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Abstract

t common pathological type of glomerular disease. Kidney biopsy,
Background: Immunoglobulin A nephropathy (IgAN) is the mos
the gold standard for IgAN diagnosis, has not been routinely applied in hospitals worldwide due to its invasion nature. Thus, we aim
to establish a non-invasive diagnostic model and determine markers to evaluate disease severity by analyzing the serological
parameters and pathological stages of patients with IgAN.
Methods: A total of 272 biopsy-diagnosed IgAN inpatients and 518 non-IgA nephropathy inpatients from the Department of
Nephrology of Chinese People’s Liberation Army General Hospital were recruited for this study. Routine blood examination, blood
coagulation testing, immunoglobulin-complement testing, and clinical biochemistry testing were conducted and pathological stages
were analyzed according to Lee grading system. The serological parameters and pathological stages were analyzed. The receiver
operating characteristic (ROC) analysis was performed to estimate the diagnostic value of the clinical factors. Logistic regression
was used to establish the diagnostic model.
Results: There were 15 significantly different serological parameters between the IgAN and non-IgAN groups (all P<0.05). The
ROC analysis was performed to measure the diagnostic value for IgAN of these parameters and the results showed that the area
under the ROC curve (AUC) of total protein (TP), total cholesterol (TC), fibrinogen (FIB), D-dimer (D2), immunoglobulin A (IgA),
and immunoglobulin G (IgG) were more than 0.70. The AUC of the “TC+FIB+D2+IgA+age” combination was 0.86, with a
sensitivity of 85.98% and a specificity of 73.85%. Pathological grades of I, II, III, IV, and V accounted for 2.21%, 17.65%, 62.50%,
11.76%, and 5.88%, respectively, with grade III being the most prevalent. The levels of urea nitrogen (UN) (13.57±5.95 vs. 6.06±
3.63, 5.92±2.97, 5.41±1.73, and 8.41±3.72mmol/L, respectively) and creatinine (Cr) (292.19±162.21 vs. 80.42±24.75,
103.79±72.72, 96.41±33.79, and 163.04±47.51mmol/L, respectively) were significantly higher in grade V than in the other
grades, and the levels of TP (64.45±7.56, 67.16±6.94, 63.22±8.56, and 61.41±10.86 vs. 37.47±5.6mg/d, respectively), direct
bilirubin (DB) (2.34±1.23, 2.58±1.40, 1.91±0.97, and 1.81±1.44 vs. 0.74±0.57mmol/L, respectively), and IgA (310.35±
103.78, 318.48±107.54, 292.58±81.85, and 323.29±181.67 vs. 227.17±68.12g/L, respectively) were significantly increased in
grades II–V compared with grade I (all P<0.05).
Conclusions: The established diagnostic model that combined multiple factors (TC, FIB, D2, IgA, and age) might be used for IgAN
non-invasive diagnosis. TP, DB, IgA, Cr, and UN have the potential to be used to evaluate IgAN disease severity.
Keywords: Immunoglobulin A nephropathy; Noninvasive; Diagnostic model; Severity

range of features, ranging from asymptomatic microscopic
Introduction
haematuria with/without proteinuria to gross haematuria,
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Immunoglobulin A nephropathy (IgAN), first discovered
by Berger in 1968, is the most common pathological type
of glomerular disease.[1] This disease is featured by the
deposition of immunoglobulin A (IgA) in the mesan-
gium.[2] The clinical spectrum of IgAN contains a wide
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and few patients present with clinical signs of nephrotic or
nephritic syndrome. In recent years, the proportion of
IgAN in kidney disease has exceeded 50% in the world.[3-5]
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Approximately 20% to 40% patients with IgAN could
develop end-stage renal disease (ESRD) within 20 years

be non-IgAN (other types of nephropathy) by renal biopsy.
These patients did not undergo any treatments before they
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after first detection.[6] Therefore, early identification of risk
factors and predicting IgAN prognosis are of great value.
Nowadays, the detection of IgAN mainly depends on the
microscopic examination of renal biopsies, with immuno-
cytochemical techniques providing further confirmation of
the diagnosis results.[7] Biopsy, which is essential for
validating the diagnosis, may cause severe complications.
Therefore, it is important to develop a non-invasive
diagnostic model for IgAN and to find markers for
evaluating the disease severity and progress of IgAN.

Statistics have been applied to determine significant
predictors for the diagnosis or classification of various
diseases.[8] Subsequently, different statistical algorithms,
biological datasets, and parameters may result in different
outputs.[9-11] More importantly, multicollinearity is al-
ways used in medical laboratory parameters, which may
also cause variability and instability in a statistical
model.[12] Thus, it is of great importance to choose
appropriate variable formultiparameter analyses. In recent
years, modeling techniques have been widely applied in
medicine to help monitor disease progression and predict
treatment outcomes.[13] However, no such approach exists
for IgAN.[13,14] On the other hand, in the past decades,
considerable efforts have been dedicated to detecting useful
clinical markers for the non-invasive diagnosis of IgAN,
and several markers have been proposed.[15,16] To date,
several biomarkers have been suggested, but their validity
has not been demonstrated in clinical practice.[17-19] Some
studies have found several risk factors consistently
associated with the progression of IgAN, such as
proteinuria >1g/day, arterial hypertension, reduced renal
function at diagnosis and glomerular sclerosis or tubu-
lointerstitial scarring at renal biopsy.[20-22] However, the
influence of other factors such as older age, male sex,
overweight, obesity, hypertriglyceridemia or hyperurice-
mia on IgAN development remains controversial.[23-25]

Thus, our study aims to establish a non-invasive diagnostic
model and determine markers for evaluating disease
severity by analyzing serological parameters and patho-
logical stages in patients with IgAN.

Methods
Ethics approval

The study was approved by the Ethics Committee of the
Chinese People’s Liberation Army General Hospital. All
patients provided informed written consent for study
sample collection as well as permission for their use in
research.

Study design
48
A total of 790 inpatients from the Department of
Nephrology of Chinese People’s Liberation Army General
Hospital were enrolled in our study at Chinese People’s
LiberationArmyGeneralHospital from January 1, 2013, to
March 15, 2016. Among them, a total of 272 patients were
confirmed to have IgANand518 patientswere confirmed to
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were diagnosed and the patients’ complete history, clinical
information, and pathological data were collected.

The inclusion criteria were as follows: (1) the patient
accepted a renal biopsy during their hospitalization and
(2) receiving no renal biopsy prior to pathological
diagnosis at our hospital. The exclusion criteria used for
the final selection of cases were as follows: (1) the renal
biopsy was not conducted; (2) the patient received
immunosuppression treatment or renal replacement ther-
apy; (3) the pathological results indicated that the patient
had secondary kidney disease, including diabetic nephrop-
athy, lupus nephritis, and hepatitis-related nephropathy;
(4) the clinical data were incomplete; and (5) patients with
inflammatory and infectious diseases that may cause
secondary IgA nephropathy. Based on the exclusion
criteria, 790 cases were finally selected from the Chinese
People’s Liberation Army General Hospital.

Samples and biological parameters
Blood samples of 790 patients were collected for routine
blood examination, blood coagulation testing, immuno-
globulin-complement testing, and clinical biochemistry
testing. Pathological stages were analyzed according to
Lee’s grading system.[26] Serum samples were obtained by
collecting venous blood into Vacutainer serum separator
tubes (Greiner Bio-One, Frickenhausen, Germany), and
the samples were then centrifuged at 1500�g at 4°C for
10min in a centrifuge (Sigma-Aldrich, St. Louis, MO,
USA) within 20min of collection. The blood biochemical
and routine blood examinations were performed using
enzymatic assays (Roche Products Ltd., Basel, Switzerland)
on a fully automatic biochemical autoanalyzer (Cobas
8000; Roche Products Ltd., Basel, Switzerland).

Statistical analysis
The normally distributed data are expressed as the mean±
standard deviation (SD) and were compared using unpaired
Student’s t tests. The non-normally distributed data are
expressed as medians with the corresponding 25th and 75th
percentiles (interquartile range) and compared using Mann-
WhitneyU tests.The categorical variableswere analyzedusing
theChi-square tests. Logistic regressionanalysiswas employed
to establish the diagnostic model. Receiver operating
characteristic (ROC) analysis was performed to measure the
diagnostic value of the clinical factors and the area under the
ROC curve (AUC) more than 0.70 were considered to have a
good specificity.[27] A value of P<0.05 was considered to
indicate a significant difference. All statistical analyses were
performed using SPSS software version 19.0 (SPSS Inc.,
Chicago, IL, USA) and GraphPad Prism software vision 6
(GraphPad Software Inc., San Diego, CA, USA).

Results
Patient characteristics

Clinical characteristics of the participants in this study are
shown in Table 1. The differences in the serological
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parameters between the two groups are shown in Table 2.
There were 15 significantly different serological parame-

between the IgAN and non-IgAN groups. The area under
the curves (AUCs) of TP (AUC=0.78), TC (AUC=0.73),

Diagnostic model based on logistic regression analysis
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ters between the IgAN and non-IgAN groups, including
total protein (TP), total bilirubin (TB), direct bilirubin
(DB), creatinine (Cr), uric acid (Ua), total cholesterol (TC),
triglyceride (TG), lactate dehydrogenase (LDH), high
density lipoprotein cholesterol (HDL), low density lipo-
protein cholesterol (LDL), fibrinogen (FIB), D-dimer (D2),
immunoglobulin A (IgA), immunoglobulin G (IgG), and
immunoglobulin E (IgE) (all P<0.05). However, urea
nitrogen (UN), creatine kinase (CK), immunoglobulin M
(IgM), complement 3 (C3), and complement 4 (C4) were
not statistically different between the 2 groups.
ROC analysis of related characteristics
ROC analysis was performed to measure the diagnostic
value for IgAN of the 15 different serological parameters
Table 1: Clinical characteristics of the participants in this study,
n=790.

Items Values

Age (years), median (Q1, Q3) 41.00 (30.00, 52.00)
Gender (male/female), n 482/308
BMI (kg/m2), median (Q1, Q3) 25.10 (22.60, 28.00)
SBP (mmHg), median (Q1, Q3) 130.00 (120.00, 144.00)
DBP (mmHg), median (Q1, Q3) 80.00 (75.00, 90.00)

1 mmHg=0.133 kPa; Q1: 25th percentiles; Q3: 75th percentiles; BMI:
Body mass index; DBP: Diastolic blood pressure; SBP: Systolic blood
pressure.

Table 2: Differences in the serological parameters between the IgAN an

Items IgAN (n=272)

TP (g/L), median (Q1, Q3) 66.40 (61.63, 71.28)
TB (mmol/L), median (Q1, Q3) 8.60 (6.28, 12.10)
DB (mmol/L), median (Q1, Q3) 2.10 (1.38, 3.20)
UN (mmol/L), median (Q1, Q3) 5.43 (4.33, 7.02)
Cr (mmol/L), median (Q1, Q3) 94.80 (74.58, 133.63)
Ua (mmol/L), median (Q1, Q3) 380.65 (315.25, 437.68
TC (mmol/L), median (Q1, Q3) 4.48 (3.97, 5.24)
TG (mmol/L), median (Q1, Q3) 1.66 (1.15, 2.41)
CK (IU/L), median (Q1, Q3) 76.70 (60.10, 108.40)
LDH (IU/L), median (Q1, Q3) 157.60 (139.27, 179.20
HDL (mmol/L), median (Q1, Q3) 1.03 (0.88, 1.27)
LDL (mmol/L), median (Q1, Q3) 2.84 (2.41, 3.41)
FIB (g/L), median (Q1, Q3) 3.33 (2.86, 3.88)
D2 (mg/L), median (Q1, Q3) 0.33 (0.22, 0.48)
IgA (mg/dL), median (Q1, Q3) 299.00 (237.00, 372.00
IgG (mg/dL), median (Q1, Q3) 1020.00 (801.00, 1200.0
IgM (mg/dL), median (Q1, Q3) 95.50 (68.00, 133.00)
IgE (IU/mL), median (Q1, Q3) 42.50 (16.05, 105.00)
C3 (mg/dL), median (Q1, Q3) 107.00 (93.70, 117.00)
C4 (mg/dL), median (Q1, Q3) 24.70 (21.50, 29.90)

IgAN: Immunoglobulin A nephropathy; Q1: 25th percentiles; Q3: 75th
kinase; Cr: Creatinine; D2: D-dimer; DB: Direct bilirubin; FIB: Fibrinogen
IgE: Immunoglobulin E; IgG: Immunoglobulin; IgM: Immunoglobulin M; L
TB: Total bilirubin; TC: Total cholesterol; TG: Triglyceride; TP: Total prot
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FIB (AUC=0.74), D2 (AUC=0.71), IgA (AUC=0.74),
and IgG (AUC=0.71) were more than 0.70 [Table 3].
Logistic regression analysis was used to establish the
diagnostic model for IgAN patients. The results showed
that the high level of IgA, low level of TC, FIB, D2, and
young age were risk indicators for IgAN [Table 4]. The
predicted probabilities (PRE) were calculated based on
logistic regression analysis. The classification equation for
predicting IgAN was as follows: PRE=1/(1+e–[2.389–
0.237�TC–0.457�FIB–0.397�D2+0.008�IgA–0.043�age]).

Based on the PRE of the logistic regression analysis, the
AUC of the “TC+FIB+D2+IgA+age” combination was
0.86 (P<0.001, 95% CI: 0.83–0.89), with a sensitivity
and specificity of 85.98% and 73.85%, respectively
[Figure 1].

Relationship between the pathological grades and the

laboratory test results
We collected several representative clinical parameters to
analyze the relationship between the pathological grades
and laboratory test results. As shown in Table 5, the levels
of UN and Cr were significantly higher in grade V than in
grades II–V, respectively (all P<0.05). And the levels of
TP, DB, and IgA were significantly increased in grades II–V
compared with grade I (all P<0.05).
d non-IgAN groups.

Non-IgAN (n=518) Z P

53.30 (43.50, 62.80) 13.09 <0.001
7.20 (5.33, 9.70) 4.98 <0.001
1.40 (0.93, 2.30) 7.56 <0.001
5.20 (4.04, 7.08) 1.38 0.167

79.10 (64.00, 105.60) 5.88 <0.001
) 348.10 (287.13, 421.75) 3.47 0.001

5.76 (4.58, 7.85) 10.44 <0.001
1.93 (1.31, 2.87) 3.35 0.001

72.90 (49.60, 115.08) 1.75 0.080
) 179.35 (154.20, 215.08) 8.11 <0.001

1.21 (0.96, 1.58) 5.75 <0.001
3.76 (2.86, 5.49) 9.36 <0.001
4.43 (3.50, 5.67) 10.98 <0.001
0.57 (0.33, 1.24) 9.60 <0.001

) 209.00 (160.75, 274.75) 11.13 <0.001
0) 729.00 (455.75, 985.25) 9.56 <0.001

94.55 (65.25, 137.00) 0.14 0.893
52.10 (20.95, 164.50) 2.85 0.004

109.50 (93.05, 126.25) 1.79 0.074
26.35 (20.30, 32.10) 1.30 0.194

percentiles; C3: Complement 3; C4: Complement 4; CK: Creatine
; HDL: High density lipoprotein cholesterol; IgA: Immunoglobulin A;
DH: Lactate dehydrogenase; LDL: Low density lipoprotein cholesterol;
ein; Ua: Uric acid; UN: Urea nitrogen.
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Discussion predictors of IgAN: TP, TB, DB, Cr, Ua, TC, TG, LDH,
HDL, LDL, FIB, D2, IgA, IgG, and IgE [Table 2].

Chinese Medical Journal 2019;132(6) www.cmj.org
IgAN has a high incidence worldwide and a large
proportion of IgAN patients will progress to ESRD.[7]

Therefore, it is of great value to evaluate the disease
severity and development of IgAN. Currently, although
several IgAN biomarkers have been extensively
researched, none have been applied for its screening in
clinical practice. Moreover, a number of computational
studies have been performed on many types of kidney
disease, but none have focused on noninvasively diagnos-
ing IgAN. In the present study, we used retrospective data
to analyze the serological parameters and pathological
stages of patients with IgAN and to establish a noninvasive
diagnostic model for IgAN.

Based on the statistical analyses and clinical experience, 15
out of 20 routine and useful parameters were selected as
Table 3: Receiver operating characteristic analysis for the diagnostic
value of the 15 clinical parameters for immunoglobulin A
nephropathy.

Items AUC 95% CI

TP (g/L) 0.78 0.75–0.82
TB (mmol/L) 0.61 0.57–0.65
DB (mmol/L) 0.66 0.62–0.70
Cr (mmol/L) 0.58 0.54–0.61
Ua (mmol/L) 0.58 0.53–0.62
TC (mmol/L) 0.73 0.69–0.76
TG (mmol/L) 0.57 0.53–0.62
LDH (IU/L) 0.68 0.64–0.72
HDL (mmol/L) 0.63 0.59–0.67
LDL (mmol/L) 0.61 0.57–0.64
FIB (g/L) 0.74 0.70–0.77
D2 (mg/L) 0.71 0.67–0.75
IgA (mg/dL) 0.74 0.71–0.78
IgG (mg/dL) 0.71 0.67–0.74
IgE (IU/mL) 0.56 0.52–0.60

AUC: Area under the receiver operating characteristic curve; CI:
Confidence interval; Cr: Creatinine; D2: D-dimer; DB: Direct bilirubin;
FIB: Fibrinogen; HDL: High density lipoprotein cholesterol; IgA:
Immunoglobulin A; IgE: Immunoglobulin E; IgG: Immunoglobulin;
LDH: Lactate dehydrogenase; LDL: Low density lipoprotein cholesterol;
TB: Total bilirubin; TC: Total cholesterol; TG: Triglyceride; TP: Total
protein; Ua: Uric acid.

Table 4: Multivariate logistic regression analysis for immunoglobulin A

Items b SE Wald

TC �0.237 0.064 13.711
FIB �0.457 0.095 22.979
D2 �0.397 0.137 8.432
IgA 0.008 0.001 68.834
Age �0.043 0.008 32.564
Constant 2.389 0.508 22.147

b: Logistic regression coefficient; CI: Confidence interval; D2: D-dimer; FIB: F
TC: Total cholesterol.
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Compared with previous studies, this study included more
characteristics, including fibrinogen, D-dimer, serum IgA,
and C3, all of which are known biomarkers of kidney
disease.[16,28] In addition, ROC analysis was performed to
further assess the diagnostic value of the 15 parameters
and the results showed that the AUCs of TP, TC, FIB, D2,
IgA, and IgG were all more than 0.7 [Table 3]. Although
serum IgA appears not to be a specific biomarker of IgAN,
previous studies have reported that IgA levels are still
statistically different and have differentially diagnostic
value, especially when combined with other clinical
parameters.[29] Berthoux et al reported that IgG was a
biomarker for the prediction of clinicopathologic recur-
rence events in IgAN.[30] Our non-IgAN group consists
mainly of membranous nephropathy, minimally patho-
logical nephropathy, mesangial proliferative glomerulone-
phritis and other diseases characterized by nephrotic
syndrome. Patients with nephrotic syndrome are often in a
state of hypercoagulability, hyperfibrinolysis, hyperlipe-
mia, and hypoproteinemia.[31] This may explain why the
relevant index levels for blood clotting and blood lipids
were higher in the non-IgAN group than in the IgAN
group, such as FIB, D2, and TC, while the TP levels were
lower in the non-IgAN group than in the IgAN group.

The multivariate logistic regression analysis requires that
each explanatory variable is independent.[32] Based on our
clinical experience, the level of TP is not independent of
IgA and IgG levels. Therefore, we removed TP and selected
the other 5 parameters for further analysis. Given that the
incidence of IgAN varies from age to age, we added the age
variable to the logistic regression model. The predicted
probabilities were calculated based on logistic regression
analysis [Table 4]. The AUC of the “TC+FIB+D2+IgA+
age” combination was 0.86, with a sensitivity of 85.98%
and a specificity of 73.85% [Figure 1]. The established
diagnostic model that combined multiple factors (TC, FIB,
D2, IgA, and age) might be used for IgAN noninvasive
diagnosis.

We found that the levels of UN and Cr were significantly
higher in grade V patients than those in other grades.
Furthermore, apparent increases in TP, DB, and IgA were
observed in grades II–V compared with grade I [Table 5].
Many studies have shown that elevated Ua, serum Cr and
nephropathy.

95% CI

P OR Lower Upper

<0.001 0.789 0.695 0.894
<0.001 0.633 0.525 0.763
0.004 0.672 0.514 0.879

<0.001 1.008 1.006 1.010
<0.001 0.958 0.943 0.972
<0.001 10.901

ibrinogen; IgA: Immunoglobulin A; OR: Odds ratio; SE: Standard error;
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other indicators are associated with an increased risk of
IgAN.[33,34] However, there are limited reports on the

of Chinese descent, we cannot ensure that our research
results are applicable to individuals of other ethnic

1. D’Amico G. The commonest glomerulonephritis in the world: IgA

Figure 1: The diagnostic value of the “TC+FIB+D2+ IgA+age” combination for
immunoglobulin A nephropathy as detected using receiver operating characteristic
analysis. The AUC was 0.86, with a sensitivity of 85.98% and a specificity of 73.85%. AUC:
area under the receiver operating characteristic curve; D2: D-dimer; FIB: Fibrinogen; IgA:
Immunoglobulin A; ROC: Receiver operating characteristic; TC: Total cholesterol.

Table 5: Pathological grades and laboratory test results for the immunoglobulin A nephropathy patients.

Pathological grades

Items Grade I Grade II Grade III Grade IV Grade V

Cases, n (%) 6 (2.21) 48 (17.65) 170 (62.50) 32 (11.76) 16 (5.88)
UN (mmol/L) 6.06±3.63 5.92±2.97 5.41±1.73 8.41±3.72 13.57±5.95

∗

Cr (mmol/L) 80.42±24.75 103.79±72.72 96.41±33.79 163.04±47.51 292.19±162.21
∗

TP (mg/d) 37.47±5.69† 64.45±7.56 67.16±6.94 63.22±8.56 61.41±10.86
DB (mmol/L) 0.74±0.57† 2.34±1.23 2.58±1.40 1.91±0.97 1.81±1.44
IgA (g/L) 227.17±68.12† 310.35±103.78 318.48±107.54 292.58±81.85 323.29±181.67
∗
Compared to grade I–IV, the level in grade V was statistically significant, P<0.05. †Compared to grade I, the level in grade II–V was statistically

significant, P<0.05. Cr: Creatinine; DB: Direct bilirubin; IgA: Immunoglobulin A; TP; Total protein; UN: Urea nitrogen.

Chinese Medical Journal 2019;132(6) www.cmj.org

51
relationship between these blood indicators and patholog-
ical grades or other indicators reflecting the severity of the
disease.

Several strengths of our study should be stated. First,
readily available clinical parameters such as patient
demographics were applied. Second, all clinical character-
istics were derived from biopsy-proven patients with IgAN.
These patients were probably representative of patients
with increased diagnostic uncertainty, which is the most
challenging patients encountered in clinical practice.
Lastly, our models were internally validated. However,
this study has a few limitations that must be considered.
First, this study was not a longitudinal investigation but
rather a cross-sectional study. We are unable to determine
the impact of these altered indicators on the pathogenesis
of IgAN and whether this elevation is progressive or
reversible. Second, because the study individuals were all
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backgrounds. Third, this was a single-center study; further
multicenter studies and large cohort studies should be
conducted for validation.

In conclusion, the established diagnostic model that
combined multiple factors (TC, FIB, D2, IgA, and age)
could effectively distinguish IgAN patients from non-IgAN
patients, with high sensitivity and specificity. TP, DB, IgA,
Cr, and UN could be used to evaluate IgAN disease
severity.

Funding
This work was supported by grants from the National
Key R&D Program of China (No. 2016YFC1305500),
the National Natural Science Foundation of China
(Nos. 61471399, 61671479, and 81670663), the
National Key Research and Development Program (No.
2016YFC1305404), and the Joint Funds of National
Natural Science Foundation of China and Henan Province
(No. U1604284).

Conflicts of interest

None.

References
nephropathy. Q J Med 1987;64:709–727.
2. Moura IC,BenhamouM,LaunayP,VrtovsnikF,BlankU,MonteiroRC.

The glomerular response to IgA deposition in IgA nephropathy. Semin
Nephrol 2008;28:88–95. doi: 10.1016/j.semnephrol.2007.10.010.

3. Stratta P, Segoloni GP, Canavese C, Sandri L, Mazzucco G,
Roccatello D, et al. Incidence of biopsy-proven primary glomerulo-
nephritis in an Italian province. Am J Kidney Dis 1996;27:631–639.
doi: 10.1016/S0272-6386(96)90096-7.

4. Levy M, Berger J. Worldwide perspective of IgA nephropathy. Am J
KidneyDis 1988;12:340–347. doi: 10.1016/S0272-6386(88)80021-0.

5. Li LS, Liu ZH. Epidemiologic data of renal diseases from a single unit
in China: analysis based on 13,519 renal biopsies. Kidney Int
2004;66:920–923. doi: 10.1111/j.1523-1755.2004.00837.x.

6. Liu LL, Jiang Y, Wang LN, Liu N. Urinary mannose-binding lectin is
a biomarker for predicting the progression of immunoglobulin (Ig)A
nephropathy. Clin Exp Immunol 2012;169:148–155. doi: 10.1111/
j.1365-2249.2012.04604.x.

7. Wu C, Wang AY, Li G, Wang L. Association of high body mass index
withdevelopmentof interstitialfibrosis inpatientswith IgAnephropathy.
BMC Nephrol 2018;19:381. doi: 10.1186/s12882-018-1164-2.

http://www.cmj.org


8. Yang P,WangQ, Xie C, XuG,WuQ. Efficacy and safety of agents in
iga nephropathy: an update network meta-analysis. Kidney Blood

22. Radford MG Jr, Donadio JV Jr, Bergstralh EJ, Grande JP. Predicting
renal outcome in IgA nephropathy. J Am SocNephrol 1997;8:199–207.

Chinese Medical Journal 2019;132(6) www.cmj.org
Press Res 2018;43:1890–1897. doi: 10.1159/000496000.
9. Gui H, Li M, Sham PC, Cherny SS. Comparisons of seven algorithms

for pathway analysis using the WTCCC Crohn’s Disease dataset.
BMC Res Notes 2011;4:386. doi: 10.1186/1756-0500-4-386.

10. Al Bakain R, Rivals I, Sassiat P, Thiebaut D, Hennion MC, Euvrard
G, et al. Comparison of different statistical approaches to evaluate the
orthogonality of chromatographic separations: application to reverse
phase systems. J Chromatogr A 2011;1218:2963–2975. doi:
10.1016/j.chroma.2011.03.031.

11. Jaki T, Lawo JP, Wolfsegger MJ, Singer J, Allacher P, Horling F. A
formal comparison of different methods for establishing cut points to
distinguish positive and negative samples in immunoassays. J Pharm
BiomedAnal 2011;55:1148–1156. doi: 10.1016/j.jpba.2011.04.006.

12. Van Steen K, Curran D, Kramer J, Molenberghs G, Van Vreckem A,
Bottomley A, et al. Multicollinearity in prognostic factor analyses
using the EORTC QLQ-C30: identification and impact on model
selection. Stat Med 2002;21:3865–3884. doi: 10.1002/sim.1358.

13. Goto M, Kawamura T, Wakai K, Ando M, Endoh M, Tomino Y.
Risk stratification for progression of IgA nephropathy using a
decision tree induction algorithm. Nephrol Dial Transplant
2009;24:1242–1247. doi: 10.1093/ndt/gfn610.

14. Cho BH, Yu H, Kim KW, Kim TH, Kim IY, Kim SI. Application of
irregular and unbalanced data to predict diabetic nephropathy using
visualization and feature selection methods. Artif Intell Med
2008;42:37–53. doi: 10.1016/j.artmed.2007.09.005.

15. Suzuki H, Fan R, Zhang Z, Brown R, Hall S, Julian BA, et al.
Aberrantly glycosylated IgA1 in IgA nephropathy patients is
recognized by IgG antibodies with restricted heterogeneity. J Clin
Invest 2009;119:1668–1677. doi: 10.1172/JCI38468.

16. Maeda A, Gohda T, Funabiki K, Horikoshi S, Shirato I, Tomino Y.
Significance of serum IgA levels and serum IgA/C3 ratio in diagnostic
analysis of patients with IgA nephropathy. J Clin Lab Anal
2003;17:73–76. doi: 10.1002/jcla.10071.

17. Mayeux R. Biomarkers: potential uses and limitations. NeuroRx
2004;1:182–188. doi: 10.1602/neurorx.1.2.182.

18. Amur S, Frueh FW, Lesko LJ, Huang SM. Integration and use of
biomarkers in drug development, regulation and clinical practice: a
US regulatory perspective. Biomark Med 2008;2:305–311. doi:
10.2217/17520363.2.3.305.

19. Maixnerova D, Reily C, Bian Q, Neprasova M, Novak J, Tesar V.
Markers for the progression of IgA nephropathy. J Nephrol
2016;29:535–541. doi: 10.1007/s40620-016-0299-0.

20. Frimat L, Briancon S, Hestin D, Aymard B, Renoult E, Huu TC, et al.
IgA nephropathy: prognostic classification of end-stage renal failure.
L’Association des Nephrologues de l’Est. Nephrol Dial Transplant
1997;12:2569–2575. doi: 10.1093/ndt/12.12.2569.

21. Le W, Liang S, Hu Y, Deng K, Bao H, Zeng C, et al. Long-term renal
survival and related risk factors in patients with IgA nephropathy:
results from a cohort of 1155 cases in a Chinese adult population.
Nephrol Dial Transplant 2012;27:1479–1485. doi: 10.1093/ndt/
gfr527.
652
23. D’Amico G. Natural history of idiopathic IgA nephropathy and
factors predictive of disease outcome. Semin Nephrol 2004;24:179–
196. doi: 10.1016/j.semnephrol.2004.01.001.

24. Bonnet F,DepreleC, SassolasA,MoulinP,AlamartineE, BerthezeneF,
et al. Excessive bodyweight as a new independent risk factor for clinical
and pathological progression in primary IgA nephritis. Am J Kidney
Dis 2001;37:720–727. doi: 10.1016/S0272-6386(01)80120-7.

25. Syrjanen J, Mustonen J, Pasternack A. Hypertriglyceridaemia and
hyperuricaemia are risk factors for progression of IgA nephropathy.
Nephrol Dial Transplant 2000;15:34–42. doi: 10.1093/ndt/15.1.34.

26. Lee SM, Rao VM, Franklin WA, Schiffer MS, Aronson AJ, Spargo
BH, et al. IgA nephropathy: morphologic predictors of progressive
renal disease. Hum Pathol 1982;13:314–322. doi: 10.1016/S0046-
8177(82)80221-9.

27. Hanley JA, McNeil BJ. The meaning and use of the area under a
receiver operating characteristic (ROC) curve. Radiology
1982;143:29–36. doi: 10.1148/radiology.143.1.7063747.

28. Goicoechea M, de Vinuesa SG, Lahera V, Cachofeiro V, Gomez-
Campdera F, Vega A, et al. Effects of atorvastatin on inflammatory
and fibrinolytic parameters in patients with chronic kidney disease. J
Am Soc Nephrol 2006;17 (12 Suppl 3):S231–S235. doi: 10.1681/
ASN.2006080938.

29. Gao J, Wang Y, Dong Z, Yan Z, Jia X, Tian Y. A novel differential
diagnostic model based on multiple biological parameters for
immunoglobulin A nephropathy. BMC Med Inform Decis Mak
2012;12:58. doi: 10.1186/1472-6947-12-58.

30. Berthoux F, Suzuki H, Mohey H, Maillard N, Mariat C, Novak J,
et al. Prognostic value of serum biomarkers of autoimmunity for
recurrence of IgA nephropathy after kidney transplantation. J Am Soc
Nephrol 2017;28:1943–1950. doi: 10.1681/ASN.2016060670.

31. Vivarelli M, Emma F. Levamisole for children with nephrotic
syndrome: new evidence for the use of an “old” drug. Kidney Int
2019;95:25–28. doi: 10.1016/j.kint.2018.10.008.

32. Albasri A, Prinjha S, McManus RJ, Sheppard JP. Hypertension
referrals from community pharmacy to general practice: multivariate
logistic regression analysis of 131 419 patients. Br J Gen Pract
2018;68:e541–e550. doi: 10.3399/bjgp18X697925.

33. Nagasawa Y, Yamamoto R, Shoji T, Shinzawa M, Hasuike Y,
Nagatoya K, et al. Serum uric acid level predicts progression of IgA
nephropathy in females but not in males. PloS One 2016;11:
e0160828. doi: 10.1371/journal.pone.0160828.

34. Fan P, Song J, Chen Q, Cheng X, Liu X, Zou C, et al. The influence of
environmental factors on clinical pathological changes of patients
with immunoglobulin A nephropathy from different areas of China.
Ren Fail 2018;40:597–602. doi: 10.1080/0886022X.2018.1532907.

How to cite this article:Han QX, Wang Y, Zhu HY, Zhang D, Gao J, Liu
ZS, Cai GY, Chen XM. A non-invasive diagnostic model of immunoglob-
ulin A nephropathy and serological markers for evaluating disease severity.
Chin Med J 2019;132:647–652. doi: 10.1097/CM9.0000000000000121

http://www.cmj.org

	A non-invasive diagnostic model of immunoglobulin A nephropathy and serological markers for evaluating disease severity
	Introduction
	Methods
	Ethics approval
	Study design
	Samples and biological parameters
	Statistical analysis

	Results
	Patient characteristics
	ROC analysis of related characteristics
	Diagnostic model based on logistic regression analysis
	Relationship between the pathological grades and the laboratory test results

	Discussion
	Funding
	Conflicts of interest
	References


