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In Situ Spectral Kinetics of Cr(VI) 
Reduction by c-Type Cytochromes 
in A Suspension of Living 
Shewanella putrefaciens 200
Tongxu Liu1, Xiaomin Li1,2, Fangbai Li1, Rui Han1, Yundang Wu1, Xiu Yuan2 & Ying Wang1

Although c-type cytochromes (c-Cyts) mediating metal reduction have been mainly investigated with 
in vitro purified proteins of dissimilatory metal reducing bacteria, the in vivo behavior of c-Cyts is still 
unclear given the difficulty in measuring the proteins of intact cells. Here, c-Cyts in living Shewanella 
putrefaciens 200 (SP200) was successfully quantified using diffuse-transmission UV/Vis spectroscopy 
due to the strong absorbance of hemes, and the in situ spectral kinetics of Cr(VI) reduction by c-Cyts 
were examined over time. The reduced product Cr(III) observed on the cell surface may play a role in 
inhibiting the Cr(VI) reduction and reducing the cell numbers with high concentrations (>200 μM) of 
Cr(VI) evidenced by the 16S rRNA analysis. A brief kinetic model was established with two predominant 
reactions, redox transformation of c-Cyts and Cr(VI) reduction by reduced c-Cyts, but the fitting curves 
were not well-matched with c-Cyts data. The Cr(III)-induced inhibitory effect to the cellular function 
of redox transformation of c-Cyts was then added to the model, resulting in substantially improved 
the model fitting. This study provides a case of directly examining the reaction properties of outer-
membrane enzyme during microbial metal reduction processes under physiological conditions.

Dissimilatory metal reducing bacteria (DMRB) have a significant amount of c-type cytochromes (c-Cyts) in their 
outer membrane (OM)1. During anaerobic respiration, the c-Cyts mediate metal reduction from the cell surface 
to terminal electron acceptors (e.g., organics, electrodes, and metals)2,3, which is an important component of the 
biogeochemical cycling of metals and microbial activities in anoxic subsurface environments4,5. Over the last 20 
years, many studies have examined c-Cyts of Shewanella or Geobacter using whole cells, lysates, cell fractions, and 
proteomic6–9. The reaction mechanism of reduced c-Cyts of Geobacter with various metals has also been studied10. 
In addition, a few investigations have focused on in vitro studies of purified OM c-Cyts from DMRB11–14 with 
reaction kinetics observed from the reaction between reduced c-Cyts and metals. However, a large discrepancy 
in redox properties was reported between purified proteins and protein complexes in a living cell because the 
highly reactive enzymes may readily be altered during purification15. As proteins embedded in a lipid membrane 
may function together as a whole in the intact cell, their properties should be influenced by a shift in the electron 
equilibrium15,16. Therefore, an in vivo study of the reaction between c-Cyts and metals will be valuable for com-
prehensively understanding the microbial metal reduction process.

Because the active center of c-Cyts, heme irons, have a large molar absorption coefficient, spectroscopic meth-
ods have been employed to investigate the in vivo properties15,17. Recently, some attempts have been made to 
investigate c-Cyts in living cell suspensions by employing spectral methods such as evanescent wave spectroscopy 
and surface-enhanced infrared absorption18. An in situ spectroscopic method was also used to study the reaction 
between Fe3+ and c-Cyts in intact Leptospirillum ferrooxidans under aerobic conditions19. UV/Vis absorption 
spectroscopy is useful to estimate bacterial numbers in suspension based on the absorption of cells; however, its 
application to other measurements is limited by the amount of scattered light from cell surfaces15. Fortunately, by 
using a diffuse-transmission (DT) mode, such spectral interference was not observed in the absorption spectra 
of multiheme c-Cyts in whole cells15. Recently, we also used DT-UV/Vis spectroscopy to directly measure the 
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reduced or oxidized c-Cyts in a series of iron-/humic-reducing bacteria20–22, and the quantification of c-Cyts in 
intact cells has been made in terms of the hemes with well-known absorbance coefficients. Therefore, the in situ 
spectral kinetic analysis of the reactions in intact DMRB cells by DT-UV/Vis spectroscopy appears to be quite 
promising for the study of the microbial metal reduction process in a living cell system.

Because reductive transformation of Cr(VI) to Cr(III) is an established method to remediate Cr(VI) con-
tamination23, and because Cr(VI) can be easily measured by spectrometric methods, the Cr(VI) reduction by 
Shewanella putrefaciens 200 (SP200) would be a suitable model reaction for investigating the kinetics between 
metal ions and c-Cyts in whole cells. While there are a tremendous amount of studies about microbial Cr(VI) 
reduction under the cellular levels from the aspects of kinetics, pathway, and intermediate products8–10, few 
focused on the reaction between Cr(VI) and c-Cyts in the intact cells due to the above mentioned limited meth-
odology in measuring the apparent kinetic of c-Cyts. Kinetic modeling approach is a very powerful tool for elu-
cidating the entire elementary reaction mechanism24, which would be very useful in illustrating the elementary 
reactions of microbial Cr(VI) reduction. However, previous studies of kinetic models were mainly focusing on 
homogeneous systems containing well-known molecules25, and the major challenge for applying such modeling 
approaches in microbial Cr(VI) reduction lies on an in-depth understanding of the molecular-reaction mecha-
nisms between the critical enzymes and Cr(VI). Given the complexity of microbial system with many unknown 
species, a simplification of these mechanisms into some dominant reactions might be a good start for the appli-
cation of modeling approaches in microbial Cr(VI) reduction. As the reaction between Cr(VI) and c-Cyts in the 
intact cells can be presented using a few very clear chemical reactions based on the previously-reported mecha-
nisms, it will be very feasible to establish a brief model for describing the Cr(VI) reduction by c-Cyts in the intact 
cells.

To the best of our knowledge, there was no report examining the in situ reaction kinetics between Cr(VI) and 
c-Cyts in the intact cells, resulting in a poor understanding of the roles of c-Cyts in microbial metal reduction 
from the in vivo kinetics perspective26–31. In addition, the rate-determining steps and quantitative evaluations of 
each elementary reaction are still unclear, so a model approach in terms of the observed in situ kinetics as above 
and an interpretation of the elementary reactions might be very helpful for understanding the molecular-level 
reaction mechanisms between Cr(VI) and c-Cyts. Herein, the objectives of this study are as follows: (i) to quantify 
the c-Cyts in the living SP200 cell suspensions by DT-UV/Vis spectroscopy, (ii) to monitor in situ the changes 
of Cr(VI) and c-Cyts in the intact SP200 cells, and (iii) to quantitatively describe the in vivo reactions between 
Cr(VI) and c-Cyts using a kinetic modeling approach.

Materials and Methods
Materials. SP200 is an iron-reducing bacterium9 that was grown aerobically as batch cultures in LB medium 
to mid-exponential phase before use. Equine heart cytochrome c and 1,4-piperazinediethanesulfonic acid 
(PIPES) were purchased from Sigma Chemical Co. (China). K2Cr2O7 (99%) was purchased from Acros (USA) 
and was used without further purification.

Quantification of c-Cyts in living SP200 cell suspension. The DT-UV/Vis spectra of the cell suspen-
sion were measured by a UV/Vis spectrophotometer (TU-1901 Beijing, China) equipped with an IS19-1 inte-
grating sphere reflectance attachment. Using the spectral method, only the c-Cyts located on the very surface of 
cell outer-membrane can be measured directly, but the c-Cyts which located in periplasm and the cytoplasmic 
membranes were unlikely to be measured as the light was not able to penetrate the membrane. Hence, the c-Cyts 
measured in the cell suspension can only represent the outer membrane c-Cyts. According to Picardal et al.9, 
the c-Cyts were the important cytochromes present in the outer-membranes of SP200 with a heme-containing 
protein8. Here, SP200 was grown aerobically in nutrient broth at 30 °C for 18 h. Subsequently, the suspension was 
centrifuged at 7000 g for 10 min at 4 °C, and the pellets were washed three times and re-suspended in sterile PIPES 
buffer (pH 7.0) to an optical density of 1.2 (OD600), corresponding to approximately 1.5 ×  1011 cells L−1. The cali-
bration curve of hemes in c-Cyts of was obtained using horse heart cytochrome c with one heme in one molecule 
from the diffuse-transmittance UV/Vis spectra (Fig. S1a), and the slope of the calibration curve was observed as 
25.68 mM−1 for reduced form (Fig. S1b). The actual c-Cyts concentrations in SP 200 suspension as indicated by 
the heme concentrations were calculated from slope value (25.68 mM−1).

Cr(VI) reduction experiments. The intact SP200 cell suspension with an initial cell density of 
1.5 ×  1011 cells mL−1 was used for all the treatments in the Cr(VI) reduction experiments. Such a concentrated cell 
density of SP200 was used to shorten the reaction time (< 1 h) and to reduce the interference of cell growth on the 
kinetic calculation; hence, the cell density can generally be assumed the same during the whole reaction period. 
The strain was aerobically inoculated in a nutrient broth for 16 h in a shaker at 180 rpm and 30 °C and harvested 
by centrifugation at 8,000 ×  g for 10 min at 4 °C for three times using PIPES buffer when it approached the expo-
nential phase. The cell suspension in PIPES buffer was purged with 100% N2 for 30 min, and then the suspension 
with lactate (20 mM) as electron donor was added to a rectangular quartz cuvette with an optical path length of 
1.0 cm for measurement before sealing in Anaerobic Chamber. Preliminary experiments showed that the c-Cyts 
was fully reduced in 1 to 2 minutes after the addition of lactate and hence, the initial c-Cyts was kept fully-reduced 
form in the anaerobic cuvette. The control without Cr(VI) was measured first, then Cr(VI) with different initial 
concentrations was added, and the spectra were taken at intervals. The scanning wavelength was from 300 nm to 
700 nm. The specific peaks are 373 nm for Cr(VI) and 552 nm for reduced hemes. For the XPS analyses, the cells 
were exposed to 1000 μ M Cr(VI) for 10 h under the optimal conditions. The cells were then separated by centrif-
ugation at 10,000 ×  g at 4 °C for 5 min. The pellet was washed with deionized water and freeze-dried overnight in 
an oven at − 42 °C.
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Method for extracting proteins containing OM c-Cyts. The extraction of proteins was performed by 
using one-step bacterium protein extraction reagent (BSP023, Sangong Biotech Co., Shanghai, China) contain-
ing 50 mM Tris-HCl, 2 mM EDTA, and 5% Triton X-100 at pH 8.5. The SP200 cell suspension was centrifuged 
at 7,000 g for 5 mins, and then the protein extraction reagent was added. After the mixture was centrifuged at 
15,000 g for 5 mins, the liquid supernatant containing proteins was obtained. The obtained proteins contained 
fully-oxidized form of c-Cyts. The fully-reduced form of c-Cyts was prepared by adding excessive sodium 
ascorbate.

Method for the 16S rRNA gene measurements. After around 60 mins of incubation, the cells was cen-
trifuged at 7000 g for 4 min and quick-frozen by liquid nitrogen before the RNA being extracted by TRIzol reagent 
(Invitrogen, USA) and then reverse transcription PCR and Real-Time Quantitative PCR was used to test the 
amount of 16S rRNA gene. The obtained bacterial RNA was reverse transcribed using a PrimeScript II 1st strand 
cDNA Synthesis Kit (Takara, Shiga, Japan) according to the instructions of the manufacturer. Quantification 
of transcripts of bacterial 16S rRNA was determined by the iQ5 Real-Time PCR Detection System (Bio-Rid, 
USA) and using the SYBR Green I detection method. The qPCR System using the Eub338 (ACTCCTACG 
GGAGGCAGCAG)32 and Eub518 (ATTACCGCGGCTGCTGG)33 primer pair. Each 20 μ L reaction solution con-
tained the following: 1 μ L of template cDNA (1–10 ng), 10 μ L of 2 ×  IQ SYBR Green Supermix (Bio-Rid, USA), 
0.2 μ M of each primer. PCR conditions were 5 min at 95 °C, followed by 40 cycles of 94 °C for 20 s, 55 °C for 20 s, 
and 72 °C for 30 s33. Per DNA sample and the appropriate set of standards were run in triplicates. The qPCR 
calibration curves were generated with serial triplicate 10-fold dilutions of plamid DNA. The plamid pGEM-T 
Easy Vetor (Promega, Madison, USA) contained the cloned target sequences. Plasmid DNA was extracted using 
an EZNA Plasmid Mini Kit I (Omega Bio-Tek, Doraville, GA, USA) and the concentration was quantified by the 
Qubit 2.0 Fluorometer (Invitrogen, NY, USA). Target copy numbers for each reaction were calculated from the 
standard curves34.

Numerical modeling. The kinetic model was fitted to the experimental data over a range of experimental 
conditions using the program Kintek Explorer35. To derive the optimal k values from the range of model fitting, 
the sensitivity of the model to changes in individual rate constant value was also assessed by examining the change 
in the relative difference between the experimental data and the kinetic model (defined as the relative residual, r) 
when one rate constant was varied while holding the others fixed at their optimal values. The program Kintecus36 
was employed to evaluate the kinetic model using a Visual Basic for Applications (VBA) program to conduct the 
sensitivity analysis. Sensitivity analysis of the model was conducted by running the model whilst varying one rate 
constant with all other rate constants held constant at their optimized value, with the relative residual, r, deter-
mined over a range of values of each of the rate constants. The relative residual is defined as Eq. 1.
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where Mi is the model response at a given system condition and time, Di is the experimental data at the same 
given condition and time and n is the total number of measured data points over all conditions and times. The 
value of r represents the average deviation of the model result from the experimental data and is an indicator of 
the ability of the model to reproduce the experimental data.

Results and Discussion
Feasibility of in Situ monitoring Cr(VI) reduction by c-Cyts in living cell suspension. The in situ  
kinetics of the reduction of Cr(VI) by c-Cyts in intact SP200 cells were conducted with 60 μ M Cr(VI). The spectra 
in Fig. 1a showed that peaks at 373 nm, attributed to Cr(VI), decreased over time; simultaneously, the peaks at 
552 nm, corresponding to reduced hemes (Hemered) in c-Cyts decreased as well. To further prove that the direct 
redox reaction between Cr(VI) and c-Cyts really occurred, the outer-membrane proteins have been extracted, and 
similar patterns of oxidized (c-Cytox) and reduced c-Cyts (c-Cytred) were observed in the UV/Vis diffuse-trans-
mittance spectra of whole cell and extracted OM proteins of SP200 (Fig. S2). After Cr(VI) was added to the 
reduced proteins containing c-Cyts, the peak intensity at 552 nm rapidly decreased, suggesting the fast oxidation 
of c-Cytred by Cr(VI). Even though the c-Cyts located in the periplasm and the cytoplasmic membrane might also 
be recorded in the spectra, with the addition of excessive Cr(VI), all the reduced c-Cyts in the liquid supernatant 
was completely oxidized, indicating that the reaction between c-Cyts and Cr(VI) definitely occurred. Therefore, 
this result can provide a direct evidence for the electron transfer from c-Cytred to Cr(VI).

Cr(III), as a well-recognized product of Cr(VI) reduction by DMRB26,27, was also found in the XPS test of 
sample after reaction in Fig. 1b, which was indicated by the peaks for Cr(III)2p3/2 at 577.4 eV and Cr(III)2p1/2 at 
586.8 eV. A control in the presence of Cr(III) was also conducted with results in Fig. S3a suggesting that the reduc-
tion product (Cr(III)) did not interfere with the spectra for Cr(VI) or c-Cyts. In addition, a control with Cr(VI) 
and SP200 but without any lactate under oxic conditions (Fig. S3b) shows that there was no obvious reactivity for 
Cr(VI) by the oxidized hemes (Hemeox). Hence, it is feasible to directly measure Cr(VI) and Hemered from the 
UV-Visible diffuse-transmittance spectra.

Effect of Cr(VI) concentrations. As it has been widely reported that the high concentration Cr(VI) may 
induce the toxicity to the cells28,29,30,31,37, the alive cells were investigated through measuring the 16S rRNA of 
SP200 after incubation with Cr(VI) for 1 h. Results of 16S rRNA as a function of Cr(VI) (Fig. S4) show that while 
no obvious change on the number of 16S rRNA copies was observed in the presence of low concentrations of 
Cr(VI) (≤ 200 μ M), the number of 16S rRNA copies decreased greatly when the Cr(VI) increased from 200 μ M to 
1000 μ M. These results suggested that inhibitory effect on cell growth was very weak with Cr(VI) concentration 
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less than 200 μ M but occurred seriously in the presence of Cr(VI) with high concentrations > 200 μ M. As this 
study is aimed at disclosing the in situ reaction between Cr(VI) and c-Cyts in the living cells, the concentrations 
of Cr(VI) were chosen within a low range of 0–200 μ M for the following studies to minimize the inhibitory effect 
of Cr(VI) on alive cell numbers.

Kinetics of Cr(VI) and c-Cyts were examined with different initial Cr(VI) concentrations from 0–160 μ M (Fig. S5a).  
The pseudo-first-order rate constants (k) of Cr(VI) reduction were calculated as 0.708 min−1, 0.363 min−1, 
0.127 min−1, and 0.065 min−1 with initial Cr(VI) concentrations 20 μ M, 60 μ M, 100 μ M, and 160 μ M, respectively, 
so the k values decreased with increasing initial Cr(VI) concentrations. The c-Cytred (Hemered) was measured as 
well with results in Fig. S5b that the Hemered transiently dropped to a low level at the very beginning and then 
increased to different steady-state levels, which decreased in the same order as the increase of Cr(VI) concentra-
tions from 0 to 160 μ M.

Kinetic models of Cr(VI) reduction by c-Cyts in intact cells. The experimental data in Fig. S5 were not 
able to be simply fitted using the typical model (e.g. pseudo-first order) due to the complexity of multi-reactants 
and multi-mechanisms. Previously, with other microorganisms, kinetic models for Cr(VI) reduction have been 
developed using a Michaelis-Menten approach based on the assumption of a single Cr(VI)-reducing enzyme38,39. 
Since Cr(VI) reduction in MR-1 does not appear to be the function of a single enzyme, the dual-enzyme model 
for Cr(VI) reduction by MR-1 was established by Viamajala et al.40 to describe the Cr(VI) reduction processes, 
which provided a tool to understand the enzyme-induced Cr(VI) processes, but the enzyme was not directly 
measured experimentally to further explore the enzymatic reactions. Hence, in this study, a model analysis was 
employed on a basis of the outer-membrane enzyme reaction mechanisms and the direct observation of spectral 
kinetics of Cr(VI) and c-Cyts. In the process of Cr(VI) reduction by c-Cyts of SP200, the electron transfer pathway 
can be concisely divided into two steps: (i) intracellular electron transport from electron donor to OM c-Cyts and 
(ii) electron transfer from c-Cyts to Cr(VI). The step-by-step potential losses can drive electron flow from electron 

Figure 1. (a) The in situ kinetic spectra of intact SP200 cell suspensions incubated with 60 μ M Cr(VI) under 
anoxic conditions at different time. Initial cell density of SP200: 1.5 ×  1011 cells mL−1. The peak at 373 nm is 
attributed to Cr(VI), and the peak at 552 nm is attributed to Hemered (insert). (b) XPS analysis of the Cr element 
in the sample after reaction.
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donor via c-Cyts to Cr(VI), resulting in Cr(VI) reduction. While Cr(VI) can be reduced via both intracellular and 
extracellular ways28,30, the Cr(VI) reduction by the OM c-Cyts is more likely to occur due to the readily contact 
between Cr(VI) and OM c-Cyts before Cr(VI) diffusing into the periplasm of cells27,28 and hence, the extracel-
lular Cr(VI) reduction by OM c-Cyts is supposed to be the dominant way of Cr(VI) reduction, which was also 
supported by the evidence of direct Cr(VI) reduction by extracted c-Cyts (Fig. S2). Therefore, the current study 
only focuses on the Cr(VI) reduction by the outer membrane c-Cyts. In Step (i), the electron donor (lactate) can 
be utilized by SP200 with concomitant intracellular electron transport from lactate to OM c-Cyts, resulting in the 
redox transformation of Hemeox to Hemered as shown in Eq. 2.

+ + → + + +− − − +C H O 2H O 4Heme 4Heme C H O HCO 5H (2)3 5 3 2 ox red 2 3 2 3

The Hemeox and Hemered represent the Fe(III)-associated and Fe(II)-associated hemes, respectively, hence 
the redox transformation from Hemeox to Hemered can be considered as an one-electron transfer reaction. As the 
concentration of lactate (20 mM) is much higher than that of the hemes (~1 μ M) and the reaction is relatively fast 
(completed in an hour), the change in lactate concentration can be neglected, so Eq. 2 may be simplified to Eq. 3.

→ kHeme Heme (3)ox red 1

where k1 represents the first-order rate constant (s−1) of Eq. 3. The reaction rate (r1) can be expressed as Eq. 4.
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In Step (ii), Hemered directly transfers electrons to Cr(VI) when Cr(VI) is in contact with the OM of SP200 as 
in Eq. 5. Under the circumneutral pH, the dominant species of Cr(VI) are CrO4

2− and HCrO4
−, and the dominant 

aqueous species of Cr(III) include Cr(OH)2+, Cr(OH)2
+, and Cr(OH)3(aq). Regardless of the different species, 

only total Cr(VI) and Cr(III) were taken into consideration to reduce the complication of models.

+ → + k3Heme Cr(VI) 3Heme Cr(III) (5)red ox 2

where k2 represents the second-order rate constant (M−1 s−1) of Eq. 5 by assuming that “3Hemered” is one mole-
cule for convenience of the kinetic calculation. The reaction rate (r2) can be written as Eq. 6.
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By combining Eqs 4 and 6, the reaction rate of hemes can be written as Eq. 7.

= − = −
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r r k k[Heme ] [Heme ] [Heme ][Cr(VI)] (7)
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Based on Eqs 3 and 5, the kinetic model was established, and the experimental data for Cr(VI) and Hemered 
were simulated with the result, as shown in Fig. S5, that k1 is 9.48 s−1 and k2 is 9.12 ×  105 M−1 s−1 for the hemes, 
equivalent to 9.12 ×  104 M−1 s−1 for the decaheme c-Cyts with ten hemes per protein, a value squarely between 
that of 3.5 ×  104 M−1 s−1 for MtrC and 2.5 ×  105 M−1 s−1 for OmcA28. While the fitting curves for Cr(VI) were 
matched with the experimental data, the fitting curves for Hemered showed a marked discrepancy with the meas-
ured values. Particularly, while the fitting curves for Hemered with 160 μ M of Cr(VI) recovered to initial concen-
trations after 10 min, the experimental data dropped to considerably low, near-zero values. Further evidence for 
the constraint of various rate constants was obtained from the sensitivity analysis (Fig. S6). For Eq. 3, the best 
fitted values of k1 over considerable ranges (10−3–106 s−1) had the residual value (r) 0.397, and the r value of the 
best fitted values of k2 from 104 to 109 M−1 s−1 for Eq. 5 was 0.429.

Inhibitory effect of Cr(III) on Cr(VI) reduction and c-Cyts transformation. As the inhibition of cell 
growth in the presence of chromium has been widely observed31,37, Cr-induced inhibition to SP200 for Cr(VI) 
reduction must be considered here. The inhibitory effects of the reduction product, Cr(III), on bacterial cells 
were thought to contribute to this observed incomplete reduction of Cr(VI)26. The c-Cyt-mediated extracellular 
reduction of Cr(VI), coupled with subsequent extracellular precipitation of Cr(III), can serve as a mechanism for 
ameliorating the inhibitory effects of Cr(III) under Cr(VI)-reducing conditions, as the extracellular precipitation 
of Cr(III) on the cell surface occurred easily under the pH 7. Therefore, under low Cr(VI) concentrations, the 
Cr(III) played a dominant role of the inhibitory effect via the extracellular precipitation of Cr(III) on the cell sur-
face, which was also consistent with that reported previously26.

To quantify the influence of Cr(III) on Cr(VI) reduction, different concentrations of Cr(III) from 100 μ M 
to 1000 μ M were added. Results in Fig. 2a suggested that, while the reaction rates of Cr(VI) reduction was just 
slightly affected by the addition of 100 μ M as compared with control without Cr(III), the reduction rates of Cr(VI) 
decreased remarkably in the presence of increasing Cr(III) from 200 μ M to 1000 μ M, indicating that the Cr(III) 
might be harmful to SP200 as well. As shown in Fig. 2b, Hemered in the presence of 100 μ M Cr(III) was regen-
erated over time to the similar level as that without any Cr(III) addition, but failed in regeneration with Cr(III) 
concentrations of > 400 μ M. It was noted that the inhibitory effect of external Cr(III) was much weaker than that 
formed on cell with the equivalent Cr(III) concentrations, probably because Cr(III) is formed in the cell, while 
Cr(III) externally was not easily precipitated on the cell surface, resulting in the observed weak inhibitory effect 
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of Cr(VI) reduction in Fig. 2. Based on the above results, it could be assumed that the Hemeox might be combined 
with Cr(III) by forming unreactive hemes which can prevent the transformation from Hemeox to Hemered, and 
finally inhibit the Cr(VI) reduction. Hence, the Cr(III)-induced deactivation from Hemeox to Hemered can be 
described as Eq. 8.

+ → ≡‐ kHeme Cr(III) unreactive Heme Cr(III) (8)ox 3

where unreactive-Heme ≡  Cr(III) represents the hemes lacking transformation into Hemered after contact with 
Cr(III), and k3 represents the second-order rate constant (M−1 s−1) of Eq. 9 for Hemeox inactivation by assuming 
the “3Hemeox” is one molecule for convenience of model calculation.

− = =
d

dt
r k[Heme ] [Heme ] [Cr(III)] (9)

ox
3 3 ox

By combining Eqs 4, 6 and 9, the reaction rate of reactive Hemeox can be written as Eq. 10.

= − + − = − +
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Based on Eqs 3, 5 and 8, the kinetic model was revised, and the experimental data for Cr(VI) and Hemered 
were simulated with results as shown in Fig. 3a,b, demonstrating that the fitting curves for Cr(VI) and Hemered 
were better-matched with the experimental data, suggesting that (i) c-Cyt-mediated Cr(VI) reduction occurs 
and (ii) the reduction product Cr(III) is likely to inactivate the cellular effects of intracellular electron transport 
for Hemered regeneration. Further evidence for the constraint of various rate constants was obtained from the 
sensitivity analysis (Fig. S7). For Eqs 3 and 5, the best fitted values of k1 (10−3–106 s−1) and k2 (104–109 M−1 s−1) 

Figure 2. Cr(VI) reduction by c-Cyts in intact SP200 cell suspension in the presence of different [Cr(III)] from 0 μ M  
to 1000 μ M, (a) the pseudo-first-order rate constants (k) of the Cr(VI) reduction as a function of [Cr(III)], and (b) 
Hemered transformation. All experiments were conducted with Cr(VI) 160 μ M, SP200: 1.5 ×  1011 cells mL−1.
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had the r values 0.206 and 0.207, respectively, which were both much lower than the r values (0.397 and 0.429) 
derived from the above two-reaction model, so this three-reaction model greatly improved the model fitting. In 
addition, the r value of the best fitted values of k3 from 104 to 109 M−1 s−1 for Eq. 5 was as low as 0.207, which can 
further highlight the important role of Eq. 8 in controlling the kinetics of Cr(VI) reduction by c-Cyts in the living 
cell suspension.

Although it is difficult to measure the dynamic changes of bacterial gene transcription related to the function 
of intracellular electron transport processes, the reactive Hemeox and Cr(III)-induced un-reactive Hemeox can 
be simulated based on the model established as in Fig. 3c, showing that the initial Hemeox rose from zero to the 

Figure 3. The kinetics of Cr(VI) reduction by c-Cyts in intact SP200 cell suspensions. (a) Cr(VI) reduction; 
(b) Hemered reduction. Cr(VI): 20 μ M–160 μ M mg L−1, SP200: 1.5 ×  1011 cells mL−1. (c) The predicted 
concentrations of reactive Hemeox and un-reactive Hemeox. Solid lines represent the model fit using Eqs 2, 4 and 7 
with rate constants k1 =  15.3 s−1, k2 =  7.68 ×  104 M−1 s−1 and k3 =  56.7 M−1 s−1.
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maximum value in the first minute, accompanied by increasing Cr(VI) concentrations, and then decreased over 
time. Additionally, higher Cr(VI) concentrations led to a greater formation of un-reactive Hemeox, suggesting that 
the inhibition of Hemered regeneration was strongly dependent on external Cr(VI) concentrations.

The effect of chromium on the growth of SP200 was investigated by examining 16S rRNA after incubation 
of SP200 with Cr(VI) for 40 min. Fig. 4a shows that just a slight change on the number of 16S rRNA copies was 
observed in the presence of low concentrations of Cr(VI) (≤ 160 μ M). For comparison, the total concentration 
of reactive hemes, calculated by combining the model values of Hemered (Fig. 3b) and reactive Hemeox (Fig. 3c) 
at 40 min, was also plotted as a function of Cr(VI) concentration in Fig. 4, showing that an evident reduction of 
reactive hemes was caused by Cr(VI) even with concentrations ≤ 160 μ M. The inconsistency between reactive 
hemes and 16 S rRNA under Cr(VI) concentrations ≤ 160 μ M indicated that the cellular function of redox trans-
formation of Hemeox to Hemered might readily be inhibited by low concentrations of Cr(VI), while the inactiva-
tion of bacteria only occurred under high Cr concentrations. Therefore, the c-Cyt-mediated Cr(VI) reduction 
and Cr(III)-induced inhibitory effects on the redox transformation of hemes were well-described by the model 
as established by Eqs 3, 5 and 8.

Significance and application of the established kinetic model. While the c-Cyts are only present in 
the low concentrations in μ M in the OM of SP200, the direct and accurate observation of absorbance changes in 
intact organisms is a useful complement to traditional reductionist approaches and recent advances in proteomic 
and transcriptomic studies19. Given that the transient changes of the redox state of hemes can be monitored with 
great sensitivity by the simple spectrometric method, this study under non-invasive physiological conditions 
provides a suitable and powerful approach to examine the extent and rates of biological events in situ without dis-
rupting the complexity of the live cellular environment as it occurs in the intact bacterium. Here, the advantages 
of the in situ spectrophotometric approach are highlighted by monitoring Cr(VI) and c-Cyts in intact SP200 cell 
suspensions simultaneously.

As c-Cyts play key roles in extracellular electron transfer processes11–13 the direct measurement of c-Cyts 
reflects the real physiological and metabolic functions that take place during extracellular Cr(VI) reduction13. 
For example, as the concentration of Cr(VI) rises, the regeneration rate of the c-Cyts from the oxidized form to 
reduced form is lowered, indicating that the inhibitory effects of Cr(VI) induced the loss of this cellular function. 
While toxicity studies are usually conducted by the traditional approach26–31,37, this study suggests that the c-Cyts 
obtained from the in situ spectrophotometric approach can be used as an indicator for evaluating the inhibitory 
effects of other substrates on the physiological and metabolic functions of DMRB. Although the in vitro reaction 
kinetics between outer-membrane enzymes and Cr(VI) were examined with purified proteins13,28 the other reac-
tions involved in the electron transfer chain were not taken into consideration in such in vitro studies. The in vivo 
kinetics and application of modeling approach can give the rate constant between c-Cyts and Cr(VI) in a living 
cell suspension, and besides, the recovery rate of reduced hemes and the complexation rate between Cr(III) and 
hemes can also be taken into account to illustrate the electron transfer processes.

In addition, by employing the model approach, the detailed kinetics of c-Cyts in redox states and cellular 
functions were readily obtained, and, hence, the changes in the thermodynamic properties of c-Cyts in living cells 
can also be obtained. In terms of the Nernst Equation for c-Cyts, an attempt has been made to calculate the actual 
redox potential of c-Cyts in living SP200 cells with Cr(VI). The electrons are released from the outer membrane 
(OM) of the cell, through OM c-type cytochromes (c-Cyts), into the extracellular electron transfer mechanism 
and hence, the Hemeox in oxidized c-Cyts are transformed into the Hemered in the reduced c-Cyts via the reduc-
tion by electrons. The half-cell reaction is written as Eq. 11.

Figure 4. The 16S rRNA gene clone copies (black cubic-line) of SP200 (1.5 ×  1011 cells mL−1) incubated in the 
presence of different concentrations of Cr(VI) for 40 min and the total reactive hemes (reactive [Hemeox]+ 
[Hemered]) as a function of Cr(VI) concentrations. Cr(VI): 20 μ M – 160 μ M (red cubic-line). Error bars 
represents the standard deviation of the mean (n =  3).
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+ ↔−Heme e Heme (11)ox red

The specific redox potentials of c-Cyts can be calculated by the Nernst equation (Eq. 12).

= −E E RT
F

ln [Heme ]
[Heme ] (12)Heme Heme

0 red

ox

where EHeme
0  represents the standard redox potentials of hemes, R is the ideal gas constant (8.3145 J mol−1 K−1),  

F is the Faraday constant (96,485 C mol−1 e−), and T is the temperature (298 K). Because the values of EHeme
0  were 

reported previously in a wide range of − 0.4 V–0 V7,41,42 an average value of − 0.2 V (vs. SHE) was used here for the 
calculation of specific E values (EHeme). Results in Fig. 5 show that the EHeme of SP200 became progressively more 
positive with an increase in Cr(VI) concentrations, indicating that the extracellular electron transfer capacities of 
OM c-Cyts in SP 200 decreased due to the inhibitory effects of Cr on the regeneration of reduced c-Cyts via intra-
cellular electron transport. Therefore, this study will have substantial implications for disclosing the roles of 
c-Cyts in intact cells on the Cr(VI) reduction from both kinetics and thermodynamics. Despite the recent pro-
gress in describing the c-Cyt-mediated Cr(VI) reduction by a concise model, we still face major challenges in 
unraveling and understanding the intricate and coupled physiological processes that control metabolisms and 
electron transport, and the correlation of kinetics with genetic information (DNA, RNA, etc.) would be helpful 
and are indeed necessary for future work on modeling microbial metal reduction processes.

In conclusion, the kinetics of Cr(VI) reduction by c-Cyts in living Shewanella putrefaciens 200 cell suspension 
were successfully. The Cr(VI) reduction rates decreased with the increase of Cr(VI) concentrations, which might 
be attributed to the inhibitory effect of Cr(III) from the 16S rRNA analysis and the experiments with added 
Cr(III). A brief kinetic model was established with three predominant reactions, redox transformation of c-Cyts, 
low concentration Cr(VI) reduction by c-Cytred, and the Cr(III)-induced inhibition of heme redox transforma-
tion, resulting in successfully fitting the experimental data. While the low concentration Cr(VI) could not kill 
the bacteria directly indicated by 16S rRNA analysis, the Cr-induced inhibitory effect to redox transformation of 
c-Cyts was observed. This study may be very helpful for interpreting the in vivo enzymatic metal reduction from 
a kinetic perspective of key electron transfer proteins.

References
1. Inoue, K. et al. Purification and characterization of OmcZ, an outer-surface, octaheme c-type cytochrome essential for optimal 

current production by Geobacter sulfurreducens. Appl. Environ. Microbiol. 76, 3999–4007 (2010).
2. Hernandez, M. E. & Newman, D. K. Extracellular electron transfer. Cell. Mol. Life Sci. 58, 1562–1571 (2001).
3. Logan, B. E. & Regan, J. M. Microbial fuel cells-challenges and applications. Environ. Sci. Technol. 40, 5172–5180 (2006).
4. Bird, L. J., Bonnefoy, V. & Newman, D. K. Bioenergetic challenges of microbial iron metabolisms. Trends Microbiol. 19, 330–340 

(2011).
5. Borch, T. et al. Biogeochemical redox processes and their impact on contaminant dynamics. Environ. Sci. Technol. 44, 15–23 (2009).
6. Inoue, K. et al. Specific localization of the c-type cytochrome OmcZ at the anode surface in current-producing biofilms of Geobacter 

sulfurreducens. Environ. Microbiol. Rep. 3, 211–217 (2011).
7. Clarke, T. A. et al. Structure of a bacterial cell surface decaheme electron conduit. Proc. Natl. Acad. Sci. USA 108, 9384–9389 (2011).
8. DiChristina, T. J. Effects of nitrate and nitrite on dissimilatory iron reduction by Shewanella putrefaciens 200. J. Bacteriol. 174, 

1891–1896 (1992).
9. Picardal, F. W., Arnold, R. G., Couch, H., Little, A. M. & Smith, M. E. Involvement of cytochromes in the anaerobic biotransformation 

of tetrachloromethane by Shewanella putrefaciens 200. Appl. Environ. Microbiol. 59, 3763–3770 (1993).
10. Lovley, D. R. et al. Geobacter metallireducens gen. nov. sp. nov., a microorganism capable of coupling the complete oxidation of 

organic compounds to the reduction of iron and other metals. Arch. Microbiol. 159, 336–344 (1993).

Figure 5. Calculated specific redox potentials of EHeme of SP200 with 20 μ M – 160 μ M mg L−1 of Cr(VI). The solid 
lines were calculated from fitting curves for Hemered in Fig. 3b and reactive Hemeox in Fig. 3c based on Eq. 11.



www.nature.com/scientificreports/

1 0Scientific RepoRts | 6:29592 | DOI: 10.1038/srep29592

11. Qian, X. L. et al. Biochemical characterization of purified OmcS, a c-type cytochrome required for insoluble Fe(III) reduction in 
Geobacter sulfurreducens. BBA - Bioenergetics 1807, 404–412 (2011).

12. Morris, C. J. et al. Purification and properties of a novel cytochrome: flavocytochrome c from Shewanella putrefaciens. Biochem. J 
302, 587–593 (1994).

13. Ross, D. E., Brantley, S. L. & Tien, M. Kinetic characterization of OmcA and MtrC, terminal reductases involved in respiratory 
electron transfer for dissimilatory iron reduction in Shewanella oneidensis MR-1. Appl. Environ. Microbiol. 75, 5218–5226 (2009).

14. Borloo, J. et al. A kinetic approach to the dependence of dissimilatory metal reduction by Shewanella oneidensis MR-1 on the outer 
membrane cytochromes c OmcA and OmcB. FEBS J. 274, 3728–3738 (2007).

15. Nakamura, R., Ishii, K. & Hashimoto, K. Electronic absorption spectra and redox properties of C type cytochromes in living 
microbes. Angew. Chem. Int. Edit. 48, 1606–1608 (2009).

16. Tributsch, H. & Pohlmann, L. Electron transfer: classical approaches and new frontiers. Science 279, 1891–1895 (1998).
17. Liu, Y., Kim, H., Franklin, R. R. & Bond, D. R. Linking spectral and electrochemical analysis to monitor c-type cytochrome redox 

status in living Geobacter sulfurreducens biofilms. ChemPhysChem 12, 2235–2241 (2011).
18. Busalmen, J. P., Esteve-Nuñez, A., Berná, A. & Feliu, J. M. ATR-SEIRAs characterization of surface redox processes in  

G. sulfurreducens. Bioelectrochemistry 78, 25–29 (2010).
19. Blake, R. C. II & Griff, M. N. In situ spectroscopy on intact Leptospirillum ferrooxidans reveals that reduced cytochrome 579 is an 

obligatory intermediate in the aerobic iron respiratory chain. Front. Microbio. 3, 144–153 (2012).
20. Liu, T. X., Li, X. M., Zhang, W., Hu, M. & Li, F. B. Fe(III) oxides accelerate microbial nitrate reduction and electricity generation by 

Klebsiella pneumoniae L17. J. Colloid Interface Sci. 423, 25–32 (2014).
21. Zhang, W., Li, X. M., Liu, T. X., Li, F. B. & Shen, W. J. Competitive reduction of nitrate and iron oxides by Shewanella putrefaciens 200 

under anoxic conditions. Colloid. Surfaces A 445, 97–104 (2014).
22. Li, X. M., Liu, T. X., Liu, L. & Li, F. B. Dependence of the electron transfer capacity on the kinetics of quinone-mediated Fe(III) 

reduction by two iron/humic reducing bacteria. RSC Adv. 4, 2284–2290 (2014).
23. Wang, Y.-T. Microbial reduction of chromate. Environmental microbe-metal interactions. ASM Press, Washington, DC, 225–235 

(2000).
24. Stumm, W. & Morgan, J. J. Aquatic Chemistry, Chemical Equilibria and Rates in Natural Waters. Third Edition, John Wiley & Sons, 

Inc. (1996).
25. Yuan, X., Miller, C. J., Pham, A. N. & Waite, T. D. Kinetics and mechanism of auto- and copper-catalyzed oxidation of 

1,4-naphthohydroquinone. Free Radical Bio. Med. 71, 291–302 (2014).
26. Bencheikh-Latmani, R., Obraztsova, A., Mackey, M. R., Ellisman, M. H. & Tebo, B. M. Toxicity of Cr (III) to Shewanella sp. strain 

MR-4 during Cr(VI) reduction. Environ. Sci. Technol. 41, 214–220 (2007).
27. Chourey, K. et al. Global molecular and morphological effects of 24-hour chromium (VI) exposure on Shewanella oneidensis MR-1. 

Appl. Environ. Microbiol. 72, 6331–6344 (2006).
28. Belchik, S. M. et al. Extracellular reduction of hexavalent chromium by cytochromes MtrC and OmcA of Shewanella oneidensis MR-1. 

Appl. Environ. Microbiol. 77, 4035–4041 (2011).
29. Liu, C., Gorby, Y. A., Zachara, J. M., Fredrickson, J. K. & Brown, C. F. Reduction kinetics of Fe(III), Co(III), U(VI), Cr(VI), and 

Tc(VII) in cultures of dissimilatory metal-reducing bacteria. Biotechnol. Bioeng. 80, 637–649 (2002).
30. Middleton, S. S. et al. Cometabolism of Cr(VI) by Shewanella oneidensis MR-1 produces cell-associated reduced chromium and 

inhibits growth. Biotechnol. Bioeng. 83, 627–637 (2003).
31. LaVelle, J. M. Mechanisms of toxicity/carcinogenicity and superfund decisions. Environ. Health Perspect. 92, 127 (1991).
32. Lane, D. 16s/23s rRNA sequencing. In Stackebrandt, E., Goodfellow, M. (ed.) Nucleic acid techniques in bacterial systematics. 

JohnWiley & Sons, West Sussex, United Kingdom. 115–175 (1991).
33. Muyzer, G., de Waal, E. C. & Uitterlinden, A. G. Profiling of complex microbial populations by denaturing gradient gel 

electrophoresis analysis of polymerase chain reaction-amplified genes coding for 16S rRNA. Appl. Environ. Microbiol. 59, 695–700 
(1993).

34. Pfaffl, M. A new mathematical model for relative quantification in real-time RT-PCR. Nucleic Acids Res. 29, 2002–2007 (2001).
35. Johnson, K. A., Simpson, Z. B. & Blom, T. Global kinetic explorer: a new computer program for dynamic simulation and fitting of 

kinetic data. Anal. Biochem. 387, 20–29 (2009).
36. Ianni, J. C. A comparison of the Bader-Deuflhard and the Cash-Karp Runge-Kutta Integrators for the GRI-MECH3.0 Model base on 

the chemical kinetics code Kintecus, in Computational Fluid and Solid Mechanics 2003 1368–1372 (2003).
37. Viamajala, S., Peyton, B. M., Sani, R. K., Apel, W. A. & Petersen, J. N. Toxic effects of chromium (VI) on anaerobic and aerobic 

growth of Shewanella oneidensis MR-1. Biotechnol. Prog. 20, 87–95 (2004).
38. Yamamoto, K., Kato, J., Yano, T. & Ohtake, H. Kinetics and modeling of hexavalent chromium reduction in Enterobacter cloacae. 

Biotechnol. Bioeng. 41, 129–133 (1993).
39. Shen, H. & Wang Y. T. Modeling hexavalent chromium reduction in Escherichia coli 33456. Biotechnol. Bioeng. 43, 293–300 (1994).
40. Viamajala, S., Peyton, B. M. & Petersen, J. N. Modeling chromate reduction in Shewanella oneidensis MR-1: Development of a novel 

dual-enzyme kinetic model 83, 790–797 (2003).
41. Hartshorne, R. S. et al. Characterization of an electron conduit between bacteria and the extracellular environment. Proc. Natl. Acad. 

Sci. USA 106, 22169–22174 (2009).
42. Wu, Y. D., Liu, T. X., Li, X. M. & Li, F. B. Exogenous electron shuttle-mediated extracellular electron transfer of Shewanella 

putrefaciens 200: Electrochemical parameters and thermodynamics. Environ. Sci. Technol. 48, 9306–9314 (2014).

Acknowledgements
This work was funded by the National Natural Science Foundations of China (41522105 and 41571130052), 
Guangdong Natural Science Funds for Distinguished Young Scholar (2014A030306041) and Special Support 
Program (2016), and an Australian Research Council DECRA grant (DE150100500).

Author Contributions
T.L. and F.L. conceived and designed the experiments. T.L., X.L., R.H., Y.D.W., Y.W. and X.Y. were involved in 
the experiment preformation and data analysis. T.L., X.L. and F.L. were mainly responsible for drafting the article 
and critical input was obtained from all other authors. All authors approved the final version of the manuscript.

Additional Information
Supplementary information accompanies this paper at http://www.nature.com/srep
Competing financial interests: The authors declare no competing financial interests.
How to cite this article: Liu, T. et al. In Situ Spectral Kinetics of Cr(VI) Reduction by c-Type Cytochromes in  
A Suspension of Living Shewanella putrefaciens 200. Sci. Rep. 6, 29592; doi: 10.1038/srep29592 (2016).

http://www.nature.com/srep


www.nature.com/scientificreports/

1 1Scientific RepoRts | 6:29592 | DOI: 10.1038/srep29592

This work is licensed under a Creative Commons Attribution 4.0 International License. The images 
or other third party material in this article are included in the article’s Creative Commons license, 

unless indicated otherwise in the credit line; if the material is not included under the Creative Commons license, 
users will need to obtain permission from the license holder to reproduce the material. To view a copy of this 
license, visit http://creativecommons.org/licenses/by/4.0/

http://creativecommons.org/licenses/by/4.0/

	In Situ Spectral Kinetics of Cr(VI) Reduction by c-Type Cytochromes in A Suspension of Living Shewanella putrefaciens 200
	Materials and Methods
	Materials. 
	Quantification of c-Cyts in living SP200 cell suspension. 
	Cr(VI) reduction experiments. 
	Method for extracting proteins containing OM c-Cyts. 
	Method for the 16S rRNA gene measurements. 
	Numerical modeling. 

	Results and Discussion
	Feasibility of in Situ monitoring Cr(VI) reduction by c-Cyts in living cell suspension. 
	Effect of Cr(VI) concentrations. 
	Kinetic models of Cr(VI) reduction by c-Cyts in intact cells. 
	Inhibitory effect of Cr(III) on Cr(VI) reduction and c-Cyts transformation. 
	Significance and application of the established kinetic model. 

	Acknowledgements
	Author Contributions
	Figure 1.  (a) The in situ kinetic spectra of intact SP200 cell suspensions incubated with 60 μM Cr(VI) under anoxic conditions at different time.
	Figure 2.  Cr(VI) reduction by c-Cyts in intact SP200 cell suspension in the presence of different [Cr(III)] from 0 μM to 1000 μM, (a) the pseudo-first-order rate constants (k) of the Cr(VI) reduction as a function of [Cr(III)], and (b) Hemered tr
	Figure 3.  The kinetics of Cr(VI) reduction by c-Cyts in intact SP200 cell suspensions.
	Figure 4.  The 16S rRNA gene clone copies (black cubic-line) of SP200 (1.
	Figure 5.  Calculated specific redox potentials of EHeme of SP200 with 20 μM – 160 μM mg L−1 of Cr(VI).



 
    
       
          application/pdf
          
             
                In Situ Spectral Kinetics of Cr(VI) Reduction by c-Type Cytochromes in A Suspension of Living Shewanella putrefaciens 200
            
         
          
             
                srep ,  (2016). doi:10.1038/srep29592
            
         
          
             
                Tongxu Liu
                Xiaomin Li
                Fangbai Li
                Rui Han
                Yundang Wu
                Xiu Yuan
                Ying Wang
            
         
          doi:10.1038/srep29592
          
             
                Nature Publishing Group
            
         
          
             
                © 2016 Nature Publishing Group
            
         
      
       
          
      
       
          © 2016 Macmillan Publishers Limited
          10.1038/srep29592
          2045-2322
          
          Nature Publishing Group
          
             
                permissions@nature.com
            
         
          
             
                http://dx.doi.org/10.1038/srep29592
            
         
      
       
          
          
          
             
                doi:10.1038/srep29592
            
         
          
             
                srep ,  (2016). doi:10.1038/srep29592
            
         
          
          
      
       
       
          True
      
   




