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ABSTRACT Streptococcus pneumoniae, Neisseria meningitidis, and Haemophilus influenzae
are the principal causes of bacterial meningitis. It is unexplained why only occasional
individuals develop invasive infection, while the vast majority remain healthy and develop
immunity when encountering these pathogens. A capsular polysaccharide and an IgA1
protease are common to these pathogens. We tested the hypothesis that patients are
primed to susceptibility to invasive infection by other bacteria that express the same
capsular polysaccharide but no IgA1 protease. Thereby, the subsequently colonizing
pathogen may protect its surface with IgA1 protease-generated Fab fragments of IgA1
devoid of Fc-mediated effector functions. Military recruits who remained healthy when
acquiring meningococci showed a significant response of inhibitory antibodies against
the IgA1 protease of the colonizing clone concurrent with serum antibodies against its
capsular polysaccharide. At hospitalization, 70.8% of meningitis patients carried fecal bacteria
cross-reactive with the capsule of the actual pathogen, in contrast to 6% of controls
(P , 0.0001). These were Escherichia coli K100, K1, and K92 in patients with infection
caused by H. influenzae type b and N. meningitidis groups B and C, respectively. This con-
curred with a significant IgA1 response to the capsule but not to the IgA1 protease of the
pathogen. The demonstrated multitude of relationships between capsular types and distinct
IgA1 proteases in pneumococci suggests an alternative route of immunological priming
associated with recombining bacteria. The findings support the model and offer an explana-
tion for the rare occurrence of invasive diseases in spite of the comprehensive occurrence
of the pathogens.

IMPORTANCE Why some individuals develop invasive infection, including meningitis, with
Streptococcus pneumoniae, Neisseria meningitidis, and Haemophilus influenzae type b is unex-
plained. The vast majority of humans are colonized with the three pathogens but remain
healthy and develop immunity. The findings of this study support the hypothesis that
patients are primed for disease by time-shifted acquisition of two different bacteria, an
immunogenic commensal followed by the pathogen, but both expressing the same capsu-
lar polysaccharide. The IgA1 protease common to the three pathogens cleaves the preex-
isting IgA1 antibodies induced by the commensal. This eliminates Fc-mediated protective
mechanisms and releases capsule-binding monomeric Fab fragments that enhance bac-
terial adherence and block access of other isotypes of antibody molecules. This concept
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provides new insight into the pathogenesis of bacterial meningitis and potential new strat-
egies for prevention.

KEYWORDS Streptococcus pneumoniae, Neisseria meningitidis, Haemophilus influenzae,
meningitis, susceptibility, IgA1 protease, capsule, antibodies, Escherichia coli

S treptococcus pneumoniae, Neisseria meningitidis, and Haemophilus influenzae consti-
tute the principal causes of bacterial meningitis in humans. The capsular polysaccharide

of these pathogens is a key virulence determinant and forms the basis of successful vaccines.
Genetic mechanisms for up- and downregulated expression of the capsular polysaccharides
evolved in all three pathogens, and the polysaccharides occur in multiple structurally distinct
versions. In S. pneumoniae, more than 100 distinct capsular polysaccharide structures have
been identified (1). Exchange of parts of the cps gene locus responsible for the capsular bio-
synthesis with other members of the species as well as with related commensal Streptococcus
species is a frequent occurrence leading to change of capsular serotype (2, 3). N. meningitidis
may express the capsular polysaccharide as one of 13 distinct structures (A, B, C, D, E, H, I, K, L,
W, X, Y, and Z) termed serogroups, of which six (A, B, C, W, X, and Y) may cause invasive infec-
tions (i.e., meningitis and/or septicemia) (4). Among these, a distinct evolutionary lineage that
expresses the serogroup A capsule is causing epidemics primarily in sub-Saharan Africa and in
China (5). In Europe and North America, serogroups B and C account for the majority of cases,
while cases of serogroup A have disappeared since 1970 (6, 7). Meningitis due to H. influenzae
is almost exclusively due to clones expressing a serotype b capsule, one out of the six structur-
ally distinct capsular polysaccharides (serotypes a through f) that may be expressed by particu-
lar evolutionary lineages of this species (8).

In addition to the regulated expression of a capsular polysaccharide, an immunoglobulin
A1 (IgA1) protease is common to all three principal causative agents of bacterial meningitis
(9, 10). Human IgA includes the two subclasses IgA1 and IgA2. IgA1 vastly predominates
both in systemic and in respiratory mucosal compartments (11). The IgA1 proteases are
endopeptidases that cleave a post-proline peptide bond (Pro-Ser or Pro-Thr) within the
heavily glycosylated and elongated hinge region of human IgA1. Neither human IgA2 nor
IgA from any animal species, apart from IgA1 from humanoid primates, is cleaved (12).
Being serine proteases in H. influenzae and N. meningitidis and metalloproteases in S. pneu-
moniae, the IgA1 proteases constitute a striking example of convergent evolution of the abil-
ity to inactivate functions of the principal immunoglobulin isotype in the upper respiratory
tract (12). The monomeric Fab fragments, released by IgA1 protease activity, retain their anti-
gen-binding capacity (13). However, elimination of the Fc part negates antibody-mediated
agglutination, phagocytosis, and trapping of secretory IgA1 (S-IgA1)-coated bacteria to the
mucus layer lining the epithelial surface of the respiratory tract (14–18).

Apart from causing invasive infection, the three pathogens also occur as temporary
colonizers of the upper respiratory tract of healthy humans. The pneumococcal carrier state in
children is very frequent, often exceeding 50% at a given time (19, 20). In adults, carriage is sig-
nificantly less frequent but increases among those living with children (21). Meningococci dif-
fer from that pattern as carriage is unusual in infants and children (22), whereas the carriage
rate in young adults and individuals in semiclosed communities, including schools, universities,
and military camps, may be 25 to 70% (23, 24). In the African meningitis belt, carriage preva-
lence increases from low prevalence in infants (approximately 0.7% in the rainy season) to a
broad peak of 1.94% at age 10, then decreases in adolescence (25). Local vaccination pro-
grams directed at selected capsular polysaccharides affect carriage rates of individual sero-
types/serogroups of both S. pneumoniae and N. meningitidis (26, 27). This is the case also
for H. influenzae serotype b (Hib), which has become rare in countries with Hib vaccination.
According to a recent review, the average carriage of H. influenzae type b among children
in mainland China, which does not use systematic Hib vaccination as part of the national
immunization program, is 5.9% (28). This is similar to rates in Western countries before
introduction of Hib vaccination, although carrier rates in selected populations, including
day care centers, may be higher. Carriage of Hib in adults is rare (29).
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Apart from differences related to distinct pathogenic potential of serotypes and the
genetic backbone of clones (8, 30–32), it remains unexplained why some individuals develop
invasive infection, while the vast majority that become colonized remain healthy and develop
immunity when encountering one of the three pathogens.

Protection against invasive infections by the three pathogens achieved by vaccination or
by asymptomatic carriage is closely associated with serum IgG antibodies to the capsular
polysaccharide. In addition, both asymptomatic carriage and infections with meningococci
induce high levels of serum IgG antibodies to the IgA1 protease that do not decline over a
5-year period, in contrast to antibodies to the capsular polysaccharide, which rapidly decline
(33, 34). However, despite overall genetic similarity of IgA1 protease genes among strains of
N. meningitidis and H. influenzae (12), both genetic polymorphism and epitope heterogene-
ity exist within the individual species (35). Among N. meningitidis strains, two IgA1 protease
cleavage types exist: type 1 cleaves a prolyl-seryl bond, and type 2 cleaves a prolyl-threonyl
bond. Type 1 is almost exclusively associated with epidemic strains. In addition, assays using
enzyme-neutralizing antibodies raised in rabbits identified five different IgA1 protease inhibi-
tion types among 133 meningococcal isolates (36). In H. influenzae serotype b strains, similar
analyses show remarkable conservation of the IgA1 protease despite significant diversity
among other members of the species (35). Results of analyses of IgA1 proteases of S. pneu-
moniae reflect the extensive genetic diversity of that species. Among 102 isolates represent-
ing the capsular serotypes most frequently associated with invasive infections, 17 different
inhibition types were distinguished using antisera raised in rabbits (37). Previous studies of
the antigenicity of IgA1 proteases in humans detected antibodies to a single purified menin-
gococcal IgA1 protease applied as the antigen in an enzyme-linked immunosorbent assay
(ELISA) (33, 34). However, the diversity of epitopes to which neutralizing antibodies may
react, combined with the presence in the molecule of sequence repeat structures that likely
function as an immunological decoy mechanism, means that levels of antibodies to a partic-
ular purified IgA1 protease do not necessarily reflect the potential for enzyme neutralization
in vivo.

It has been an enigma how the three pathogens benefit from cleaving IgA1, as enzyme-
neutralizing antibodies to the IgA1 protease conceivably emerge synchronously with the
induction of IgA1 antibodies to surface epitopes of the bacteria, primarily capsular polysaccha-
rides. Considering this, we presented a hypothetical model for the function of IgA1 proteases
in the pathogenesis of invasive infections due to S. pneumoniae, N. meningitidis, and H. influen-
zae (38). According to this hypothesis, the key is induction of anti-capsular IgA1 antibodies
prior to the induction of inhibitory antibodies to the IgA1 protease as a consequence of time-
shifted acquisition of two different bacteria expressing the same capsular polysaccharide.
Induction of preexisting IgA1 antibodies by the initially colonizing bacteria that do not express
an IgA1 protease enables the subsequently colonizing pathogen to cleave the IgA1 antibodies
and to take advantage of the released Fab fragments directed against its capsule. Here, we
present findings from a series of experiments designed to evaluate this hypothesis. The model
may provide an explanation of why most carriers remain healthy, while only occasional immu-
nologically primed individuals develop invasive infection.

RESULTS
Colonization with N. meningitidis induces enzyme-neutralizing antibodies to

IgA1 proteases. Previous studies demonstrated induction of serum antibodies react-
ing with a purified serogroup A meningococcal IgA1 protease during asymptomatic
carriage and infection (33, 34). To what extent these antibodies are enzyme neutralizing is
not known. Using N. meningitidis as the model, we analyzed the induction of serum antibod-
ies with the ability to inhibit the IgA1 protease of the individual autologous meningococcal
isolates from military recruits who became colonized during the initial 2 weeks of enlisting.
The levels of neutralizing antibodies were compared to those in persistent carriers or persis-
tent noncarriers. In the latter group, we measured enzyme-neutralizing antibodies to the
IgA1 protease of N. meningitidis strain HF13, which induces inhibitory antibodies against
the entire spectrum of meningococcal and gonococcal IgA1 proteases when injected into
rabbits (36).
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We observed a significant increase in inhibitory antibody titers in all of the 11 subjects
who became colonized during the initial 2 weeks of observation (Fig. 1). A mean of an 8-fold
increase between the initial and last samples (range, 1.4 to 28.3) was observed (increase from
initial to last sample, P = 0.0033). In contrast, inhibitory antibody titers were constant in the
group of 14 who consistently carried the same clone (mean ratio between first and last meas-
urements, 1.0; range, 0.3 to 1.6; P = 0.92) whereas a limited decline was observed among the
11 persistent noncarriers (mean ratio between first and last measurements, 0.8; range 0.5 to
1.2; P = 0.014). The titers observed in the last sample in persistent carriers (mean titer, 1,926)
were significantly higher (P = 0.0002) than those in the persistent noncarriers (mean titer, 607).

The results show that, concurrent with induction of serum antibodies against the cap-
sular polysaccharide (34, 39–41), acquisition of meningococci in the pharynx induced a
significant response of inhibitory antibodies against the IgA1 protease of the colonizing
clone. Interestingly, even high levels of inhibitory antibodies apparently did not prevent
or terminate colonization.

Cross-reactive intestinal bacteria. We then tested the hypothesis that patients
developing invasive infections with H. influenzae type b or N. meningitidis encounter
prior intestinal colonization with bacteria with capsules that cross-react with that of the
pathogen. A total of 131 patients with invasive infections with one of the two pathogens
and 233 controls with a matching age range, including patients with infections caused
by other identified bacteria, were examined.

During the 3-year sampling period, we obtained fecal samples, bacterial blood isolates,
and whenever possible, samples of blood and saliva from 49 patients in Denmark with inva-
sive meningococcal disease (meningitis and/or septicemia): 41 with serogroup B and 8 with
serogroup C meningococci (Table 1). The sampling period coincided with the introduction of
the Hib vaccine as part of the Danish children’s vaccination program (June 1993). Therefore,
samples from only eight patients with H. influenzae type b meningitis were obtained before
virtual eradication of the disease in Denmark. To compensate, we analyzed fecal samples from
74 Finnish patients with invasive H. influenzae serotype b infection collected during 1985 and
1986 (42).

FIG 1 Inhibitory antibodies to activity-calibrated IgA1 proteases of individual N. meningitidis isolates. (A) Inhibitory serum antibodies to IgA1 proteases of
N. meningitidis (N.m.) colonizing military recruits during the first 10 weeks of enrollment. Data are shown for constant noncarriers, recruits who became
colonized during the first 2 weeks, and constant carriers (see Materials and Methods). (B) Neutralizing antibodies in serum and saliva samples collected
upon hospitalization of 10 patients with N. meningitidis group B meningitis.
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Immunodiffusion analysis of heated fecal sample extracts with the respective antisera
against the capsular polysaccharides of H. influenzae type b and N. meningitidis (Fig. 2A)
revealed the presence of antigens cross-reactive with the capsule of the actual pathogen in
70.8% of the patients, in contrast to 6% of the controls (Fig. 2B). The difference between
patients and controls is highly significant (P, 0.0001).

From antigen-positive fecal samples, bacteria cross-reactive with the pathogen
were successfully isolated as follows. (i) Among seven antigen-positive samples from
Danish Hib infected patients, five yielded growth of Escherichia coli K100. (Due to extensive
storage at220°C, we did not attempt to isolate bacteria from Finnish samples.) (ii) E. coli K1
was isolated from 21 of 31 cases of N. meningitidis group B disease. (iii) E. coli K92 was isolated
from four of 8 cases of N. meningitidis group C disease.

TABLE 1 Clinical diagnoses, etiologies, ages, and origins of 131 patients included in the study

Clinical diagnosis Pathogen

Age

Origin
No. of patients
(n = 131)Range Median

Meningitis H. influenzae serotype b 2 to 72 mo 14 mo Finland 52
Epiglottis 16 to 94 mo 51 mo Finland 15
Septicemia 7 to 21 mo 14 mo Finland 2
Cellulitis 8 to 19 mo 11 mo Finland 5
Meningitis 4 mo to 17 yr 16 mo Denmark 8

Meningitis/septicemia N. meningitidis serogroup B 7 mo to 56 yr 9 yr, 9 mo Denmark 41
N. meningitidis serogroup C 8 mo to 20 yr 14 yr Denmark 8

FIG 2 (A) Demonstrations by double-immunodiffusion assay of antigenic identity of fecal extract and
isolated E. coli K100 reference strain to blood isolate of H. influenzae serotype b (Hib) (left) fecal
extract and isolated E. coli K1 reference strain to blood isolate of N. meningitidis serogroup B
(N.menB). The center wells contain antiserum (AS) against H. influenzae serotype b and N. meningitidis
serogroup B, respectively. (B) Frequency of detection by double immunodiffusion of fecal bacteria
cross-reactive with invasive H. influenzae serotype b and N. meningitidis serogroups B and C in
patients with meningitis and septicemia and age-matched controls. ***, P , 0.001.
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To exclude that the detected fecal cross-reaction was due to intestinal colonization
with the actual pathogen, we attempted to recover H. influenzae type b and N. meningitidis
groups B and C on selective media. None of the fecal samples yielded growth of the
pathogen.

Detection of antibodies against capsular polysaccharides and IgA1 protease. Having
demonstrated the presence of gut bacteria with cross-reactive capsules in the majority of
meningitis patients, we then determined the levels of serum and salivary antibodies against
the capsule and the IgA1 protease of the autologous blood isolate. To be able to relate the
data to levels of neutralizing antibodies to IgA1 proteases detected in military recruits, we
selected samples from patients with meningitis caused by serogroup B meningococci.

Samples of serum and saliva were collected from the meningitis patients whenever
possible and as soon after admission to the hospital as possible. The samples were collected
on the day of hospitalization or up to 5 days later (range, 0 to 5 days; median, 1 day). Figure 3
shows the levels of antibodies in serum and saliva against the serogroup B capsular polysac-
charide of N. meningitidis. The figure demonstrates significant levels of anti-serogroup B anti-
bodies in serum immunoglobulins (Ig) and IgA1, as well as in salivary IgA1, although at a lower
level.

In 10 of the patients, we also quantitated the levels of antibodies in serum and saliva
that neutralized the IgA1 protease of the infecting meningococcal strain. The assay was the
same as that employed to quantitate neutralizing antibodies against individual activity-cali-
brated IgA1 proteases of autologous isolates from military recruits. Figure 1 shows the com-
parison. The levels of neutralizing antibodies in serum (Fig. 1B) were comparable to those
observed in military recruits who were constant noncarriers (Fig. 1A). One exception (titer of

FIG 3 Endpoint titers of antibodies in serum (total immunoglobulins [Ig] and IgA1) and in saliva (S-
IgA1) against capsular polysaccharide of N. meningitidis group B in 16 patients with invasive infection
caused by this pathogen. The individual colors represent each of the 16 patients.
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15,884) was a serum sample from a patient from whom the sample was collected 5 days af-
ter hospitalization. Surprisingly, the high titer of antibodies in serum of this patient was not
reflected in the level of mucosal antibodies, as demonstrated in saliva.

Genetic and antigenic diversity of IgA1 proteases among S. pneumoniae capsular
serotypes. Partly for logistical reasons (i.e., because of the large number of pneumococcal
capsular polysaccharide structures [.100]), we did not attempt to identify cross-reactive
bacteria in fecal samples of patients with pneumococcal meningitis. The genome of S. pneu-
moniae is extremely plastic due to its natural transformation competency and possession of
numerous mobile genetic elements that facilitate genetic exchange by both transformation
and conjugation. Therefore, we hypothesized that preexistence of IgA1 antibodies to the
capsular polysaccharide of a particular serotype of S. pneumoniae clone that causes invasive
infection may not necessarily be induced by another bacterial species. Rather, such antibod-
ies may be induced by prior colonization with another clone of the same serotype of S.
pneumoniae that expresses a distinct IgA1 protease. Indeed, in addition to the extensive
structural diversity of pneumococcal capsules that undergo shifts over time (2), IgA1 pro-
teases of pneumococci show a significant degree of antigenic diversity (37). To verify this on
a broad scale, we compared the genetic diversities of IgA1 proteases among .7,500 pneu-
mococcal isolates, including strains with the same capsular serotype.

The phylogenetic tree in Fig. 4 demonstrates a striking genetic diversity of IgA1 prote-
ase genes among 959 representative strains of different capsular serotypes. For clarity,
five of the serotypes currently included in the 13-valent pneumococcal vaccine Prevnar
are highlighted in different colors. The tree includes six zmpA genes previously shown to
encode IgA1 proteases of distinct inhibitory types (37), which are each harbored on dif-
ferent clades of the tree. This demonstrates that the genetic diversity can be translated
into distinct inhibitory types of IgA1 proteases.

DISCUSSION

From a theoretical point of view, the significance of bacterial IgA1 proteases as important
virulence factors is obvious. They enable the producing bacteria to evade the principal hu-
moral immune mechanism, S-IgA1, in the upper respiratory tract. Separation of the mono-
meric Fab parts from the Fc part, with or without the associated secretory component, neg-
ates antibody-mediated agglutination, phagocytosis, and trapping of S-IgA1-coated bacteria
in the mucus layer lining the surfaces of the respiratory tract (14–18). The monomeric Fab
fragments, released by IgA1 protease activity, retain their antigen-binding capacity (13, 18).
Thereby, Fab fragments of IgA1 antibodies enhance bacterial adherence by neutralizing the
inhibitory effect of the negatively charged capsules on adhesive interaction with host cells
and potentially block access of other isotypes of antibody molecules and their effector func-
tions (16, 43). The specificity of the protease for human IgA1 is in accordance with the host
specificity of the three bacterial species. Finally, the convergent evolution of an IgA1 protease
in the three principal causes of bacterial meningitis, H. influenzae type b, N. meningitidis, and S.
pneumoniae, further corroborates their importance in such infections. Yet, noncapsulated
H. influenzae, Neisseria gonorrhoeae, and commensal streptococci related to S. pneumoniae
also produce IgA1 proteases, which suggests a more complex association with invasive-
ness. However, the host specificity of the three pathogens and their respective IgA1 pro-
teases is a substantial hurdle to the development of a relevant in vivo model that would
provide direct evidence of the exact contribution and mechanism of action of IgA1 proteases
in invasive infections. Thus, assuming that the pathogenic events start at the mucosal surfaces,
an animal model that actively secretes locally synthesized human IgA1 antibodies would
be required. In addition, each of the three pathogens depends on multiple host-specific
properties that determine iron acquisition, interactions with host tissues, and virulence.
Therefore, in lieu of an animal model, we have to rely on in vitro or ex vivo assays to support
our hypothesis.

Like most other bacterial components and extracellular products, IgA1 proteases
induce an immune response. Assays with enzyme-neutralizing antibodies induced in
rabbits demonstrated various degrees of intraspecies antigenic diversity (35). Based on
experiments that take the antigenic diversity into consideration, our findings, shown in
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Fig. 1, confirm observations reported by Achtman and coworkers (33, 34) that IgA1 proteases
are potent inducers of antibodies in humans colonized by meningococci. Our data clearly
demonstrate that such antibodies are capable of neutralizing the enzyme activity in spite
of the fact that the enzymes include long stretches of highly diverse repeat regions that
may function as immunological decoy mechanisms. Yet, the data in Fig. 1 also show that even
high titers of neutralizing antibodies to the IgA1 protease observed in the military recruits that
already are or will become colonized do not seem to prevent the acquisition of or sustained
colonization by an IgA1 protease-producing pathogen.

These observations raise the crucial question of whether the contribution of the IgA1
protease is restricted to situations in which there are IgA1 antibodies against the surface
of the colonizing bacterium—in most cases capsular polysaccharides—and simultaneous
absence of neutralizing antibodies to its IgA1 protease (38).

FIG 4 Genetic diversity of zmpA genes in 959 representative S. pneumoniae strains of different capsular serotypes. Selected capsular
serotypes are indicated by colored dots. Numbers in circles refer to distinct inhibition types of IgA1 proteases detected with neutralizing
antibodies raised in rabbits (37).
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The majority of the human population is intermittently colonized with pneumococci,
meningococci, and H. influenzae type b without developing invasive disease (44). Asymptomatic
nasopharyngeal carriage is an efficient stimulus for the production of both serum and secretory
antibodies to the capsular polysaccharides and other surface antigens, including the IgA1
protease (33, 34, 41, 45–49). As a result, carriage normally confers protection from disease
(50, 51). While antibodies to the capsular polysaccharide of meningococci decline rapidly,
antibodies to their IgA1 protease do not decline over a 5-year period (34). Several reports
noted the apparent paradox that children who develop invasive disease with H. influenzae
type b and meningococci have higher titers of both serum and nasopharyngeal antibodies
to the organism at the onset of disease than normal controls (39, 52–54). When levels of
antibody in acute-phase sera are high, they are predominantly of the IgA class (39). Likewise,
several studies noted mucosal S-IgA antibodies to capsular polysaccharide in patients under
23 months of age with H. influenzae type b infections who did not produce and/or sustain a
serum antibody level correlated with protection (53, 55).

The most compelling evidence in support of our hypothesis is the observation shown in
Fig. 2B. In contrast to controls, the majority (71%) of patients with invasive infection (menin-
gitis and/or septicemia) due to H. influenzae type b and meningococci of serogroups B and
C carried microorganisms in the gut that express capsular polysaccharide cross-reactive with
the capsule of the respective pathogen. This is in line with two previous series of reports.
First, there was the unexpected observation by Ginsburg and coworkers (56) that E. coli
K100 was detected in feces of 18 of 92 (19.5%) patients with H. influenzae type b meningitis
compared with 2.5% in healthy individuals of comparable age and none of 21 patients with
meningitis caused by other bacteria. That study was a follow-up to the demonstrated induc-
tion of serum antibodies to the type b capsule in adult volunteers fed cross-reacting E. coli
K100 (57), and protective immunity to H. influenzae type b meningitis was achieved by gas-
trointestinal colonization with E. coli K100 in an infant rat model (58). Second, the reports by
Griffiss and coworkers of sporadic cases of N. meningitidis serogroup C disease in patients
carrying the cross-reactive E. coli K92 in the gut combined with the demonstration in vitro
that serum IgA may block the bactericidal activity of IgG (59–61). These observations were
sources of inspiration for the generation of our hypothesis.

The basic premise of the model proposed by Griffiss (60) is that “a strain of N. meningitidis
expresses its epidemic potential in a population only when it cocirculates with a nonpatho-
genic enteric organism that elaborates a cross-reacting surface antigen.” The model assumes
that IgA antibodies induced by the cross-reacting bacteria lack antibacterial activity and,
therefore, have the potential of blocking IgM and IgG antibodies against the pathogen.
However, a detrimental role of intact IgA antibodies in the protection against microbial
infections is not compatible with comprehensive evidence of the protective potential of IgA.
The in vitro bactericidal assay employed by Griffiss neglects the protective potential of IgA
antibodies mediated by agglutination, trapping of S-IgA-coated bacteria in the mucus layer
of mucosal surfaces, and phagocytosis (14–18). Our observations provide further evidence of
the cocolonization of the pathogen with cross-reactive bacteria and extend the proposed
situation to apply also to H. influenzae type b disease (Fig. 2B). According to our model, the
detrimental role of IgA1 antibodies is restricted to pathogens that produce IgA1 protease. In
the absence of enzyme-neutralizing antibodies, the protease enables the bacteria to take
advantage of the released monomeric Fab fragments of preexisting IgA1 antibodies, which
facilitate adherence and efficiently block activities of intact antibodies of other isotypes.

There are several reports on immunologic cross-reactivity of occasional capsular serotypes
of S. pneumoniae and capsules of other bacterial species, including the enteric Klebsiella,
Escherichia, and Shigella spp. and commensal Streptococcus species (62–69). Immunological
priming by some of these bacteria may be relevant to invasive S. pneumoniae infection
according to our model. This applies primarily to the mentioned enteric bacteria, which are
known to induce a strong immune response (57, 70, 71). In contrast, commensal strepto-
cocci, and probably other commensal bacteria that live in complete harmony with the host,
induce a very limited immune response when acquired and subsequently induce immuno-
logical tolerance (72). Our demonstration in Fig. 4 of a multitude of relationships between
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pneumococcal capsular types and genetically distinct IgA1 proteases suggests that members of
the species itself may induce immunological priming for invasive infection too. Nasopharyngeal
colonization by S. pneumoniae is a dynamic process, and cocolonization or time-shifted coloniza-
tion of several genetically distinct clones and members of related commensal streptococci is fre-
quent. This facilitates evolution by recombination and emergence of clones with new combina-
tions of capsular serotype and alleles of other genes, including zmpA (3, 21, 73–75). Both the cps
and zmpA loci are recombinational hot spots (2, 3, 74). The sequential mucosal immune
response to such clones of pneumococci with identical capsular polysaccharide but distinct
IgA1 proteases may set the stage for invasive infection according to our model. Although to a
lesser extent, the same mechanism may apply to some cases of meningococcal meningitis,
but not to H. influenzae type b because of the conservation of the zmpA gene.

Conceivably, the ratio of IgA1 to other isotype antibodies against the capsular polysaccha-
ride and antibodies of any isotype that may neutralize the activity of the IgA1 protease is deci-
sive for the infection process. The level of antibodies to the capsular polysaccharide declines
more rapidly (34). It is unknown how long the enhanced susceptibility will last after coloniza-
tion with the priming cross-reactive bacteria and if a potential secondary and stronger
response to the capsule of the pathogen but not to its IgA1 protease is sufficient to maintain
the susceptibility. In any case, it is conceivable that colonization with cross-reacting bacteria
results in a brief window of susceptibility.

Our study demonstrated the presence of fecal bacteria cross-reacting with the invasive
pathogen in more than 70% of examined patients (Fig. 2B). Why are they not detected in all
patients with invasive infection due to H. influenzae type b and N. meningitidis serogroups B
and C? Apart from potential technical limitations, there are several possible explanations. (i)
Our study focused on carriage of cross-reactive microorganisms in the gut. However, we
cannot exclude that carriage at other sites (e.g., the upper respiratory tract) may be relevant.
In addition to the mentioned genetic variants of S. pneumoniae and potentially N. meningiti-
dis, other bacteria with cross-reacting antigens may be present. For example, the capsule of
some clones of Staphylococcus aureus is reported to be identical to that of H. influenzae type
b (76). (ii) Relevant bacteria may be undetectable due to antibiotics used in the acute phase
of the infection. (iii) According to the hypothesis, the temporal kinetics of the IgA response
to the capsule and the inhibitory antibodies to the IgA1 protease is crucial. It is possible that
the relevant colonization by the cross-reactive microorganism was terminated at the time of
hospitalization. Data from fortnightly nasopharyngeal cultures show that individuals who
are admitted with meningococcal disease acquired the pathogen within 1 week of disease
onset (77). In addition, several days of preceding illness usually occur before hospitalization.

Conjugate vaccines based on the capsular polysaccharides of H. influenzae type b and
selected capsular polysaccharides of meningococci and pneumococci have been successful
both in protecting from invasive diseases and in reducing carriage of the respective patho-
gens (27, 78–80). The conjugated vaccines primarily elicit serum antibodies, and short-lived
increases in secretory antibodies occur in approximately 50% of recipients (81–85). The se-
rum antibodies elicited are of all three major immunoglobulin classes. The highest and most
sustained increases in adults are of IgG subclass 2. In infants, conjugates elicit booster
responses, with the highest increase in IgG1 antibodies followed by IgG2 and, therefore, do
not prime for susceptibility to invasive disease according to our model. All vaccine-induced
antibodies that reach the mucosae presumably contribute to the observed reduction in car-
riage of the respective pathogens. According to our model, it is possible that the effect of
the vaccines is potentiated by reduced carriage of bacteria expressing capsular polysaccha-
rides cross-reactive with those included in the vaccines. Mucosal vaccination with capsular
polysaccharides of the three pathogens conjugated to any surface protein, apart from an
IgA1 protease that covers the relevant spectrum of antigenic diversity, would according to
our findings, lead to increased susceptibility in humans, though not in an animal model.

N. meningitidis serogroup A is endemic and has been causing cyclic epidemics in sub-
Saharan Africa, while it has virtually disappeared from industrialized countries like the United
States and those of Europe (5). The serogroup A capsule is composed of repeating units of
O-acetylated (a1!6)-linked N-acetyl-D-mannosamine-1-phosphate (86). Although structurally
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distinct, cross-reactions with E. coli K93 and K51, Bacillus pumilus, and S. pneumoniae types 1
and 3 were observed (64, 87, 88). According to our model, the disappearance of N. meningitidis
serogroup A disease in industrialized countries may be associated with disappearance of a
cross-reactive microorganism due to urbanization.

Concluding remarks. The present study provides a spectrum of observations all sup-
porting the hypothesis that the key to invasive disease caused by the three IgA1 protease-
producing pathogens S. pneumoniae, N. meningitidis, and H. influenzae type b is induction of
anti-capsular IgA1 antibodies prior to the induction of inhibitory antibodies to the IgA1 pro-
tease. Priming for disease happens by time-shifted acquisition of two different bacteria, an
immunogenic commensal followed by the pathogen, but both expressing the same capsu-
lar polysaccharide (Fig. 5). Cleavage of preexisting IgA1 antibodies negates Fc-mediated pro-
tective mechanisms and releases capsule-binding monomeric Fab fragments that enhance
bacterial adherence and block access of other isotypes of antibody molecules. The model
offers an explanation for the rare occurrence of invasive diseases in spite of the comprehensive
occurrence of colonization by these three pathogens. However, although substantial, the pre-
sented evidence is indirect. Direct evidence would require experimental infection in an animal
model, which, in our experience, is not achievable due to extensive host specificity-associated

FIG 5 Model for nonsymptomatic colonization (A) and invasive infection (B) with IgA1 protease-
producing S. pneumoniae, H. influenzae serotype b, or N. meningitidis. An encounter with the potential
pathogen is exemplified by an encapsulated diplococcus. (A) Colonization of upper respiratory tract
results in concurrent induction of mucosal IgA antibodies against the capsular polysaccharide (CPS)
and the IgA1 protease, immunity, and eventual elimination. Antibodies against the capsular polysaccharide
remain intact because antibodies against the IgA1 protease (scissors) inhibit its activity. (B) Colonization with
bacteria (exemplified by encapsulated rod) in the gut or respiratory tract (see the text) induces mucosal
anti-capsular IgA1 antibodies, which creates a window of susceptibility that may be exploited by a
subsequently colonizing pathogen expressing the same capsular polysaccharide. The pathogen may take
advantage of the preexisting anti-capsular IgA1 antibodies to coat its surface with Fab fragments released
by the IgA1 protease (scissors), which is operative because of the absence of inhibitory antibodies.
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hurdles, including various properties of the pathogen, such as the human-specific IgA1 pro-
teases and other virulence factors.

MATERIALS ANDMETHODS
Examination of bacterial isolates. Bacterial isolates from pharyngeal swabs of military recruits and

from cerebrospinal fluid (CSF) or blood of meningitis or septicemia patients were identified to the spe-
cies level using standard phenotypic characterization and by capsular serotyping as described previously
(89). All isolates were examined for IgA1 protease activity by incubating colonies in a solution of human
myeloma IgA1 followed by detection of characteristic cleavage products by immunoelectrophoresis and
SDS-PAGE as described previously (90).

Detection of inhibitory antibodies against IgA1 proteases of colonizing N. meningitidis. Enrolled in
the study were male military recruits who entered Høvelte military camp north of Copenhagen, Denmark, on 1
November 1992. Thirty-six recruits distributed in three groups were included in this part of the study. (i)
Persistent noncarriers included 11 recruits who were not detectably colonized with meningococci during the first
3 months of service. (ii) The group with acquisition of N. meningitidis included 11 recruits who became colonized
with meningococci within the first 2 weeks of service. (iii) The group of persistent carriers included 14 recruits
who were constant carriers of the same strain of meningococcus during the first 3 months of service.

A pharyngeal swab was taken from both tonsils on days 0, 15, 30, 60, and 90 with a charcoal-impreg-
nated, cotton-tipped wooden applicator. To maintain consistency in the sampling procedure, all swabs
were taken by one person (J.A.) and inoculated immediately onto a selective chocolate agar medium
containing the antibiotics lincomycin (1 mg/mL), amphotericin B (2 mg/mL), polymyxin B sulfate (25 U/
mL), and trimethoprim lactate (3 pg/mL) (11). Within 3 to 5 h, all plates were incubated at 36°C in a
humid atmosphere plus 5% CO2 and observed daily for 3 days. Identification and characterization of pre-
sumptive N. meningitidis isolates were performed as described by Andersen et al. (91).

Blood samples were collected from the recruits 1, 2, 7, and 10 weeks after their entry into the camp. To
test the hypothesis that colonization induces neutralizing antibodies against the IgA1 protease of the coloniz-
ing clone of meningococci, the three groups of samples were analyzed as follows. The IgA1 proteases of
meningococcal isolates from carriers were isolated from broth cultures of each of the isolates as described pre-
viously (90). Titration of inhibitory serum antibodies against IgA1 protease was performed in an ELISA-based
assay measuring released Fab fragments as described previously (92), using activity-calibrated IgA1 protease
isolated from the respective meningococcal isolates from carriers and the IgA1 protease of N. meningitidis strain
HF13 (noncarriers). We previously identified the latter IgA1 protease as one that induced inhibitory antibodies
against the entire spectrum of meningococcal and gonococcal IgA1 proteases when injected into rabbits (36).

The same procedure was used to measure inhibitory antibodies to the respective IgA1 proteases of
meningococcal isolates from infected patients.

Gut carriage of bacteria expressing polysaccharides cross-reacting with pathogen. During a pe-
riod of 3 years (November 1993 to September 1996), patients with meningitis/septicemia caused by H.
influenzae type b or N. meningitidis admitted to selected university-associated Danish hospitals were en-
rolled in the study. Age-matched patients examined at the respective hospitals for other reasons served
as controls. All cerebrospinal fluid (CSF) or blood isolates were received from the clinical bacteriology
laboratory as the first subculture after primary isolation. These were streaked on chocolate agar (Statens
Serum Institut, Copenhagen, Denmark) and incubated overnight at 37°C in air plus 5% CO2. Serological
capsule typing was confirmed by slide agglutination using capsular typing antisera, and the remainder
of the second subculture was suspended in sterile skim milk and frozen at 270°C.

From each subject, blood, saliva, and fecal samples were collected as soon after admission as possible. In
connection with the diagnostic blood sample, an extra 5 mL of blood was collected into a glass without antico-
agulant. Fecal samples were collected with a feces spoon. If possible, samples of saliva were collected using
the Omni-SAL collection device (Saliva Diagnostic Systems, Singapore, Pte, Ltd.) according to the instructions
provided by the company. Transported from the regional hospital, the samples reached the laboratory at
Aarhus University on the day of collection or within 1 day. The feces sample was transferred to a tube with
1 mL of 0.01 M phosphate-buffered saline (PBS) buffer with 0.154 M NaCl, suspended, weighed, and used for
two purposes. For the detection of the presence of microbial antigens cross-reactive with the capsular polysac-
charide of the respective pathogen, the sample was heat inactivated at 60°C for 20 min and then examined in
double-immunodiffusion assays (Fig. 2A). Suspensions of heat-inactivated H. influenzae type b, N. meningitidis
serogroup B, N. meningitidis serogroup C, and E. coli capsular serotypes K1, K92, and K100 served as controls.
The Hib burro antiserum was a gift from Rachel Schneerson, NIH, Bethesda, MD, USA, and the anti-N. meningiti-
dis group B and anti-N. meningitidis group C sera were purchased at Statens Serum Institut.

The feces suspensions were streaked onto brain heart infusion agar, MacConkey agar, and chocolate agar
with bacitracin (300 mg/L) for selective culture of Haemophilus spp., as well as an in-house medium for cultivation
of anaerobic bacteria consisting of Columbia agar base (42.5 g) (BD), hemin (5 mg), and vitamin K solution
(10 mg/L of water) (Konakion Novum). After cooling to 50°C in a water bath, 50 mL defibrinated horse blood was
added. After incubation for 48 h in air plus 5% CO2 or in an anaerobic chamber (supplemented Columbia agar),
10 colonies of distinct morphology were isolated from each agar medium, purified by subcultivation on the
samemedium, and checked for cross-reactive surface antigens by double immunodiffusion as described above.

Quantitation of serum and secretory antibodies to capsular polysaccharide. Antibodies to the
group B capsular polysaccharide of N. meningitidis were measured by ELISA. Purified polysaccharide of
N. meningitidis group B was purchased from Pasteur Mérieux Connaught (Marcy l’�Etoile, France). The
phenylated polysaccharide used for coating of the ELISA plates was prepared as described by Konradsen
et al. (93). Briefly, the polysaccharide was activated with cyanogen bromide at pH 10.5 for 2 min. The
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spacer 2-phenylethylamine was added, and the pH was adjusted to 9.0. After coupling for 2 h, the pH
was adjusted to 5.0 with acetic acid and the polysaccharide derivatives precipitated with ethanol.

Briefly, the ELISA was performed as follows. Ninety-six-well MaxiSorp plates (Nunc, Roskilde, Denmark)
were coated overnight with 100mL/well (0.1mg) of phenylated group B polysaccharide. After blocking for 2 h
at room temperature with PBS–0.05% Tween 20 supplemented with 10% fetal calf serum (FCS), duplicates of
serial dilutions of sera or salivas as well as positive controls in PBS–Tween–1% FCS were added to the plates.
Following overnight incubation at 4°C, 100 mL/well of biotin-labeled monoclonal mouse IgG1, anti-human
IgA1 (Sigma), or rabbit anti-human immunoglobulin (Dakopatts) at 1:2,000 dilution was added, and plates
were incubated for 2 h at room temperature. After being washed with PBS-Tween, a 1:3,000 dilution of alka-
line phosphatase-labeled streptavidin (Sigma) was added to each well. Following incubation for 2 h at room
temperature, 100mL/well of enzyme substrate (1 mg/mL 4-dinitrophenylsulfate-Na salt in 1 M diethanolamine
1 mM MgCl2) was added. The color was allowed to develop for 1 h at room temperature and stopped with 1
M sodium hydroxide, and the optical densities were measured at 405 nm (OD405) with an ELISA reader. The
results were expressed as endpoint titers, which are the reciprocal of the highest dilution of sera or saliva that
had an OD higher than the cutoff value (OD over 2 background values).

Genetic shift of IgA1 protease allele in S. pneumoniae serotypes. A set of six canonical zmpA nucleotide
sequences (ATCC700669_SPN23F10580, GSP14_SPCG_RS05920, G54_SPG_RS05310, P1031_SPP_RS05660,
D39_SPD_1018, and TIGR4_SP_1154) were used for a blastn search of the database of .7,500 streptococcal
genomes described by Kilian and Tettelin (74). Alignments of genome sequences with$60% identity over$40%
of the query sequence length were selected, and a single copy of loci with hits from multiple queries was kept.
This resulted in the identification of 7,917 loci with similarity to zmpA. Because this number of sequences was too
large for multiple-sequence alignment, a pairwise sequence distance matrix was calculated using MASH v2.1
(https://www.ncbi.nlm.nih.gov/pubmed/27323842). The matrix included reference sequences of pneumococcal
zmpB, zmpC, and zmpD to verify the identity of the zmpA genes. The matrix was then converted to .meg format
using an in-house script for processing with megacc 10.0.5 (https://pubmed.ncbi.nlm.nih.gov/22923298/) to com-
pute a neighbor-joining tree using pairwise deletion. A Newick output was then loaded into Dendroscope 3.7.4
(https://pubmed.ncbi.nlm.nih.gov/22780991/) to generate a midpoint-rooted circular phylogram. Strain serotype
information was extracted from the PubMLST database (https://pubmlst.org/bigsdb?db=pubmlst_spneumoniae
_isolates) (15 July 2020) when available. When unavailable, in silico serotyping of whole-genome sequences was
performed on Illumina fastq files using seroBA (https://pubmed.ncbi.nlm.nih.gov/29870330/); seroBA commands
getPneumocat and createDBs with a k-mer size set at 71 were run on 3 November 2020 to create the reference
databases. For assembled genomes where no fastq file was available, genome assemblies were converted to
fastq files using the BBMap/BBTools 38.47 (Ref.) shred.sh utility (parameters: length = 150, minlength = 150,
overlap = 149); the output fastq files were then subjected to seroBA.

Two representatives of strains of distinct capsular serotype in each cluster in the phylogram were selected
for detailed cluster analysis. The resultant subset of 959 pneumococcal zmpA sequences were aligned using
muscle 3.7 (94), and the multi-fasta file of aligned sequences was loaded into MegaX (95) for manual editing
and for generation of an .nwk file with branch lengths, which was loaded into Dendroscope 3.7.4 for genera-
tion of a circular tree.

Ethical procedure. The carrier study in military recruits was performed after permission from the
Local Committee of Ethics in Science. The permit for the study of meningitis patients was obtained from the
Committee of Ethics in Science for the Aarhus region (reference 1993/2600), with permission extended to all
Danish regions. Participation was on a voluntary basis and in accordance with the guidelines of the Helsinki II dec-
laration. In cases of meningitis patients, informed consent was obtained from parents or the closest relative.

Statistical procedures. Normality was determined using the Shapiro-Wilks W test and visually
inspected using Q–Q-plots. In case of nonnormality, continuous and categorical variables were analyzed using
the Mann-Whitney U test and the X2 test, respectively. In case of normality, Student’s t test was used. The alpha
level for all tests was 0.05. Statistical analyses were performed using STATA/IC 16�1 (StataCorp LP, Texas).

ACKNOWLEDGMENTS
This publication is dedicated to Jiri Mestecky, in whose laboratory our work with IgA1

proteases was initiated. We thank the study participants and their families and colleagues in
clinical microbiology for providing bacterial isolates and in infectious disease clinics for
providing clinical samples for the study. We are grateful to Aino Takala and the researchers
of the Hib program group at the National Public Health Institute, Helsinki, Finland, for kindly
providing the fecal samples obtained from patients with invasive Haemophilus influenzae
type b disease in Finland. Kirsten Holmgren provided excellent technical assistance.

These studies were supported by the Danish Research Council for Health and Disease
(grant 10-083748), by the Velux foundation, and by internal funds from the University of
Maryland, School of Medicine.

We declare no conflict of interest.

REFERENCES
1. Ganaie F, Maruhn K, Li C, Porambo RJ, Elverdal PL, Abeygunwardana C,

van der Linden M, Duus JØ, Sheppard CL, Nahm MH. 2021. Structural,
genetic, and serological elucidation of Streptococcus pneumoniae serogroup
24 serotypes: discovery of a new serotype, 24C, with a variable capsule

Induction of Susceptibility to Disseminated Infection mBio

May/June 2022 Volume 13 Issue 3 10.1128/mbio.00550-22 13

https://www.ncbi.nlm.nih.gov/pubmed/27323842
https://pubmed.ncbi.nlm.nih.gov/22923298/
https://pubmed.ncbi.nlm.nih.gov/22780991/
https://pubmlst.org/bigsdb?db=pubmlst_spneumoniae_isolates
https://pubmlst.org/bigsdb?db=pubmlst_spneumoniae_isolates
https://pubmed.ncbi.nlm.nih.gov/29870330/
https://journals.asm.org/journal/mbio
https://doi.org/10.1128/mbio.00550-22


structure. J Clin Microbiol 59:e0054021. https://doi.org/10.1128/JCM
.00540-21.

2. Croucher NJ, Harris SR, Fraser C, Quail MA, Burton J, van der Linden M,
McGee L, von Gottberg A, Song JH, Ko KS, Pichon B, Baker S, Parry CM,
Lambertsen LM, Shahinas D, Pillai DR, Mitchell TJ, Dougan G, Tomasz A,
Klugman KP, Parkhill J, Hanage WP, Bentley SD. 2011. Rapid pneumococ-
cal evolution in response to clinical interventions. Science 331:430–434.
https://doi.org/10.1126/science.1198545.

3. Kilian M, Riley DR, Jensen A, Brüggemann H, Tettelin H. 2014. Parallel evo-
lution of Streptococcus pneumoniae and Streptococcus mitis to pathogenic and
mutualistic lifestyles. mBio 5:e01490-14. https://doi.org/10.1128/mBio.01490-14.

4. Harrison OB, Claus H, Jiang Y, Bennett JS, Bratcher HB, Jolley KA, Corton C,
Care R, Poolman JT, Zollinger WD, Frasch CE, Stephens DS, Feavers I,
Frosch M, Parkhill J, Vogel U, Quail MA, Bentley SD, Maiden MJC. 2013.
Description and nomenclature of Neisseria meningitidis capsule locus.
Emerg Infect Dis 19:566–573. https://doi.org/10.3201/eid1904.111799.

5. Achtman M. 1997. Microevolution and epidemic spread of serogroup A.
Gene 192:135–140. https://doi.org/10.1016/S0378-1119(97)00083-8.

6. Conolly M, Noah ND. 1995. Surveillance of bacterial meningitis in Europe
1994. King’s College School of Medicine and Dentistry, Department of
Public Health & Epidemiology, London, United Kingdom.

7. Jackson LA, Schuchat A, Reeves MW, Wenger JD. 1995. Serogroup C
meningococcal outbreaks in the United States: an emerging threat. JAMA
273:383–389. https://doi.org/10.1001/jama.1995.03520290035026.

8. Musser JM, Kroll JS, Granoff DM, Moxon ER, Brodeur BR, Campos J,
Dabernat H, Frederiksen W, Hamel J, Hammond G, Høiby EA, Jonsdottir
KE, Kabeer M, Kallings I, Khan WN, Kilian M, Knowles K, Koornhof HJ, Law
B, Li KI, Montgomery J, Pattison PE, Piffaretti J-C, Takala AK, Thong ML,
Wall RA, Ward JI, Selander RK. 1990. Global genetic structure and molecu-
lar epidemiology of encapsulated Haemophilus influenzae. Rev Infect Dis
12:75–110. https://doi.org/10.1093/clinids/12.1.75.

9. Plaut AG, Gilbert JV, Artenstein MS, Capra JD. 1975. Neisseria gonorrhoeae
andNeisseria meningitidis: extracellular enzyme cleaves human immunoglobu-
lin A. Science 190:1103–1105. https://doi.org/10.1126/science.810892.

10. Kilian M, Mestecky J, Schrohenloher RE. 1979. Pathogenic species of the
genus Haemophilus and Streptococcus pneumoniae produce immuno-
globulin A1 protease. Infect Immun 26:143–149. https://doi.org/10.1128/
iai.26.1.143-149.1979.

11. Mestecky J, Russell MW. 1986. IgA subclasses. Monogr Allergy 19:277–301.
12. Kilian M, Reinholdt J, Lomholt H, Poulsen K, Frandsen EVG. 1996. Biologi-

cal significance of IgA1 proteases in bacterial colonization and pathoge-
nesis: critical evaluation of experimental evidence. APMIS 104:321–338.
https://doi.org/10.1111/j.1699-0463.1996.tb00724.x.

13. Mansa B, Kilian M. 1986. Retained antigen-binding activity of Fab fragments of
human monoclonal immunoglobulin A1 (IgA1) cleaved by IgA1 protease.
Infect Immun 52:171–174. https://doi.org/10.1128/iai.52.1.171-174.1986.

14. Kilian M, Mestecky J, Russell MW. 1988. Defense mechanisms involving Fc-
dependent functions of immunoglobulin A and their subversion by bacterial
immunoglobulin A proteases. Microbiol Rev 52:296–303. https://doi.org/10
.1128/mr.52.2.296-303.1988.

15. Phalipon A, Cardona A, Kraehenbuhl JP, Edelman L, Sansonetti PJ, Corthésy
B. 2002. Secretory component: a new role in secretory IgA-mediated immune
exclusion in vivo. Immunity 17:107–115. https://doi.org/10.1016/s1074-7613(02
)00341-2.

16. Weiser JN, Bae D, Fasching C, Scamurra RW, Ratner AJ, Janoff EN. 2003. Anti-
body-enhanced pneumococcal adherence requires IgA1 protease. Proc Natl
Acad Sci U S A 100:4215–4220. https://doi.org/10.1073/pnas.0637469100.

17. Fasching CE, Grossman T, Corthésy B, Plaut AG, Weiser JN, Janoff EN.
2007. Impact of the molecular form of immunoglobulin A on functional
activity in defense against Streptococcus pneumoniae. Infect Immun 75:
1801–1810. https://doi.org/10.1128/IAI.01758-06.

18. Janoff EN, Rubins JB, Fasching C, Charboneau D, Rahkola JT, Plaut AG, Weiser
JN. 2014. Pneumococcal IgA1 protease subverts specific protection by human
IgA1. Mucosal Immunol 7:249–256. https://doi.org/10.1038/mi.2013.41.

19. Bosch AATM, van Houten MA, Bruin JP, Wijmenga-Monsuur AJ, Trzci�nski
K, Bogaert D, Rots NY, Sanders EAM. 2016. Nasopharyngeal carriage of
Streptococcus pneumoniae and other bacteria in the 7th year after imple-
mentation of the pneumococcal conjugate vaccine in the Netherlands.
Vaccine 34:531–539. https://doi.org/10.1016/j.vaccine.2015.11.060.

20. Nunes S, Félix S, Valente C, Simões AS, Tavares DA, Almeida ST, Paulo AC,
Brito-Avô A, de Lencastre H, Sá-Leão R. 2016. The impact of private use of
PCV7 in 2009 and 2010 on serotypes and antimicrobial resistance of
Streptococcus pneumoniae carried by young children in Portugal: compar-
ison with data obtained since 1996 generating a 15-year study prior to

PCV13 introduction. Vaccine 34:1648–1656. https://doi.org/10.1016/j.vaccine
.2016.02.045.

21. Almeida ST, Paulo AC, Froes F, de Lencastre H, Sá-Leão R. 2021. Dynamics
of pneumococcal carriage in adults: a new look at an old paradigm. J
Infect Dis 223:1590–1600. https://doi.org/10.1093/infdis/jiaa558.

22. Cartwright K. 1995. Meningococcal carriage and disease, p 115–146. In
Cartwright K (ed), Meningococcal disease. John Wiley and Sons, London,
United Kingdom.

23. Yazdankhah SP, Caugant DA. 2004. Neisseria meningitidis: an overview of
the carriage state. J Med Microbiol 53:821–832. https://doi.org/10.1099/
jmm.0.45529-0.

24. Peterson ME, Li Y, Shanks H, Mile R, Nair H, Kyaw MH, Meningococcal Car-
riage Group. 2019. Serogroup-specific meningococcal carriage by age
group: a systematic review and meta-analysis. BMJ Open 9:e024343.
https://doi.org/10.1136/bmjopen-2018-024343.

25. Cooper LV, Kristiansen PA, Christensen H, Karachaliou A, Trotter CL. 2019.
Meningococcal carriage by age in the African meningitis belt: a system-
atic review and meta-analysis. Epidemiol Infect 147:e228. https://doi.org/
10.1017/S0950268819001134.

26. Miguélez SA, Genoveva YG, Menasalvas Ruíz AI, Sanchez-Solís M, Lucas
MD, Camacho FG, Mar Ortíz Romero M, García PE, Gómez CG, de Arce AI,
Parrado LM, Andrada RMS, Alcolea EC, García SL, Reyes PP, Barceló ÁQ,
Yepes MLL, Abellán JJV, Mateo GS, Murcian Pneumococcal Study Group.
2020. Impact of pneumococcal vaccination in the nasopharyngeal car-
riage of Streptococcus pneumoniae in healthy children of the Murcia
region in Spain. Vaccines 9:14. https://doi.org/10.3390/vaccines9010014.

27. McMillan M, Chandrakumar A, Wang HLR, Clarke M, Sullivan TR, Andrews
RM, Ramsay M, Marshall HS. 2021. Effectiveness of meningococcal vac-
cines at reducing invasive meningococcal disease and pharyngeal Neisse-
ria meningitidis carriage: a systematic review and meta-analysis. Clin
Infect Dis 73:e609–e619. https://doi.org/10.1093/cid/ciaa1733.

28. Yang Y, Pan X, Cheng W, Yang Y, Scherpbier RW, Zhu X, Chen Y, Zhou Y,
Jiang Q. 2017. Haemophilus influenzae type b carriage and burden of its
related diseases in Chinese children: systematic review and meta-analysis.
Vaccine 35:6275–6282. https://doi.org/10.1016/j.vaccine.2017.09.057.

29. Peltola H. 2000. Worldwide Haemophilus influenzae type b disease at the
beginning of the 21st century: global analysis of the disease burden 25
years after the use of the polysaccharide vaccine and a decade after the
advent of conjugates. Clin Microbiol Rev 13:302–317. https://doi.org/10
.1128/CMR.13.2.302.

30. Caugant DA, Frøholm LO, Bøvre K, Holten E, Frasch CE, Mocca LF,
Zollinger WD, Selander RK. 1986. Intercontinental spread of a genetically
distinctive complex of clones of Neisseria meningitidis causing epidemic
disease. Proc Natl Acad Sci U S A 83:4927–4931. https://doi.org/10.1073/
pnas.83.13.4927.

31. Caugant DA, Kristiansen BE, Frøholm LO, Bøvre K, Selander RK. 1988. Clonal di-
versity of Neisseria meningitidis from a population of asymptomatic carriers.
Infect Immun 56:2060–2068. https://doi.org/10.1128/iai.56.8.2060-2068.1988.

32. Brueggemann AB, Griffiths DT, Meats E, Peto T, Crook DW, Spratt BG.
2003. Clonal relationships between invasive and carriage Streptococcus pneu-
moniae and serotype- and clone-specific differences in invasive disease poten-
tial. J Infect Dis 187:1424–1432. https://doi.org/10.1086/374624.

33. Brooks GF, Lammel CJ, Blake MS, Kusecek B, Achtman M. 1992. Antibodies
against IgA1 protease are stimulated both by clinical disease and asymp-
tomatic carriage of serogroup A Neisseria meningitidis. J Infect Dis 166:
1316–1321. https://doi.org/10.1093/infdis/166.6.1316.

34. Thiesen B, Greenwood B, Brieske N, Achtman M. 1997. Persistence of anti-
bodies to meningococcal IgA1 protease versus decay of antibodies to
group A polysaccharide and Opc protein. Vaccine 15:209–219. https://doi
.org/10.1016/S0264-410X(96)00138-7.

35. Kilian M, Thomsen B, Petersen TE, Bleeg H. 1983. Molecular biology of
Haemophilus influenzae IgA1 proteases. Mol Immunol 20:1051–1058.
https://doi.org/10.1016/0161-5890(83)90046-9.

36. Lomholt H, Poulsen K, Caugant DA, Kilian M. 1992. Molecular polymorphism
and epidemiology of Neisseria meningitidis immunoglobulin A1 proteases. Proc
Natl Acad Sci U S A 89:2120–2124. https://doi.org/10.1073/pnas.89.6.2120.

37. Lomholt H. 1995. Evidence of recombination and an antigenically diverse im-
munoglobulin A1 protease among strains of Streptococcus pneumoniae. Infect
Immun 63:4238–4243. https://doi.org/10.1128/iai.63.11.4238-4243.1995.

38. Kilian M, Reinholdt J. 1987. A hypothetical model for the development of
invasive infection due to IgA1 protease-producing bacteria, p 1261–1269.
InMestecky J, McGhee JR, Bienenstock J, Ogra PL (ed), Recent advances in
mucosal immunology. Plenum Publishing Corporation, New York, NY.

Induction of Susceptibility to Disseminated Infection mBio

May/June 2022 Volume 13 Issue 3 10.1128/mbio.00550-22 14

https://doi.org/10.1128/JCM.00540-21
https://doi.org/10.1128/JCM.00540-21
https://doi.org/10.1126/science.1198545
https://doi.org/10.1128/mBio.01490-14
https://doi.org/10.3201/eid1904.111799
https://doi.org/10.1016/S0378-1119(97)00083-8
https://doi.org/10.1001/jama.1995.03520290035026
https://doi.org/10.1093/clinids/12.1.75
https://doi.org/10.1126/science.810892
https://doi.org/10.1128/iai.26.1.143-149.1979
https://doi.org/10.1128/iai.26.1.143-149.1979
https://doi.org/10.1111/j.1699-0463.1996.tb00724.x
https://doi.org/10.1128/iai.52.1.171-174.1986
https://doi.org/10.1128/mr.52.2.296-303.1988
https://doi.org/10.1128/mr.52.2.296-303.1988
https://doi.org/10.1016/s1074-7613(02<?A3B2 re 3j?>)00341-2
https://doi.org/10.1016/s1074-7613(02<?A3B2 re 3j?>)00341-2
https://doi.org/10.1073/pnas.0637469100
https://doi.org/10.1128/IAI.01758-06
https://doi.org/10.1038/mi.2013.41
https://doi.org/10.1016/j.vaccine.2015.11.060
https://doi.org/10.1016/j.vaccine.2016.02.045
https://doi.org/10.1016/j.vaccine.2016.02.045
https://doi.org/10.1093/infdis/jiaa558
https://doi.org/10.1099/jmm.0.45529-0
https://doi.org/10.1099/jmm.0.45529-0
https://doi.org/10.1136/bmjopen-2018-024343
https://doi.org/10.1017/S0950268819001134
https://doi.org/10.1017/S0950268819001134
https://doi.org/10.3390/vaccines9010014
https://doi.org/10.1093/cid/ciaa1733
https://doi.org/10.1016/j.vaccine.2017.09.057
https://doi.org/10.1128/CMR.13.2.302
https://doi.org/10.1128/CMR.13.2.302
https://doi.org/10.1073/pnas.83.13.4927
https://doi.org/10.1073/pnas.83.13.4927
https://doi.org/10.1128/iai.56.8.2060-2068.1988
https://doi.org/10.1086/374624
https://doi.org/10.1093/infdis/166.6.1316
https://doi.org/10.1016/S0264-410X(96)00138-7
https://doi.org/10.1016/S0264-410X(96)00138-7
https://doi.org/10.1016/0161-5890(83)90046-9
https://doi.org/10.1073/pnas.89.6.2120
https://doi.org/10.1128/iai.63.11.4238-4243.1995
https://journals.asm.org/journal/mbio
https://doi.org/10.1128/mbio.00550-22


39. Käyhty H, Jousimies-Somer H, Peltola H, Mäketä PH. 1981. Antibody
response to capsular polysaccharides of groups A and C Neisseria menin-
gitidis and Haemophilus influenzae type b during bacteremic disease. J
Infect Dis 143:32–41. https://doi.org/10.1093/infdis/143.1.32.

40. Andersen J, Berthelsen L, Lind I. 1997. Measurement of antibodies against
meningococcal capsular polysaccharides B and C in enzyme-linked immunosor-
bent assays: towards an improved surveillance of meningococcal disease. Clin
Diagn Lab Immunol 4:345–351. https://doi.org/10.1128/cdli.4.3.345-351.1997.

41. Robinson K, Neal KR, Howard C, Stockton J, Atkinson K, Scarth E, Moran J,
Robins A, Todd I, Kaczmarski E, Gray S, Muscat I, Slack R, Ala'Aldeen DAA.
2002. Characterization of humoral and cellular immune responses elicited
by meningococcal carriage. Infect Immun 70:1301–1309. https://doi.org/
10.1128/IAI.70.3.1301-1309.2002.

42. Takala AK, Eskola J, Peltola H, Mäkelä PH. 1989. Epidemiology of invasive
Haemophilus influenzae type b disease among children in Finland before
vaccination with Haemophilus influenzae type b conjugate vaccine. Pediatr
Infect Dis J 8:297–302.

43. Russell MW, Reinholdt J, Kilian M. 1989. Anti-inflammatory activity of
human IgA antibodies and their Fab fragments: inhibition of IgG-mediated
complement activation. Eur J Immunol 19:2243–2249. https://doi.org/10.1002/
eji.1830191210.

44. Adegbola RA, DeAntonio R, Hill PC, Roca A, Usuf E, Hoet B, Greenwood
BM. 2014. Carriage of Streptococcus pneumoniae and other respiratory
bacterial pathogens in low and lower-middle income countries: a system-
atic review and meta-analysis. PLoS One 9:e103293. https://doi.org/10
.1371/journal.pone.0103293.

45. Goldschneider I, Gotschlich EC, Artenstein MS. 1969. Human immunity to
the meningococcus. I. The role of humoral antibodies. J Exp Med 129:
1307–1326. https://doi.org/10.1084/jem.129.6.1307.

46. Gold R, Goldschneider I, Lepow ML, Draper TF, Randolph M. 1978. Car-
riage of Neisseria meningitidis and Neisseria lactamica in infants and chil-
dren. J Infect Dis 137:112–121. https://doi.org/10.1093/infdis/137.2.112.

47. Sivonen A. 1981. Effect of Neisseria meningitidis group A polysaccharide
vaccine on nasopharyngeal carrier rates. J Infect 3:266–272. https://doi
.org/10.1016/S0163-4453(81)90934-8.

48. Simell B, Kilpi TM, Käyhty H. 2002. Pneumococcal carriage and otitis media
induce salivary antibodies to pneumococcal capsular polysaccharides in chil-
dren. J Infect Dis 186:1106–1114. https://doi.org/10.1086/344235.

49. Weiser JN, Ferreira DM, Paton JC. 2018. Streptococcus pneumoniae: trans-
mission, colonization and invasion. Nat Rev Microbiol 16:355–367. https://doi
.org/10.1038/s41579-018-0001-8.

50. Goldschneider I, Gotschlich EC, Artenstein MS. 1969. Human immunity to
the meningococcus. II. Development of natural immunity. J Exp Med 129:
1327–1348. https://doi.org/10.1084/jem.129.6.1327.

51. Granoff DM, Gilsdorf J, Gessert CE, Lowe L. 1980. Haemophilus influenzae
type b in a day care center: relationship of nasopharyngeal carriage to de-
velopment of anticapsular antibody. Pediatrics 65:65–68. https://doi.org/
10.1542/peds.65.1.65.

52. Shaw S, Smith AL, Anderson P, Smith DH. 1976. The paradox of Hemophi-
lus influenzae type b bacteremia in the presence of serum bactericidal ac-
tivity. J Clin Invest 58:1019–1029. https://doi.org/10.1172/JCI108525.

53. Rosales SV, Lascolea LJ, Jr, Ogra PL. 1984. Development of respiratory mu-
cosal tolerance during Haemophilus influenzae type b infection in infancy.
J Immunol 132:1517–1521.

54. Anderson P, Ingram DL, Pichichero ME, Peter G. 2000. A high degree of
natural immunologic priming to the capsular polysaccharide may not
prevent Haemophilus influenzae type b meningitis. Pediatr Infect Dis J 19:
589–591. https://doi.org/10.1097/00006454-200007000-00001.

55. Pichichero ME, Hall CB, Insel RA. 1981. A mucosal antibody response fol-
lowing systemic Haemophilus influenzae type b infection in children. J
Clin Invest 67:1482–1489. https://doi.org/10.1172/jci110178.

56. Ginsburg CM, McCracken GH, Jr, Schneerson R, Robbins JB, Parke JC, Jr.
1978. Association between cross-reacting Escherichia coli K100 and dis-
ease caused by Haemophilus influenzae type b. Infect Immun 22:339–342.
https://doi.org/10.1128/iai.22.2.339-342.1978.

57. Schneerson R, Robbins JB. 1975. Induction of serum Haemophilus influen-
zae capsular type b antibodies in adult volunteers fed cross-reacting Esch-
erichia coli 075:K100:H5. N Engl J Med 292:1093–1096. https://doi.org/10
.1056/NEJM197505222922103.

58. Moxon R, Anderson P. 1979. Meningitis caused by Haemophilus influenzae
in infant rats: protective immunity and antibody priming by gastrointesti-
nal colonization with Escherichia coli. J Infect Dis 140:471–478. https://doi
.org/10.1093/infdis/140.4.471.

59. Griffiss JM, Bertram MA. 1977. Immunoepidemiology of meningococcal
disease in military recruits. II. Blocking of serum bactericidal activity by cir-
culating IgA early in the course of invasive disease. J Infect Dis 136:
733–739. https://doi.org/10.1093/infdis/136.6.733.

60. Griffiss JM. 1982. Epidemic meningococcal disease: synthesis of a hypo-
thetical immunoepidemiologic model. Rev Infect Dis 4:159–172. https://
doi.org/10.1093/clinids/4.1.159.

61. Griffiss JM, Goroff DK. 1983. IgA blocks IgM and IgG-initiated immune lysis
by separate molecular mechanisms. J Immunol 130:2882–2885.

62. Heidelberger M, Rao CVN, Davies DAL. 1965. The polysaccharide of Shigella dys-
enteriae and its cross-reactions with antisera to the pneumococcal types II and
VI. Pathol Microbiol (Basel) 28:691–697. https://doi.org/10.1159/000161823.

63. Heidelberger M, Nimmich W. 1976. Immunochemical relationships
between bacteria belonging to two separate families: pneumococci and Kleb-
siella. Immunochem 13:67–80. https://doi.org/10.1016/0019-2791(76)90299-8.

64. Robbins JB, Myerowitz L, Whisnant JK, Argaman M, Schneerson R, Handzel ZT,
Gotschlich EC. 1972. Enteric bacteria cross-reactive with Neisseria meningitidis
groups A and C and Diplococcus pneumoniae types I and 3. Infect Immun 6:
651–656. https://doi.org/10.1128/iai.6.5.651-656.1972.

65. Lindberg B, Lönngren J, Powell DA. 1977. Structural studies of the specific
type 14 pneumococcal polysaccharide. Carbohydr Res 58:177–186.
https://doi.org/10.1016/s0008-6215(00)83413-8.

66. Fischer GW, Lowell GH, Crumrine MH, Bass JW. 1978. Demonstration of
opsonic activity and in vivo protection against group B streptococci type
III by Streptococcus pneumoniae type 14 antisera. J Exp Med 148:776–786.
https://doi.org/10.1084/jem.148.3.776.

67. Lee CJ, Koizumi K. 1981. Immunochemical relations between pneumococcal
group 19 and Klebsiella capsular polysaccharides. J Immunol 127:1619–1623.

68. Lee CJ, Koizumi K, Henrichsen J, Perch B, Lin CS, Egan W. 1984. Capsular
polysaccharides of nongroupable streptococci that cross-react with
pneumococcal group 19. J Immunol 133:2706–2711.

69. Sørensen UBS, Yao K, Yang Y, Tettelin H, Kilian M. 2016. Capsular polysac-
charide expression in commensal Streptococcus species: genetic and antigenic
similarities to Streptococcus pneumoniae. mBio 7:e01844-16. https://doi.org/10
.1128/mBio.01844-16.

70. Lodinová-Zádníková R, Slavíková M, Tlaskalová-Hogenová H, Adlerberth I,
Hanson LA, Wold A, Carlsson B, Svanborg C, Mellander L. 1991. The anti-
body response in breast-fed and non-breast-fed infants after artificial col-
onization of the intestine with Escherichia coli O83. Pediatr Res 29:
396–399. https://doi.org/10.1203/00006450-199104000-00013.

71. Lecuyer E, Rakotobe S, Lengliné-Garnier H, Lebreton C, Picard M, Juste C,
Fritzen R, Eberl G, McCoy KD, Macpherson AJ, Reynaud C-A, Cerf-
Bensussan N, Gaboriau-Routhiau V. 2014. Segmented filamentous bacte-
rium uses secondary and tertiary lymphoid tissues to induce gut IgA and
specific T helper 17 cell responses. Immunity 40:608–620. https://doi.org/
10.1016/j.immuni.2014.03.009.

72. Kelly D, Conway S, Aminov R. 2005. Commensal gut bacteria: mechanisms
of immune modulation. Trends Immunol 26:326–332. https://doi.org/10
.1016/j.it.2005.04.008.

73. Leung MHY, Oriyo NM, Gillespie SH, Charalambous BM. 2011. The adaptive
potential during nasopharyngeal colonisation of Streptococcus pneumoniae.
Infect Genet Evol 11:1989–1995. https://doi.org/10.1016/j.meegid.2011.09.002.

74. Kilian M, Tettelin H. 2019. Identification of virulence-associated properties
by comparative genome analysis of Streptococcus pneumoniae, S. pseu-
dopneumoniae, S. mitis, three S. oralis subspecies, and S. infantis. mBio 10:
e01985-19. https://doi.org/10.1128/mBio.01985-19.

75. Chaguza C, Senghore M, Bojang E, Gladstone RA, Lo SW, Tientcheu PE,
Bancroft RE, Worwui A, Foster-Nyarko E, Ceesay F, Okoi C, McGee L,
Klugman KP, Breiman RF, Barer MR, Adegbola RA, Antonio M, Bentley SD,
Kwambana-Adams BA. 2020. Within-host microevolution of Streptococcus
pneumoniae is rapid and adaptive during natural colonisation. Nat Com-
mun 11:3442. https://doi.org/10.1038/s41467-020-17327-w.

76. Argaman M, Liu T-Y, Robbins JB. 1974. Polyribitol-phosphate: an antigen
of four Gram-positive bacteria cross-reactive with the capsular polysac-
charide of Haemophilus influenzae type b. J Immunol 112:649–655.

77. Edwards EA, Devine LF, Sengbusch GH, Ward HW. 1977. Immunological
investigations of meningococcal disease. III. Brevity of group C acquisition
prior to disease occurrence. Scand J Infect Dis 9:105–110. https://doi.org/
10.3109/inf.1977.9.issue-2.09.

78. Takala AK, Eskola J, Leinonen M, Käyhty H, Nissinen A, Pekkanen E, Mäkelä
PH. 1991. Reduction of oropharyngeal carriage of Haemophilus influenzae
type b (Hib) in children immunized with an Hib conjugate vaccine. J Infect
Dis 164:982–986. https://doi.org/10.1093/infdis/164.5.982.

Induction of Susceptibility to Disseminated Infection mBio

May/June 2022 Volume 13 Issue 3 10.1128/mbio.00550-22 15

https://doi.org/10.1093/infdis/143.1.32
https://doi.org/10.1128/cdli.4.3.345-351.1997
https://doi.org/10.1128/IAI.70.3.1301-1309.2002
https://doi.org/10.1128/IAI.70.3.1301-1309.2002
https://doi.org/10.1002/eji.1830191210
https://doi.org/10.1002/eji.1830191210
https://doi.org/10.1371/journal.pone.0103293
https://doi.org/10.1371/journal.pone.0103293
https://doi.org/10.1084/jem.129.6.1307
https://doi.org/10.1093/infdis/137.2.112
https://doi.org/10.1016/S0163-4453(81)90934-8
https://doi.org/10.1016/S0163-4453(81)90934-8
https://doi.org/10.1086/344235
https://doi.org/10.1038/s41579-018-0001-8
https://doi.org/10.1038/s41579-018-0001-8
https://doi.org/10.1084/jem.129.6.1327
https://doi.org/10.1542/peds.65.1.65
https://doi.org/10.1542/peds.65.1.65
https://doi.org/10.1172/JCI108525
https://doi.org/10.1097/00006454-200007000-00001
https://doi.org/10.1172/jci110178
https://doi.org/10.1128/iai.22.2.339-342.1978
https://doi.org/10.1056/NEJM197505222922103
https://doi.org/10.1056/NEJM197505222922103
https://doi.org/10.1093/infdis/140.4.471
https://doi.org/10.1093/infdis/140.4.471
https://doi.org/10.1093/infdis/136.6.733
https://doi.org/10.1093/clinids/4.1.159
https://doi.org/10.1093/clinids/4.1.159
https://doi.org/10.1159/000161823
https://doi.org/10.1016/0019-2791(76)90299-8
https://doi.org/10.1128/iai.6.5.651-656.1972
https://doi.org/10.1016/s0008-6215(00)83413-8
https://doi.org/10.1084/jem.148.3.776
https://doi.org/10.1128/mBio.01844-16
https://doi.org/10.1128/mBio.01844-16
https://doi.org/10.1203/00006450-199104000-00013
https://doi.org/10.1016/j.immuni.2014.03.009
https://doi.org/10.1016/j.immuni.2014.03.009
https://doi.org/10.1016/j.it.2005.04.008
https://doi.org/10.1016/j.it.2005.04.008
https://doi.org/10.1016/j.meegid.2011.09.002
https://doi.org/10.1128/mBio.01985-19
https://doi.org/10.1038/s41467-020-17327-w
https://doi.org/10.3109/inf.1977.9.issue-2.09
https://doi.org/10.3109/inf.1977.9.issue-2.09
https://doi.org/10.1093/infdis/164.5.982
https://journals.asm.org/journal/mbio
https://doi.org/10.1128/mbio.00550-22


79. Slack M, Esposito S, Haas H, Mihalyi A, Nissen M, Mukherjee P, Harrington
L. 2020. Haemophilus influenzae type b disease in the era of conjugate
vaccines: critical factors for successful eradication. Expert Rev Vaccines
19:903–917. https://doi.org/10.1080/14760584.2020.1825948.

80. Dagan R. 2019. Relationship between immune response to pneumococ-
cal conjugate vaccines in infants and indirect protection after vaccine
implementation. Expert Rev Vaccines 18:641–661. https://doi.org/10.1080/
14760584.2019.1627207.

81. Insel RA, Amstey M, Pichichero ME. 1985. Postimmunization antibody to
the Haemophilus influenzae type b capsule in breast milk. J Infect Dis 152:
407–408. https://doi.org/10.1093/infdis/152.2.407.

82. Anderson P, Pichichero ME, Insel RA. 1985. Immunogens consisting of oli-
gosaccharides from the capsule of Haemophilus influenzae type b
coupled to diphtheria toxoid or the toxin protein CRM197. J Clin Invest
76:52–59. https://doi.org/10.1172/JCI111976.

83. Schneerson R, Robbins JB, Parke JC, Jr, Bell C, Schlesselman JJ, Sutton A, Wang
Z, Schiffman G, Karpas A, Shiloach J. 1986. Quantitative and qualitative analyses
of serum antibodies elicited in adults by Haemophilus influenzae type b and
pneumococcus type 6A capsular polysaccharide-tetanus toxoid conjugates.
Infect Immun 52:519–528. https://doi.org/10.1128/iai.52.2.519-528.1986.

84. Shackelford PG, Granoff DM, Nelson SJ, Scott MG, Smith DS, Nahm MH.
1987. Subclass distribution of human antibodies to Haemophilus influen-
zae type b capsular polysaccharide. J Immunol 138:587–592.

85. Kauppi M, Eskola J, Käyhty H. 1995. Anticapsular polysaccharide antibody
concentrations in saliva after immunization with Haemophilus influenzae
type b conjugate vaccines. Pediatr Infect Dis J 14:286–294. https://doi
.org/10.1097/00006454-199504000-00008.

86. Liu TY, Gotschlich EC, Jonssen EK, Wysocki JR. 1971. Studies on the menin-
gococcal polysaccharides. I. Composition and chemical properties of the
group A polysaccharide. J Biol Chem 246:2849–2858. https://doi.org/10
.1016/S0021-9258(18)62260-4.

87. Guirguis N, Schneerson R, Bax A, Egan W, Robbins JB, Shiloach J, Ørskov I,
Ørskov F, el Kholy A. 1985. Escherichia coli K51 and K93 capsular polysaccha-
rides are crossreactive with the group A capsular polysaccharide of Neisseria
meningitidis. Immunochemical, biological, and epidemiological studies. J Exp
Med 162:1837–1851. https://doi.org/10.1084/jem.162.6.1837.

88. Vann WF, Liu TY, Robbins JB. 1976. Bacillus pumilus polysaccharide cross-
reactive with meningococcal group A polysaccharide. Infect Immun 13:
1654–1662. https://doi.org/10.1128/iai.13.6.1654-1662.1976.

89. Jorgensen JH, Pfaller MA, Carroll KC, Funke G, Landry ML, Richter SS,
Warnock DW (ed). 2015. Manual of clinical microbiology, 11th ed. ASM
Press, Washington, DC.

90. Mestecky J, Kilian M. 1985. Immunoglobulin A (IgA). Methods Enzymol
116:37–75. https://doi.org/10.1016/S0076-6879(85)16005-2.

91. Andersen J, Berthelsen L, Bech Jensen B, Lind I. 1998. Dynamics of the
meningococcal carrier state and characteristics of the carrier strains: a
longitudinal study within three cohorts of military recruits. Epidemiol
Infect 121:85–94. https://doi.org/10.1017/s0950268898008930.

92. Reinholdt J, Kilian M. 1995. Titration of inhibiting antibodies to bacterial
IgA1 proteases in human sera and secretions. Adv Exp Med Biol 371A:
605–608. https://doi.org/10.1007/978-1-4615-1941-6_127.

93. Konradsen HB, Uffe B, Skov Sørensen UBS, Henrichsen J. 1993. A modified
enzyme-linked immunosorbent assay for measuring type-specific anti-
pneumococcal capsular polysaccharide antibodies. J Immunol Methods
164:13–20. https://doi.org/10.1016/0022-1759(93)90270-H.

94. Edgar RC. 2004. MUSCLE: a multiple sequence alignment method with
reduced time and space complexity. BMC Bioinformatics 5:113. https://
doi.org/10.1186/1471-2105-5-113.

95. Kumar S, Stecher G, Li M, Knyaz C, Tamura K. 2018. MEGA X: Molecular Ev-
olutionary Genetics Analysis across computing platforms. Mol Biol Evol
35:1547–1549. https://doi.org/10.1093/molbev/msy096.

Induction of Susceptibility to Disseminated Infection mBio

May/June 2022 Volume 13 Issue 3 10.1128/mbio.00550-22 16

https://doi.org/10.1080/14760584.2020.1825948
https://doi.org/10.1080/14760584.2019.1627207
https://doi.org/10.1080/14760584.2019.1627207
https://doi.org/10.1093/infdis/152.2.407
https://doi.org/10.1172/JCI111976
https://doi.org/10.1128/iai.52.2.519-528.1986
https://doi.org/10.1097/00006454-199504000-00008
https://doi.org/10.1097/00006454-199504000-00008
https://doi.org/10.1016/S0021-9258(18)62260-4
https://doi.org/10.1016/S0021-9258(18)62260-4
https://doi.org/10.1084/jem.162.6.1837
https://doi.org/10.1128/iai.13.6.1654-1662.1976
https://doi.org/10.1016/S0076-6879(85)16005-2
https://doi.org/10.1017/s0950268898008930
https://doi.org/10.1007/978-1-4615-1941-6_127
https://doi.org/10.1016/0022-1759(93)90270-H
https://doi.org/10.1186/1471-2105-5-113
https://doi.org/10.1186/1471-2105-5-113
https://doi.org/10.1093/molbev/msy096
https://journals.asm.org/journal/mbio
https://doi.org/10.1128/mbio.00550-22

	RESULTS
	Colonization with N. meningitidis induces enzyme-neutralizing antibodies to IgA1 proteases.
	Cross-reactive intestinal bacteria.
	Detection of antibodies against capsular polysaccharides and IgA1 protease.
	Genetic and antigenic diversity of IgA1 proteases among S. pneumoniae capsular serotypes.

	DISCUSSION
	Concluding remarks.

	MATERIALS AND METHODS
	Examination of bacterial isolates.
	Detection of inhibitory antibodies against IgA1 proteases of colonizing N. meningitidis.
	Gut carriage of bacteria expressing polysaccharides cross-reacting with pathogen.
	Quantitation of serum and secretory antibodies to capsular polysaccharide.
	Genetic shift of IgA1 protease allele in S. pneumoniae serotypes.
	Ethical procedure.
	Statistical procedures.

	ACKNOWLEDGMENTS
	REFERENCES

