Correction « The Jounal of Experimental Medicine

In the article “The genomic structure of human V36 T cell antigen receptor genes” by Y. Li, P. Szabo, and D. N. Posnett (December 1991, 174:1537),
the legends to Figures 3 and 5 were accidentally omitted by the printer. The figures and legends appear below.

<leader » <intron
I ¥bl3.5 ATGAGAATCAGGCTCCTGTGCCTEGTCTGCCCTTTTCTC TCOTGTGGGCAg GTAAGTCCTGCA GGGCCC ATG CAGagec TTeCCATTGaGGC TGCAG
£ ¥bl3.3 ATGAGCATCGGGCTCCTGTGCTGTGEGGCCTTTTCTCTCCTGTGGGCAa GTAAGTCCTGCA GGGUCCCATY CCAGCCtgTTTCCATTG tGGCTGCAC
4 Vh13.2 ATGAGCcTCGGGCTCC TG TGCTGTGgGGCCTTTTCTCTCCTETGGGCAG CTGGETCCTGCgGEEEIT T ATCCCCTTTCCA GaGCTGEAS
4 Vbl3. 4 ATGAGCATCGGGCTCCTGTGCTGTGEGGCCTTTTCTCTCCTGTGGGags GTGGETCCTGCatat O ATCCCCTTTCCACTGGgGCTGCAG
5 vbl3.1

ATGAGCATCGGeCTCCTGTGCTGTGeaGCCTTgTCTCTCCTGTGGGCAG

» <leader»<V region
CATtgGCTTTGTTCTeet TCTCTGTAG GTCCAGTGALTGCTGGgaTCACCCAGCaCCAACATCLCAGAaTCCTGgoayl
CATCAGCTTTGTTCT TCTCTGCAG GTCCAGTGAATGCTGCTCTCACTCAGACCCCAAAATTCCAGGTCCTGAAGAA
CATCAGCTTTGTeCT TCTCTGCAG GTCCAGTGAATGCTGGTGTCACTCAGACCCCAAAATTCCGGGTCCTGAAGACAGGACAGAGCATCACACTGC LG TG TGCCCAGGATATCAACCATGAAT
CATCAGCTTTGTECT TCTCTGCAS GTCCAGTGAATGCTGGTGTCACTCAGACCCCAAAATTCCAca TCCTCAAGACAGGACAGAGCATGACAC TGCAGTGTCCCCAGGATATCAACCATG AT
GTCCAGTGAATGC TGG TGTCACTCAGACCCCAAAATTCCAGg TCCTCAAGACAGCACAGAGCATGACACTGCAGTG TGCCCAGGATATGAACCATGAAT

GCACQGeGCATCACACTUaga TG TaCCCAGGATATGAgaCATAALg
SACAGAGUATGACACTGCAGTCTCCCCAGGATATGAACCATAACT

o B b

CCATCTACTGGTATAGACAAGALCLAGGacTGGGgCTaAGGC TCATCcATTAL TCAaaTaCTGcaGGTACCACTGGCAAAGCAGAAGTCC O gATGG L TALAGTGTCTCCAGAGCAAACACAGA LG
CATGTACTGGTATCGACAAGACCCAGGCATCCGACTGAGGCTGATTLtATTACTCAGE Tt CTGAGGG TACCACTGaCAAAGGAGAACTC CCoaATCOC TACAATGTCTCCAGATTAAACARACY

ACATGTACTGGTATCCACAAGACCCAGGCATGGGGCTGAGGCTGATTCATTACTCAGTTGgTGAGGG TACAACTG e CAAAGGAGAQGTCCCLGATG CAG
ACTTGTCCTGGTATCGACARGACCCAGGCATGGOGC TGAGGCCATTCATPACTCAGTTGC TGCTGG TATCACTGACAAGCACGAAGTCCCCGATGUU TACAA TG TaTCCAGATCAAACACAGAGGA
5 ACATGTCCTGGTATCGACAAGACCCAGGCATGGGGCTCACCCLgATTCATTACTCAGTTGg TGCTGE TATCACTCACCAAGCACAAGTCCCCAATON "TACAATGTe TCCAGATCAACCACAGACGA

.

> Imer mer
I tTTCeCeCTCACGETGGeGTCEGCTGLaCCCTCLCAGACATCTGTGTACTTCTGTGCCAGCAGTGAC L CERCAGEGCTGCAcaGCCaTCTCC TCTC TG ACATARALG
2 g'["'[‘CtCGCTCJ\GGCTGGAGTCGG(.‘TGC'TCCCTCCCAGACI\TC']Y}'TGTAC'l'l'C’[G'l‘{iCC.M:CAGNhagcmcﬁcﬂﬂcht GG 2T
i TTTCCtGCTggGGETGGAGTCGGCTGCTCCCTCCCAAACATCTGTGTACTTCTGTG CCAGCAGTTAcTCCACAGEGC TGCACGS "CTGCACAgARAGG
4 TTTCCCGCTCAGGCTGGAGTCaGCTGCTCCCTCCCAGACATCTGTaTACTTC TG TGCCAGCAGTTAL TCCACAGEGC TCCAAGE "ACACAAAGG

5 PIPCCCGCTCAGGC TG tGTCGCTGCTCCCTCCCAGACATCTGTgTACTTC TG TGCCAGCAGT

Figure 3. Genomic sequences of V313 genes. The sequences were obtained from the clones in Fig. 1, except for the V[313.1 sequence, derived from
a cDNA clone (CEM-1), which is included for comparison (22). See also legend to Fig. 2.
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Vbo6. b MGTsLLCWMALCLLGADqge i sGVShNPRHK I TKRGONVTFRCDP ISEHNRLYWYRQnpGQGPEFLTYFONEAQLEKSGLLSDR 1 SAERPKGS{ STLEIQRTEQGDSAMYLCASS
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Percent homology matrix

Ybé.5 Vb6.8 Vb6.3 Vbe.1 Vb6.7a Vb6.10

Vb6 .5 90.6 70.8 66.0 65.1 62.3
Vbe.8 68.4 62.3 61.4 62.3
Vb, 3 72.8 13.7 71.1
Vbb.1 83.3 78.1
Vbé.7a 78.9

Figure 5. V{36 protein sequences. Amino acid sequences are given in the single-letter code for sequences derived from the genomic clones shown
in Fig. 1 and for V6.5, clone HBVT116 (5); and V6.8, clone Ph22 (4). The numbering and the locations of the CDR1 and CDR2 regions have
been previously described (8, 38). Residues conserved in V3 gene products are indicated (*), and residues conserved in V{3 subgroups (38) are indicated
(#). Note the absence of a cysteine at position 23 in the V[36.10 sequence.




