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Abstract
Background Autosomal recessive Alport syndrome (ARAS) is caused by pathogenic variants in both alleles of eitherCOL4A3 or
COL4A4 genes. Reports on ARAS are rare due to small patient numbers and there are no reports on renin-angiotensin-
aldosterone system (RAAS) inhibition therapy in ARAS.
Methods Retrospective study in 101 patientswithARAS fromChineseRegistryDatabase ofHereditaryKidneyDiseases andEuropean
Alport Registry. Genotype–phenotype correlations and nephroprotective effects of RAAS inhibition in ARAS were evaluated.
Results Median age was 15 years (range 1.5–46 years). Twelve patients progressed to stage 5 chronic kidney disease (CKD5) at
median age 20.5 years. Patients without missense variants had both higher prevalence and earlier onset age of hearing loss, nephrotic-
range proteinuria, more rapid decline of eGFR, and earlier onset age of CKD5 compared to patients with 1 or 2missense variants.Most
patients (79/101, 78%) currently are treatedwith RAAS inhibitors; median age at therapy initiationwas 10 years andmean duration 6.5
± 6.0 years. Median age at CKD5 for untreated patients was 24 years. RAAS inhibition therapy delayed CKD5 onset in those with
impaired kidney function (T-III) to median age 35 years, but is undefined in treated patients with proteinuria (T-II) due to low number
of events. No treated patients with microalbuminuria (T-I) progressed to CKD5. ARAS patients with 1 or 2 missense variants showed
better response to treatment than patients with non-missense-variants.
Conclusions Our study provides the first evidence for early use of RAAS inhibition therapy in patients with ARAS. Furthermore,
genotype in ARAS correlates with response to therapy in favor of missense variants.
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Introduction

Alport syndrome is a hereditary glomerular disease character-
ized by hematuria, proteinuria, and progressive kidney failure,

usually accompanied with sensorineural hearing loss and oc-
ular abnormalities [1–4]. To date, about 85% of patients are
diagnosed with X-linked Alport syndrome (XLAS) caused by
pathogenic variants in theCOL4A5 gene [5, 6]. The remaining
15% of patients with Alport syndrome, in descending order of
the number of cases reported, include autosomal recessive
Alport syndrome (ARAS) caused by pathogenic variants in
both alleles of either COL4A3 or COL4A4 genes [7–9], auto-
somal dominant Alport syndrome (ADAS) caused by hetero-
zygous pathogenic variants inCOL4A3 orCOL4A4 genes [10,
11] and digenic Alport syndrome caused by coexisting path-
ogenic variants in COL4A3, COL4A4, or COL4A5 genes [12,
13].

Up to now, most reports on Alport syndrome describe pa-
tients with XLAS: age at stage 5 chronic kidney disease (CKD
5) strongly correlates with COL4A5 genotype in males with
XLAS [14–16]. However, only a few reports describe patients
with ARAS: a systematic review in 2019 included only 26
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articles with 148 patients [17]. Furthermore, inhibition of the
renin-angiotensin-aldosterone system (RAAS) by
angiotensin-converting enzyme inhibitors (ACEi) or angio-
tensin receptor blockade (ARB) can delay kidney failure in
both animal models and human patients with Alport syndrome
[18–21]. Until now, no data has been reported on the effects of
RAAS inhibition therapy in patients with ARAS. Therefore,
this lack of sufficient data on therapeutic options in patients
with ARAS led us to consider combining different interna-
tional databases to enable researchers to analyze a large num-
ber of ARAS patients with long-term clinical course [22].

In this study, we describe the clinical and genetic charac-
teristics in 101 patients with ARAS originating from the
Chinese Registry Database of Hereditary Kidney Diseases
and the European Alport Registry.

Methods

Patients

Patients with ARAS were selected from the Chinese
Registry Database of Hereditary Kidney Diseases and
the European Alport Registry. ARAS was diagnosed on
either or both of the following two criteria, (i) kidney
biopsy in young patients with typical changes of Alport
syndrome, like splitting or lamellation in glomerular base-
ment membrane (GBM), and both parents with hematuria
or thin basement membrane nephropathy (TBMN) with-
out proteinuria and CKD5; (ii) homozygous or compound
heterozygous mutations (pathogenic variants) in COL4A3
or COL4A4 genes. Patients suspected of ARAS who had
neither kidney biopsy nor genetic diagnosis, patients who
had a heterozygous pathogenic variant in COL4A3 or
COL4A4 genes, and patients who had coexisting variants
in COL4A3 and COL4A4 genes were excluded.

Clinical data were retrospectively analyzed including gender,
onset age of hematuria, proteinuria, estimated glomerular filtra-
tion rate (eGFR) decline and extra-renal manifestations, pathol-
ogy of kidney biopsy and the age at kidney biopsy, results of
genetic test, age at onset of CKD5, andRAAS inhibition therapy.
Patients were categorized depending on number of missense
variants and kidney function at initiation of RAAS inhibition
therapy. Initiation of therapy was defined as follows:

– T-0 starts at patients with microhematuria only
– T-I starts at patients with microalbuminuria
– T-II starts at patients with proteinuria and eGFR ≥60 ml/

min × 1.73m2

– T-III starts at patients with eGFR <60 ml/min × 1.73m2

The study was approved by the Ethical Committee of
Peking University First Hospital (2016 [1179] V3.0),

informed consent was obtained from the probands and their
family members. The European Alport registry was approved
by the Ethical Committee of the University Medical Center
Goettingen (10/11/06).

Detection and definition of pathogenic variants

Genomic DNA samples from probands were tested for path-
ogenic variants by direct sequencing using the Sanger method
for all exons and exon–intron boundaries of COL4A3 and
COL4A4 genes (before 2014) and tested for all three Alport
genes by targeted next-generation sequencing (NGS) or ex-
ome sequencing (since 2014). Sanger sequencing or qPCR
(real-time quantitative PCR) was used to confirm the candi-
date pathogenic variants in probands and their family mem-
bers. The pathogenicity of variants was assessed based on the
ACMG classification and the expert consensus guidelines for
the genetic diagnosis of Alport syndrome [23, 24]. Of note,
rarely, some glycine substitutions (p.Gly43Arg in COL4A3,
p.Gly999Glu in COL4A4, and p.Gly545Ala in COL4A4) are
not pathogenic [25].

Statistical analysis

Statistical analysis was performed using GraphPad Prism
V8 (GraphPad Software, Inc.). Medians and ranges were
used for continuous variables. Frequencies and percent-
ages were used for categorical variables. Mann–Whitney
test was used to compare skewed distributed variables
between two groups. Fisher’s test was used to compare
the categorical variables in different groups. Log-rank
(Mantel–Cox) test was used for censored time-to-event
data. If the p value <0.05, the differences were considered
to be statistically significant.

Results

Clinical features

A total of 101 patients (68 from China, 33 from Europe)
with ARAS were enrolled in this study. The general char-
acteristics and clinical features of the patients are shown
in Table 1. Twenty-six patients (26/64, 41%) had a family
history positive for kidney disease. Only two patients
were from consanguineous families (2/68, 3%). The per-
centage of homozygous variants in ARAS patients was
16% (13/79), which implies heterozygous carriers of
COL4A3 or COL4A4 variants are common in the popula-
tion. Thirteen patients (13/46, 28%) had ocular abnormal-
ities, seven of whom had temporal retinal thinning, five
perimacular dot-and-fleck retinopathy, and one presented
with a cataract. Twenty-five patients (25/51, 49%) had
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hearing loss (≥ 25 dB HL) and transmission hypoacusis
was ruled out by an otolaryngologist with normal otolar-
yngological physical examination and pure tone audiom-
etry. Twelve patients (12/101, 12%) developed CKD 5 at
a median age of 20.5 years (range, 12 to 46 years).

Of 66 patients with kidney biopsy, 40 had an electron
microscopy examination done with pathological changes
like irregular thinning and thickening, splitting, and
lamellation in GBM. In 44 patients with reports available
for light microscopy, kidney pathology showed very differ-
ent pathological changes. In children 10 years and younger,
the histology changes included mesangial proliferative glo-
merulonephritis (63%), minor glomerular abnormalities
(27%), and others (10%). In contrast, in patients older than
10 years, focal segmental glomerulosclerosis (FSGS) be-
came the typical and most prominent finding (56%). Ten
patients (10/44, 23%) showed FSGS by light microscopy
and more than 90% of patients with FSGS were older than
10 years. The changes correlated with the age at kidney
biopsy, as FSGS was the most common finding in the older
patients (Fig. 1). The median age at kidney biopsy in the
FSGS group was significantly older compared to the ages in
groups of minor glomerular abnormalities and mesangial
proliferative glomerulonephritis (17.5 vs. 5.4, p < 0.001;
17.5 vs. 7.5, p < 0.001; respectively).

Genetic features

In total, 79 patients (79/101, 79%) had the diagnosis con-
firmed genetically with pathogenic variants in the COL4A3

Table 1 Patients’ characteristics
Characteristics Number of patients (%) Median age in years (range)

All patients 101 15.0 (1.5–46.0)

Male 60/101 (60%)
Female 41/101 (41%)

Age < 18 58/101 (58%)

Age ≥ 18 43/101 (43%)

Hematuria 68/68 (100%) 4.0 (0.3–32.0)

Proteinuria 57/66 (86%) 7.0 (0.6–33.0)

Nephrotic-range proteinuria 22/57 (39%) 11.0 (4.0–33.0)

Patients with molecular genetic diagnosis* 79/101 (79%)

COL4A3 gene 58/79 (73%)
COL4A4 gene 21/79 (27%)

Homozygous 13/79 (16%)

Compound heterozygous 66/79 (84%)

Kidney biopsy 66/101 (66%) 8.0 (1.5–33.0)

Patients with hearing loss 25/51 (49%) 10.0 (0.1–33.0)

Patients with ocular lesions 13/46 (28%) 11.0 (4.0–25.0)

Patients with therapy 79/101 (79%) 10.0 (1.0–33.0)

T-0, hematuria 0
T-I, microalbuminuria 9/79 (11%)

T-II, proteinuria, eGFR >60 65/79 (83%)

T-III, eGFR <60 5/79 (6%)

Patients with CKD 5 12/101 (12%) 20.5 (12.0–46.0)

*Genetic diagnosis of autosomal recessive Alport syndrome in the remaining 22/101 patients was based on the
genealogic tree with two parents and other relatives with hematuria (and thin basement membrane disease)

Fig. 1 Kidney pathology results by light microscopy in 44 patients# with
ARAS. Group 1, Minor glomerular abnormalities (n = 10); group 2,
Mesangial proliferative glomerulonephritis (MsPGN, n = 23); group 3,
Membranous nephritis (MN, n = 1); group 4, Mesangial proliferative
glomerulonephritis and IgA nephropathy (n = 2); group 5, Focal
segmental glomerulosclerosis (FSGS, n = 10). #repeat kidney biopsy
was performed in 2 patients. ***p < 0.001
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or COL4A4 genes. Among them, 58 cases (58/79, 73%) were
caused by pathogenic variants in the COL4A3 gene and 21
(21/79, 27%) were caused by pathogenic variants in the
COL4A4 gene. Sixteen percent of them (13/79) were homo-
zygous and 84% (66/79) were compound heterozygous. The
identified variants were confirmed to be inherited in trans in
parents of 59 patients (59/79, 75%).

COL4A3 variants

A total of 58 variants were identified in the COL4A3 gene, 41
(41/58, 71%) of them were novel (Table 2). There were 24
missense variants (24/58, 41%), 14 frameshift variants (14/58,
24%), nine nonsense variants (9/58, 16%), seven splicing var-
iants (7/58, 12%), three in-frame deletion variants (3/58, 5%),
and one variant of initiation codon (1/58, 2%). Of the mis-
sense variants, 21 (21/24, 88%) were glycine substitutions in
the collagen domain and the other three were missense vari-
ants located in the non-collagenous (NC) domain of α3 (IV)
chain. Among the glycine substitutions, there were seven re-
placed by glutamic acid, six replaced by arginine, five re-
placed by aspartic acid, two replaced by valine, and one re-
placed by serine. The p.(Leu14_Leu21del) variant was the
most frequent COL4A3 variant, which was detected in nine
patients (1 homozygous, 8 compound heterozygous). In addi-
tion, the p.(Leu1598Arg) variant was detected in five patients
in combination with glycine missense mutations and in one
patient in combination with a frameshift variant.

COL4A4 variants

A total of 33 variants were identified in the COL4A4 gene, 29
(29/33, 88%) of them were novel (Table 3). There were 14
missense variants (14/33, 42%), eight splicing variants (8/33,
24%), six frameshift variants (6/33, 18%), two synonymous
variants (2/33, 6%), one nonsense variant (1/33, 3%), one
exon deletion variant (1/33, 3%) and one in-frame deletion
variant (1/33, 3%). Of the missense variants, seven (7/14,
50%) were glycine substitutions in the collagen domain and
the other seven were missense variants located in the non-
collagenous (NC) domain of α4 (IV) chain. The two synony-
mous variants were predicted to create an exonic splicing si-
lencer (ESS) site and potentially altering the splicing.

Genotype–phenotype correlations

Of the 79 patients with pathogenic variants in the COL4A3 or
COL4A4 genes, the detailed gene variants were not available
in two patients with COL4A4 gene mutations. We divided the
remaining 77 patients into three groups according to the num-
ber of missense variants. Eighteen patients had 2 missense
variants, 20 patients had 1 missense variant, and 39 patients
had no missense variant.

In these three groups, patients without a missense variant
showed a more severe course of disease with a higher preva-
lence of nephrotic-range proteinuria, hearing loss and ocular
abnormalities, and an earlier age compared to patients with 1
or 2 missense variants (Table 4). Patients without a missense
variant progressed to CKD 5 at an earlier age (18.5 years)
compared to patients with 2 missense variants at an age of
30.0 years (p = 0.125). Of ten patients with FSGS, five pa-
tients (50%) had no missense variant, two patients (20%) had
1 missense variant, and three patients (30%) had 2 missense
variants.

Decline of kidney function in the three groups is shown in
Fig. 2. The median time with preserved kidney function (de-
fined as eGFR >90 ml/min × 1.73m2, Fig. 2a; eGFR >60 ml/
min × 1.73m2, Fig. 2b) was improved in patients with 2 mis-
sense variants compared to patients without a missense variant
(30.0 vs. 20.0 years, 35.0 vs. 26.0 years, respectively) though
the difference did not reach statistical significance. The prob-
ability of having a preserved kidney function (eGFR >60 ml/
min × 1.73m2, Fig. 2b) at 25 years in ARAS patients without
missense, 1 missense, and 2 missense variants was 40%, 60%,
and 80%, respectively. These results demonstrate that kidney
function declines earlier and faster in ARAS patients without a
missense variant compared to patients with 1 or 2 missense
variants.

Nephroprotective effect of RAAS inhibition

Of 101 patients, 79 patients currently received RAAS inhibi-
tion therapy (ACEi or ARB). The median age at initiation of
therapy was 10 years (1.0 to 33.0 years) and the mean duration
of therapy was 6.5 ± 6.0 years. There were 22 untreated pa-
tients with a median age of 11 years (2.0 to 46.0 years). Of the
untreated patients, ten had only hematuria, six had CKD 5 at
the beginning of diagnosis, and six were newly diagnosed as
ARAS and presented with hematuria and proteinuria. In Fig.
3a, the nephroprotective effect of RAAS blockade on kidney
survival (defined as starting kidney replacement therapy) is
shown (p = 0.004). In Fig. 3b, the median kidney survival
for patients without therapy was 24 years. RAAS inhibition
therapy decreased the risk of CKD 5 and delayed the onset age
of CKD 5 in ARAS patients depending on the time respective
to the stage of disease at initiation of therapy (p = 0.002). In
very late treated patients (T-III) with a mean duration of ther-
apy of 9.0 years, therapy delayed onset of CKD 5 to 35 years
of age (p = 0.949 vs. no therapy). Late treated patients (T-II)
had a mean duration of therapy of 6.2 years and early treated
patients (T-I) had a mean duration of therapy of 6.8 years. In
both groups, T-II and T-I, the median age at onset of CKD 5
was still undefined because of their young age and the much
slower progression of disease due to nephroprotective therapy
(T-II vs. no therapy, p < 0.001; T-I vs. no therapy, p = 0.190;
respectively).
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Finally, the effect of the genotype on the response to
nephroprotective therapy was analyzed in 77 patients with a
genetic diagnosis (Fig. 4). The median survival time of kidney
function was prolonged to 35 years in patients with RAAS
inhibition therapy compared to 24 years in patients with no
therapy (Fig. 4a). This result was in agreement with what we
found in the paragraph above in all 101 ARAS patients with
both clinical and genetic diagnosis, though the difference here
did not reach statistical significance. It was found that, in spite
of therapy, the onset of CKD 5 was still earlier in patients with
no missense variants (m0) compared to patients with 1 or 2
missense variants (m1 +m2) (Fig. 4b). However, the difference
was not statistically significant. Themedian age of patients with
1 or 2missense variants (m1 +m2) was 16.5 years (range 1.5 to
35 years) in the therapy group and 7.0 years (range 2.0 to 34
years) in the no therapy group, respectively. The median age of
patients with no missense variants (m0) was 11.0 years (range
2.0 to 30 years) in the therapy group and 13 years (range 1.0 to
46 years) in the no therapy group, respectively.

Discussion

Taking advantage of the combination of the Chinese Registry
Database of Hereditary Kidney Diseases and the European
Alport registry, the present study describes the clinical and
genetic features of 101 patients with ARAS. Furthermore,
the study analyzed the genotype–phenotype correlations with
a special focus on the response to nephroprotective therapy.
For the first time, we confirm the nephroprotective effects of
RAAS inhibition therapy in patients with ARAS.

By analyzing the available clinical data in this study, we
found that hematuria was present in 100% of patients with
ARAS, which was first diagnosed at a median age of 4 years.
Proteinuria was diagnosed in 86% of patients at a median age
of 7 years. Hearing loss was observed in 49% of patients at a
median age of 10 years and ocular lesions were observed in
28% of patients at a median age of 11 years. Patients with
ARAS developed CKD 5 at a median age of 20.5 years, which
is in agreement with the systematic review of ARAS by Lee

Table 4 Clinical features of 77
ARAS patients in different groups
according to the number of
missense variants

Number of missense variants P

2 1 0

Number of patients n = 18 n = 20 n = 39

Number of patients (%) with

Nephrotic-range proteinuria 2 (2/14, 14%) 6 (6/20, 30%) 14(14/33, 42%) *$

Hearing loss 1 (1/8, 13%) 4 (4/15, 27%) 20 (20/28, 71%)

Ocular abnormalities 0 (0/7, 0) 4(4/15, 27%) 9 (9/24, 38%)

CKD 5 3 (3/18, 17%) 0 (0/20, 0) 5 (5/39, 13%)

Median age (years) detected with
Nephrotic-range proteinuria 20.0 (7.0–33.0) 18.5 (4.0–24.0) 10.0 (4.5–20.0) *$

Hearing loss 33 20.0 (7.0–27.0) 10.0 (0.1–19.0)

Ocular abnormalities - 11.0(1.0–25.0) 11.0 (4.0–15.0)

CKD5 30.0 (24.0–35.0) - 18.5 (16.0–46.0)

*p < 0.05 (0 vs. 2), $ p < 0.05 (0 vs. 1)

Fig. 2 Kidney function decline occurs earlier and faster in ARAS patients
with no missense variants compared with patients with one or two
missense variants. a Patients with eGFR >90 ml/min × 1.73m2 in differ-
ent genotypes (p = 0.080); b patients with eGFR >60 ml/min × 1.73m2 in

different genotypes (p = 0.524); m0, patients with no missense variant (n
= 39); m1, patients with one missense variant (n = 20); m2, patients with
two missense variants (n = 16).
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and coworkers, who reported CKD 5 at a median age of 21
years [17]. Of note, 39% of our patients developed nephrotic-
range proteinuria at a median age of 11 years. These results
suggest that ARAS should be considered in the differential
diagnosis for children with hematuria and proteinuria, even
for children with nephrotic-range proteinuria.

In previous reports, 10% of patients with ARAS had only
diffuse thinning of the GBM [17]. In this study, all the avail-
able kidney biopsy results showed typical changes of GBMon
electronmicroscopy, including irregular thinning and thicken-
ing, splitting, and lamellation in GBM. Thus, electronic mi-
croscopy examination of GBM in kidney biopsy remains a
very reliable method for diagnosis of Alport syndrome.

One interesting aspect of our study is the opportunity to
correlate the results of kidney biopsy by light microscopy
with the age at biopsy. We can see that kidney pathological
changes progress over time (as a spectrum from minor glo-
merular abnormalities resulting in an FSGS-like pattern). In
other words, the older the patient with ARAS is when they
receive a kidney biopsy, the more likely FSGS can become
the mis-diagnosis, if one does not include electron micros-
copy or one does not exclude Alport syndrome as the un-
derlying cause of FSGS. Recently, heterozygous variants in
COL4A3 were identified in FSGS patients, 12.5% of FSGS

families, and one sporadic FSGS patient had heterozygous
variants in the COL4A3 gene [37]. In that report, some pa-
tients had segmental GBM thinning, but these were not
classified as changes typical for Alport syndrome. Of note,
FSGS is a very common finding, which can be primary or
secondary [38]. It has been reported that patients with a
diagnosis of TBMN and ADAS also presented FSGS [39,
40]. Fogo et al. speculated that some variants could result in
an incomplete penetrance of the Alport syndrome kidney
phenotype, resulting in a varying spectrum of glomerular
lesions with secondary FSGS [41]. In 2018, Braunisch
et al. reported one case who was erroneously considered to
have hereditary FSGS at 28 years and after she developed
hearing impairment at the age of 34 years, and was shown to
have Alport syndrome by genetic analysis [42]. Our data
very strongly support the fact that pathogenesis of the type
IV collagen disease Alport syndrome leads to secondary
changes, which mimic FSGS, but should not be called
FSGS, because this wrong diagnosis is misleading and
might trigger false and harmful immunosuppressive thera-
pies. Thus, the new classification of Alport syndrome by
“the Alport Syndrome Classification Working Group” pub-
lished in 2018 can help to minimize diagnostic confusion of
disorders arising from the COL4A3 or COL4A4 genes [43].

Fig. 3 Effect of RAAS inhibition therapy on kidney survival. a RAAS
inhibition therapy can decrease the risk of CKD 5 and delay the onset age
of CKD 5 in ARAS patients (p = 0.004). No therapy: n = 22; therapy: n =

79. b RAAS inhibition therapy delayed CKD 5 in a time-dependent
manner in ARAS patients (p = 0.002). T-I: n = 9; T-II: n = 65; T-III: n
= 5; no. therapy: n = 22.

Fig. 4 Effect of RAAS inhibition therapy on kidney survival in patients
with different genotype. aNephroprotective effect of RAAS inhibition on
kidney survival in genetically diagnosed ARAS patients (p = 0.236). No
therapy: n = 20; therapy: n = 57. bKidney survival curve between therapy

and no therapy for both patients in group m0 and group m1 + m2. m1 +
m2 therapy: n = 28; m0 therapy: n = 29; m1 + m2 no therapy: n = 10; m0
no therapy: n = 10
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The present study investigated the genotype–phenotype
correlation with regard to the probability and age at onset of
nephrotic-range proteinuria, hearing loss, ocular abnormali-
ties, and CKD 5 between the subgroups of patients with no.
1 and 2 missense variants. Of note, patients without a mis-
sense variant reached CKD 5 earlier, had a higher prevalence
of ocular abnormalities, and had both earlier median age and
higher prevalence of hearing loss and nephrotic-range protein-
uria compared to patients with 1 or 2 missense variants.
Moreover, eGFR declined earlier and faster in patients without
a missense variant. The results indicate that the severity of
disease and the speed of decline of kidney function are nega-
tively correlated with the number of missense variants detect-
ed in ARAS. These data are in agreement with investigations
in patients with XLAS, who also showed a correlation be-
tween type of variant and decline of kidney function [44].

For the first time, our study showed that in patients with
ARAS, CKD 5 can be delayed by RAAS blockade in a time-
dependent manner. Initiation of therapy at an earlier stage of
ARAS resulted in a superior preservation of kidney function.
These nephroprotective effects are in agreement with previous
reports of ACEi-therapy in Alport syndrome, in which the
majority of patients had XLAS [19]. Furthermore, RAAS
blockade in 49 patients with different ARAS genotypes was
less effective in patients without a missense variant, who had a
higher prevalence and earlier age of onset of CKD 5 compared
to patients with at least one missense variant. Collectively,
these results demonstrate that early RAAS blockade delays
onset of CKD 5 in ARAS. These data are in agreement with
the investigation in patients with XLAS, who also showed a
correlation between type of variant and response to
nephroprotective therapy [44].

Therefore, genetic testing should be the priority choice for
diagnosing Alport syndrome. It can benefit Alport patients
from many aspects, such as early diagnosis, determining the
hereditary modes, indicating the likely clinical course and
response to nephroprotective therapy, and genetic counseling.
All these advantages make genetic testing the first option in-
stead of kidney biopsy for Alport patients. However, this does
not mean genetic testing can replace kidney biopsy for all
Alport patients. In some patients with suspected Alport syn-
drome who have no COL4 pathogenic variants identified or
gene variants of uncertain significance, GBM appearance is
critical to determine the necessity of further specialized tests
and diagnosis for them.

Our study has its own limitations. First, one of the inclusion
criteria for patient selection was clinical diagnosis of ARAS
based on typical ultrastructural changes of GBM in patients
and hematuria without proteinuria or CKD 5 in both parents.
This is often correct and helpful to distinguish ARAS from
XLAS, but it can also be missleading in families with a coin-
cidental kidney disease [45] or exclude some ARAS cases, as
parents with a single autosomal variant are at risk of both

hematuria and proteinuria [46]. Second, the low median age
of the cohort and the small number of patients on kidney
replacement therapy prevents us from havingmore robust data
on CKD 5.

In conclusion, this is the largest study conducted to date in
patients with ARAS, including the longest follow-up period
on response to therapy. Our findings demonstrate that clinical
features in patients with ARAS commonly include nephrotic-
range proteinuria and FSGS in advanced stages in children
and young adults. Furthermore, decline of eGFR, and age at
onset of CKD 5, hearing loss, and ocular abnormalities are
strongly correlated with the number of missense variants de-
tected in ARAS. Our study provides further evidence for early
use of nephroprotective RAAS blockade in young patients
with ARAS.
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