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Supplementary Figure 1.

Supplementary Table 1. 651 DEGs between CD and control samples

https://docs.google.com/spreadsheets/d/1sGMqtCK_kHvocT5TjthalC2bMjqEp1E6pmsir6s8zaw/edit?usp=sharing

Supplementary Table 2. 381 ME turquoise module genes

https://docs.google.com/spreadsheets/d/1sGMqtCK_kHvocT5TjthalC2bMjqEp1E6pmsir6s8zaw/edit?usp=sharing

Supplementary Table 3. Coefficients of the eight module genes analyzed by LASSO regression

https://docs.google.com/spreadsheets/d/1sGMqtCK_kHvocT5TjthalC2bMjqEp1E6pmsir6s8zaw/edit?usp=sharing



https://docs.google.com/spreadsheets/d/1sGMqtCK_kHvocT5TjthalC2bMjqEp1E6pmsir6s8zaw/edit?usp=sharing
https://docs.google.com/spreadsheets/d/1sGMqtCK_kHvocT5TjthalC2bMjqEp1E6pmsir6s8zaw/edit?usp=sharing
https://docs.google.com/spreadsheets/d/1sGMqtCK_kHvocT5TjthalC2bMjqEp1E6pmsir6s8zaw/edit?usp=sharing

