671089
http://dx.doi.org/10.1007/s10555-007-9070-2
http://www.ncbi.nlm.nih.gov/pubmed/17786539
http://dx.doi.org/10.1158/1541-7786.MCR-14-0037
http://www.ncbi.nlm.nih.gov/pubmed/24759089
http://dx.doi.org/10.1073/pnas.1109029108
http://dx.doi.org/10.1158/0008-5472.CAN-10-1660
http://dx.doi.org/10.1182/blood.V98.6.1904
http://dx.doi.org/10.1016/j.cell.2009.12.046
http://dx.doi.org/10.1081/RRS-120025567
http://dx.doi.org/10.1093/annonc/mdl962
http://www.ncbi.nlm.nih.gov/pubmed/10999768
http://dx.doi.org/10.1038/sj.bjc.6600811
http://www.ncbi.nlm.nih.gov/pubmed/12618892
http://dx.doi.org/10.1161/CIRCRESAHA.109.202713
http://www.ncbi.nlm.nih.gov/pubmed/19713535

Int. ]. Mol. Sci. 2019, 20, 5608 17 of 17

24.

25.

26.

27.

28.

29.

30.

31.

32.

33.

34.

35.

36.

37.

38.

39.

40.

Shimizu, K.; Taniyama, Y.; Sanada, F.; Azuma, J.; Iwabayashi, M.; Iekushi, K.; Rakugi, H.; Morishita, R.
Hepatocyte growth factor inhibits lipopolysaccharide-induced oxidative stress via epithelial growth factor
receptor degradation. Arterioscler. Thromb. Vasc. Biol. 2012, 32, 2687-2693. [CrossRef] [PubMed]

Saito, Y.; Haendeler, J.; Hojo, Y.; Yamamoto, K.; Berk, B.C. Receptor Heterodimerization: Essential Mechanism
for Platelet-Derived Growth Factor-Induced Epidermal Growth Factor Receptor Transactivation. Mol. Cell.
Biol. 2001, 21, 6387-6394. [CrossRef] [PubMed]

Bakker, J.; Spits, M.; Neefjes, J.; Berlin, I. The EGFR odyssey — from activation to destruction in space and
time. J. Cell Sci. 2017, 130, 4087-4096. [CrossRef]

Caldieri, G.; Malabarba, M.G.; Di Fiore, P.P; Sigismund, S. EGFR Trafficking in Physiology and Cancer. Prog.
Mol. Subcell. Biol. 2018, 57, 235-272.

Bae, D.G.; Kim, T.D,; Li, G.; Yoon, W.H.; Chae, C.B. Anti-Flt1 peptide, a vascular endothelial growth factor
receptor 1-specific hexapeptide, inhibits tumor growth and metastasis. Clin. Cancer Res. 2005, 11, 2651-2661.
[CrossRef]

Petit, AM.; Rak, J.; Hung, M.C.; Rockwell, P.; Goldstein, N.; Fendly, B.; Kerbel, R.S. Neutralizing antibodies
against epidermal growth factor and ErbB-2/neu receptor tyrosine kinases down-regulate vascular endothelial
growth factor production by tumor cells in vitro and in vivo: Angiogenic implications for signal transduction
therapy of solid tumors. Am. J. Pathol. 1997, 151, 1523-1530.

Domigan, C.K,; Ziyad, S.; Iruela-Arispe, M.L. Canonical and noncanonical vascular endothelial growth factor
pathways: New developments in biology and signal transduction. Arterioscler. Thromb. Vasc. Biol. 2015, 35,
30-39. [CrossRef]

Modest, D.P; Pant, S.; Sartore-Bianchi, A. Treatment sequencing in metastatic colorectal cancer. Eur. J. Cancer
2019, 109, 70-83. [CrossRef] [PubMed]

Bianco, R.; Rosa, R.; Damiano, V.; Daniele, G.; Gelardi, T.; Garofalo, S.; Tarallo, V.; De Falco, S.; Melisi, D.;
Benelli, R; et al. Vascular endothelial growth factor receptor-1 contributes to resistance to anti-epidermal
growth factor receptor drugs in human cancer cells. Clin. Cancer Res. 2008, 14, 5069-5080. [CrossRef]
[PubMed]

Fan, E; Samuel, S.; Gaur, P; Lu, J.; Dallas, N.A.; Xia, L.; Bose, D.; Ramachandran, V.; Ellis, L.M. Chronic
exposure of colorectal cancer cells to bevacizumab promotes compensatory pathways that mediate tumour
cell migration. Br. . Cancer 2011, 104, 1270-1277. [CrossRef] [PubMed]

Lieu, C.H,; Jiang, Z.-Q.; Mao, M.; Overman, M.].; Eng, C.; Kopetz, S.; Tran, H.; Heymach, ].V.; Morris, J.; et al.
The Association of Alternate VEGF Ligands with Resistance to Anti-VEGF Therapy in Metastatic Colorectal
Cancer. PLoS ONE 2013, 8, €77117. [CrossRef] [PubMed]

Martinelli, E.; Troiani, T.; Morgillo, F.; Orditura, M.; De Vita, F.; Belli, G.; Ciardiello, F. Emerging VEGF-receptor
inhibitors for colorectal cancer. Expert Opin. Emerg. Drugs 2013, 18, 25-37. [CrossRef]

Syed, Y.Y.; McKeage, K. Aflibercept: A Review in Metastatic Colorectal Cancer. Drugs 2015, 75, 1435-1445.
[CrossRef]

Mitchell, E.P. Targeted Therapy for Metastatic Colorectal Cancer: Role of Aflibercept. Clin. Colorectal Cancer
2013, 12, 73-85. [CrossRef]

Macarulla, T.; Sauri, T.; Tabernero, J. Evaluation of aflibercept in the treatment of metastatic colorectal cancer.
Expert Opin. Biol. Ther. 2014, 14, 1493-1505. [CrossRef]

Giordano, G.; Febbraro, A.; Venditti, M.; Campidoglio, S.; Olivieri, N.; Raieta, K.; Parcesepe, P.; Imbriani, G.C.;
Remo, A.; Pancione, M. Targeting Angiogenesis and Tumor Microenvironment in Metastatic Colorectal
Cancer: Role of Aflibercept. Gastroenterol. Res. Pract. 2014, 2014, 1-13. [CrossRef]

W Stewart, M. Aflibercept (VEGF-TRAP): The Next Anti-VEGF Drug. Inflamm. Allergy-Drug Targets 2012, 10,
497-508. [CrossRef]

® © 2019 by the authors. Licensee MDPI, Basel, Switzerland. This article is an open access
@ article distributed under the terms and conditions of the Creative Commons Attribution

(CC BY) license (http://creativecommons.org/licenses/by/4.0/).


http://dx.doi.org/10.1161/ATVBAHA.112.300041
http://www.ncbi.nlm.nih.gov/pubmed/22936342
http://dx.doi.org/10.1128/MCB.21.19.6387-6394.2001
http://www.ncbi.nlm.nih.gov/pubmed/11533228
http://dx.doi.org/10.1242/jcs.209197
http://dx.doi.org/10.1158/1078-0432.CCR-04-1564
http://dx.doi.org/10.1161/ATVBAHA.114.303215
http://dx.doi.org/10.1016/j.ejca.2018.12.019
http://www.ncbi.nlm.nih.gov/pubmed/30690295
http://dx.doi.org/10.1158/1078-0432.CCR-07-4905
http://www.ncbi.nlm.nih.gov/pubmed/18694994
http://dx.doi.org/10.1038/bjc.2011.81
http://www.ncbi.nlm.nih.gov/pubmed/21407219
http://dx.doi.org/10.1371/journal.pone.0077117
http://www.ncbi.nlm.nih.gov/pubmed/24143206
http://dx.doi.org/10.1517/14728214.2013.749856
http://dx.doi.org/10.1007/s40265-015-0444-4
http://dx.doi.org/10.1016/j.clcc.2012.08.001
http://dx.doi.org/10.1517/14712598.2014.947956
http://dx.doi.org/10.1155/2014/526178
http://dx.doi.org/10.2174/187152811798104872
http://creativecommons.org/
http://creativecommons.org/licenses/by/4.0/.

	Introduction 
	Results 
	Effect of VEGFR-1 Activation on Cell Proliferation in Colon Cancer Cells 
	Effect of VEGFR-1 Activation on EGF-R Expression 
	Effect of VEGFR-1 Activation on EGF-R Stability 
	Effect of VEGFR-1 Activation on Interaction of VEGFR-1 and EGF-R 
	Effect of VEGFR-1 Blockade on Cell Proliferation Activity 
	Effect of VEGFR-1 Blockade on EGF-R Expression 
	Effect of EGF-R Knockdown on Proliferation Activity 
	Effect of a Lysosomal and Proteasomal Inhibitor on EGF-R Expression 
	Effect of VEGFR-1 Blockade on Interaction of VEGFR-1 and EGF-R 

	Discussion 
	Materials and Methods 
	Reagents and Antibodies 
	Cell Culture and Treatment 
	Cell Proliferation Assay 
	Cycloheximide Chase Assay 
	Western Blot Analysis 
	Immunofluorescence Cell Staining 
	siRNA and Transfection 
	Immunoprecipitation Analysis 
	Quantitative RT-PCR 
	Flow Cytometric Analysis 
	Statistical Analysis 

	References

