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Dimethyl pyrazol-based 
nitrification inhibitors effect on 
nitrifying and denitrifying bacteria 
to mitigate N2O emission
Fernando Torralbo1, Sergio Menéndez   1, Iskander Barrena1, José M. Estavillo1, Daniel 
Marino1,2 & Carmen González-Murua1

Nitrous oxide (N2O) emissions have been increasing as a result of intensive nitrogen (N) fertilisation. 
Soil nitrification and denitrification are the main sources of N2O, and the use of ammonium-based 
fertilisers combined with nitrification inhibitors (NIs) could be useful in mitigating N2O emissions from 
agricultural systems. In this work we looked at the N2O mitigation capacity of two dimethylpyrazol-
based NIs, 3,4-dimethylpyrazole phosphate (DMPP) and 2-(N-3,4-dimethyl-1H-pyrazol-1-yl) succinic 
acid isomeric mixture (DMPSA), on soil nitrifying and denitrifying microbial populations under two 
contrasting soil water contents (40% and 80% soil water filled pore space; WFPS). Our results show 
that DMPP and DMPSA are equally efficient at reducing N2O emissions under 40% WFPS conditions 
by inhibiting bacterial ammonia oxidation. In contrast, at 80% WFPS DMPSA was less efficient than 
DMPP at reducing N2O emissions. Interestingly, at 80% WFPS, where lowered oxygen availability limits 
nitrification, both DMPP and DMPSA not only inhibited nitrification but also stimulated N2O reduction 
to molecular nitrogen (N2) via nitrous oxide reductase activity (Nos activity). Therefore, in this work we 
observed that DMP-based NIs stimulated the reduction of N2O to N2 by nitrous oxide reductase during 
the denitrification process.

Nitrous oxide (N2O) represents an important environmental threat due to its high global warming potential of 
265–298 times greater than carbon dioxide (CO2) with a lifetime of 121 years, together with its involvement in 
the destruction of the ozone layer1. Moreover, its total global emissions to the atmosphere have increased 6% 
since 20051. Soil, both natural and managed, is considered the primary source of N2O in global greenhouse gas 
budgets2. Furthermore, it has been estimated that the agricultural contribution to anthropogenic N2O emissions 
represents around 70–80%1,3. Autotrophic nitrification and heterotrophic denitrification are responsible for most 
of these emissions4. Under aerobic conditions, nitrification is driven by ammonia-oxidising bacteria (AOB) and 
archaea (AOA), which oxidise ammonia (NH3) into hydroxylamine (NH2OH) through the ammonia monoxy-
genase enzyme (AMO) encoded by the amoA gene5. During the nitrification process, N2O can be produced as a 
secondary product. Through nitrifiers denitrification N2O can be also emitted by the reduction of nitrite (NO2

−) 
directly to nitric oxide (NO), N2O or molecular nitrogen (N2)6. However, although both nitrification and denitri-
fication processes can occur in wet soils where there is limited oxygen (O2) availability, the main source of N2O 
is usually the denitrification of nitrate (NO3

−) by denitrifying microbes7. The denitrification pathway consists of 
four sequential reactions initiated by NO3

− reduction and carried out by nitrate reductase (Nar, Nap), followed by 
nitrite reductase (Nir), nitric oxide reductase (Nor), and nitrous oxide reductase (Nos), leading to the generation 
of N2 as an end-product8,9.

In agriculture, the magnitude of N2O emissions depends greatly on both the application of nitrogen (N) fertil-
isers and the effect of edaphoclimatic conditions on microbial activity, including O2 levels as well as temperature, 
pH, and the soil carbon:nitrogen ratio10,11. Nitrification inhibitors (NIs) have been extensively applied to keep N 
available, in the form of ammonium, in the soil for longer periods while lessening NO3

− leaching and mitigat-
ing N2O gas emission12. In this sense, the use of NIs in conjunction with ammonium-based fertilisers has been 
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proposed as an excellent strategy for reducing N2O emissions13–15. A great number of molecules with the capac-
ity to inhibit nitrification have been identified16,17. At present, the commercialised dicyandiamide (DCD) and 
3,4-dimethylpyrazole phosphate (DMPP) are the most widely used NIs. The mode of action of DCD and DMPP 
has not been completely elucidated, but both of them are supposed Cu-selective metal chelators that may remove 
this AMO co-factor, therefore avoiding the oxidation of ammonium (NH4

+) to NO2
−17. Several studies have 

demonstrated similar efficiency for DMPP and DCD in mitigating N2O emissions12. However, DMPP reduces the 
ecotoxicological problems related to DCD, as it is applied at approximately one-tenth lower concentration than 
DCD18,19. Besides, plant capacity to take up DCD has been reported20,21 and indeed, traces of DCD have been 
found in dairy products from cows grazing in grasslands fertilized with DCD22.

The persistence of NIs and their capacity to reduce the microbial oxidation of NH4
+ to NO2

−, thus mitigating 
N2O emissions, have been shown to be affected by soil conditions including soil temperature, moisture23–25 and 
pH26,27. A very recent development is the new DMP-based inhibitor 2-(N-3,4-dimethyl-1H-pyrazol-1-yl) succinic 
acid isomeric mixture (DMPSA). The use of pyrazole compounds as nitrification inhibitors have the disadvantage 
of the highly volatility of pyrazole rings. To confer more stability and reduce pyrazole ring volatility, DMPSA 
holds a succinic residue bonded to the pyrazole ring instead of the more instable phosphate of DMPP. Therefore, 
DMPSA is stable with other fertilizers such as calcium ammonium nitrate or diammonium phosphate that would 
not be able to use with nitrification inhibitors such as DMPP. Both DMPP and DMPSA are structurally very 
similar but it is not still clear if these inhibitors have the same mode of action and efficiency when targeting soil 
nitrifying organisms. In fact, there are almost no studies on DMPSA28,29. To our knowledge, only Huérfano et al.28 
have compared DMPSA and DMPP in a wheat-field. These authors found that both inhibitors exhibited a similar 
N2O-emissions-reducing capacity while maintaining crop yield and quality.

It is accepted that the nitrification inhibition action of DCD and DMPP reduces nitrifying bacterial popula-
tions. This is generally observed as a reduction in amoA gene copy number in AOB, although the effect on AOA 
amoA is less evident17. It is also probable that NIs mitigate N2O emissions through indirectly limiting denitrifica-
tion processes by decreasing the availability of NO3

−23,30,31. Finally, in the framework of reducing N2O emissions 
from agriculture, the last denitrification step by Nos (encoded by nosZ) becomes crucially important since this is 
the only enzyme capable of reducing N2O to N2.

Most studies describing the nosZ gene copy number after the application of NIs are related to organic fer-
tilisation, and there is no consensus on how the nosZ gene abundance is affected. For example, in laboratory 
incubation experiments, Florio et al.30 observed that the application of DMPP jointly with cattle effluent reduced 
nosZ gene abundance. Interestingly, Barrena et al.25 observed an effect of DMPP stimulating nosZ gene abundance 
under 80% water filled pore space (WFPS) conditions. Similarly, Di et al.24 showed that DCD stimulated nosZ 
gene abundance at 130% field capacity. Regarding DMPSA, until now there is no study describing how it affects 
soil microbial populations. Therefore a greater understanding of how these molecules modulate soil microbiota 
to reduce the negative effect associated with nitrogen fertilisation is crucial to optimise fertilisation management.

In this context, the main objectives of this work were to study the effectiveness of DMPSA compared to DMPP 
in mitigating N2O emissions, and to quantify the behaviour of nitrifying and denitrifying microbial populations 
under two contrasting soil water-content conditions (40% and 80% WFPS). Moreover, since NIs are highly effi-
cient at reducing N2O emissions in soils under low oxygen availability; in this work, we also explored the hypoth-
esis that denitrification could be directly affected by DMP-based inhibitors.

Results
DMPP and DMPSA reduced nitrous oxide emissions and ammonium oxidation under both 
WFPS conditions.  Fertilisation with ammonium sulphate (AS) generated a clear N2O emissions peak during 
the first 12 days of incubation (Fig. 1). The magnitude of the N2O emitted was dependent on soil water content, 
since under 80% WFPS greater than ten times more N2O was emitted than at 40% WFPS (Fig. 1A,C). When NIs 
were applied together with AS, almost no N2O was emitted under either soil water content (Fig. 1). However, 
under 80% WFPS conditions, although both NIs reduced N2O emissions, in DMPSA-treated soils the cumulative 
N2O emission was significantly higher than in both the control and DMPP treatments; therefore, DMPP was 
more efficient at 80% WFPS (Fig. 1C,D). The unfertilised control treatments maintained low and constant values 
of both NH4

+ and NO3
− regardless of soil WFPS. The higher nitrification rates expected under the more aerobic 

conditions (40% WFPS) provoked rapid oxidation of NH4
+, which in AS-treated soils dropped to the level of the 

unfertilised-soil after six days of incubation (Fig. 2A). In contrast, the application of NIs led to a higher NH4
+ 

content being maintained until day 16 (Fig. 2A). In agreement with the dynamics of NH4
+ content, the level of 

NO3
− at 40% WFPS in AS-treated soils underwent a faster and more pronounced increase than in those with 

DMPP and DMPSA (Fig. 2B). At 80% WFPS, due to the limited oxygen availability that impairs nitrification, the 
NH4

+ content stayed at relatively high levels until day 14 in all fertilised treatments; however, in the presence of 
NIs the higher NH4

+ content was evident from day 10, and this was maintained until the end of the incubation 
period (Fig. 2C). Nitrate contents remained low throughout the entire experiment in all soils under 80% WFPS 
conditions (Fig. 2D).

Expression and abundance of nitrification and denitrification genes.  To check how the different 
fertilisation regimes were affecting soil bacteria, we measured the expression of nitrifying and denitrifying genes 
in the first days of incubation. Under 40% WFPS conditions, bacterial amoA expression experienced a strik-
ing induction in AS-treated soils concomitant with N2O emissions, and this induction was completely blocked 
when DMPP or DMPSA were applied together with AS (Fig. 3A). Under 80% WFPS conditions, the magnitude 
of bacterial amoA expression in AS-treated soils was almost six times lower than with 40% WFPS on day 4 
(Fig. 3A,B). DMPP also impeded amoA expression induction at 80% WFPS. In contrast, although the expression 
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values recorded with DMPSA were not as high as when only AS was applied, the differences between these two 
treatments were not significant (Fig. 3B).

The expression of the denitrifying genes narG, nirK and nirS did not vary substantially, regardless of the fer-
tilisation type (Supplementary Figure 2). Only nirK expression increased on day 4 after AS fertilisation at 40% 
WFPS (Supplementary Figure 2C). Interestingly, nosZI gene expression was induced 2 days from the onset of the 
incubation, when nitrification inhibitors were applied; this induction was exclusive to the 80% WFPS conditions, 

Figure 1.  Daily (A,C) and cumulative (B,D) N2O emissions at 40% WFPS (A,B) and 80% WFPS (C,D) soil 
microcosms during the experiment. The inset graphs in sub-figures A and C show an amplified view of the 
daily N2O emissions for the first 12 days. For daily emissions, significant differences (p < 0.05) between DMPP 
and DMPSA with respect to AS are represented by * and #, respectively, and significant differences (p < 0.05) 
between DMPP with respect to DMPSA are represented by £. For cumulative emissions, significant differences 
(p < 0.05) are represented by different letters. Values represent the mean ± SE (n = 4). C = unfertilised 
control; AS = ammonium sulphate; DMPP = ammonium sulphate + DMPP; and DMPSA = ammonium 
sulphate + DMPSA.

Figure 2.  Evolution of soil ammonium (A,C) and nitrate content (B,D) at 40% WFPS (A,B) and 80% WFPS 
(C,D). Significant differences (p < 0.05) between DMPP and DMPSA with respect to AS are represented by 
* and #, respectively. Values represent mean ± SE (n = 3). Ammonium content for day 0 represents the total 
amount of NH4

+ added to the samples.
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where denitrification is favoured due to low levels of O2 availability (Fig. 3D). The low intensity of the nosZII 
amplification signal meant we were unable to quantify its expression in any of the fertilisation regimes.

To confirm the results obtained through gene expression analysis, we also quantified the nitrifying and deni-
trifying abundances 16 and 51 days after fertilisation. The abundance of bacteria, quantified as 16S rRNA gene 
copy number per gram of dry soil, did not vary among the fertilised treatments at any of the incubation times 
(Supplementary Figure 3). The abundance of archaea did not vary between treatments at day 16 (Supplementary 
Figure 3C); however, at day 51 under 40% WFPS conditions, archaea abundance in AS-treated soils was lower 
than in the unfertilised control (Supplementary Figure 3D).

Nitrifying microbial abundances (AOB and AOA) were quantified by determining bacterial and archaeal 
amoA gene copy number per gram of dry soil. As shown in Fig. 4A, 16 days after fertilisation and regardless 
of soil WFPS, AS treatment stimulated the AOB population, which was around five times more abundant than 

Figure 3.  Relative expression of bacteria amoA (A,B) and nosZI (C,D) at 40% WFPS (A,C) and 80% WFPS 
(B,D) for the first 8 days. Significant differences (p < 0.05) between DMPP and DMPSA with respect to AS are 
represented by * and #, respectively. Values represent mean ± SE (n = 3).

Figure 4.  Abundance of AOB (A,B) and AOA (C,D) expressed respectively as bacteria and archaea amoA gene 
copy number per gram of dry soil at 40% WFPS (grey bars) and 80% WFPS (black bars), 16 (A,C) and 51 days 
(B,D) after treatment application. Significant differences (p < 0.05) between treatments within each WFPS 
condition are indicated with different letters. Asterisk (*) indicates significant WFPS effect for each fertilised 
treatment (p < 0.05). Values represent the mean ± SE (n = 4). C = unfertilised control; AS = ammonium 
sulphate; DMPP = ammonium sulphate + DMPP; and DMPSA = ammonium sulphate + DMPSA.
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in the unfertilised control. This stimulation was completely abolished when NIs were applied together with the 
fertiliser. Interestingly, the effect of AS on AOB dropped 51 days after fertilisation and was only evident at 40% 
WFPS (Fig. 4B). No differences were detected in AOA abundance among the fertilised treatments, regardless of 
WFPS and incubation time (Fig. 4C,D). The ratio of AOA gene copies over AOB gene copies (AOA/AOB) gives 
us an idea of the response of the community in the microcosm. AOA gene copies was not affected by the addition 
of AS. Nevertheless, NI-treated soils reduced AOB gene copy number, which resulted in a higher ratio AOA/AOB 
than in the soil treated only with AS (Supplementary Figure 4).

Nitrate and nitrite-reducing bacteria were quantified by determining the copy number of narG, nirK 
and nirS genes per gram of dry soil. None of these gene abundances varied between the different treatments 
(Supplementary Figure 5A–F). The abundance of nitrous oxide-reducing bacteria was determined by quantifying 
the nosZI and nosZII gene copy number per gram of dry soil. As shown in Fig. 5, the nosZ gene copy numbers 
did not differ between the fertilised treatments at 40% WFPS. However, 51 days from the onset of the incubation 
at 80% WFPS, the abundance of both genes increased when DMPP or DMPSA were applied together with AS 
(Fig. 5B,D).

The ratio of the sum of nosZI and nosZII gene copies over the sum of nirK and nirS gene copies 
((nosZI + nosZII)/(nirK + nirS)) gives us an idea of potential N2 versus N2O production; a higher ratio means a 
greater potential for N2O reduction32,33. At 80% WFPS, the ratio was higher with DMPP application compared to 
AS treatment, this difference being emphasised at day 51 (Fig. 5E,F). This fact suggests that although the potential 
for completing the denitrification pathway to N2 is enhanced in the presence of both NIs, DMPP is more effective 
than DMPSA at promoting the N2O reduction.

DMPP and DMPSA induce nitrous oxide reductase activity under denitrifying conditions.  In 
order to confirm the effect of DMPP and DMPSA as potential inducers of N2O to N2 reduction under 80% WFPS 
conditions, we aimed to determine the activity of the denitrifying enzymes through a soil incubation experiment 
in denitrifying conditions after nitrate was added in a high concentration to induce the denitrification process. 
As shown in Fig. 6A, Nos activity was inhibited in acetylene-treated bottles; thus, higher N2O emissions were 
detected compared to non-acetylene-treated bottles. In acetylene-treated bottles DMPP had no effect respect to 

Figure 5.  Abundance of nosZI (A,B), nosZII (C,D) expressed as gene copy number per gram of dry soil, 
and the ((nosZI + nosZII)/(nirK + nirS)) ratio (E,F) at 40% WFPS (grey bars) and 80% WFPS (black bars), 
16 (A,C,E) and 51 days (B,D,F) after treatment application. Significant differences (p < 0.05) between 
treatments within each WFPS condition are indicated with different letters. Asterisk (*) indicates significant 
WFPS effect for each fertilised treatment (p < 0.05). Values represent the mean ± SE (n = 4). C = unfertilised 
control; AS = ammonium sulphate; DMPP = ammonium sulphate + DMPP; and DMPSA = ammonium 
sulphate + DMPSA.
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KNO3 control treatment. In contrast, DMPSA addition showed lower N2O emissions in acetylene-treated bottles 
compared to KNO3 control treatment (Fig. 6A). Interestingly, in non-acetylene-treated bottles, where Nos activity 
was active, both DMPP and DMPSA stimulated this activity reducing significantly N2O emissions (Fig. 6B). The 
ratio of acetylene-treated bottles over non-treated ones ((N2O + N2)/N2O) was higher when DMPP or DMPSA 
were applied jointly with KNO3, supporting the hypothesis that these NIs induced the reduction of N2O to N2 
(Fig. 6C). It should be noted that, although acetylene inhibition technique has received several criticisms, for 
instance because it does not completely inhibit the reduction of N2O to N2

34,35, this method is useful for compar-
ative purposes between treatments. In this sense, the absolute values should be taken with care.

Discussion
NIs mode of action is not completely understood; however, it is generally accepted that their function is related to 
the inhibition of the AMO enzyme16,17. The effectiveness of NIs in reducing N2O emissions varies with land use, 
soil type, environmental conditions, and the type of fertiliser employed12,36. Indeed, NIs are also able to decrease 
N2O emissions under low O2 conditions, where the activity of nitrifying bacteria is limited and the main source 
of N2O is denitrification23,24.

Several studies have reported that the efficiency of DMPP in reducing N2O emissions is related to the inhi-
bition of ammonium oxidation associated with AOB control31,37,38. In this work we also observed that DMPP 
reduced N2O emissions to the unfertilised control level (Fig. 1) concomitantly with ammonium oxidation inhibi-
tion (Fig. 2). This was further evidenced by the inhibition of AOB proliferation on day 16 (Fig. 4), and correlation 
analysis indicated that the cumulative N2O emissions (Fig. 1B) were positively correlated with the AOB abun-
dance (r = 0.526, p < 0.05). Huérfano et al.28 observed the same N2O-emission-reducing behaviour of DMPP and 
DMPSA in a wheat field. Here we report a similar effect of both DMPP and DMPSA, observed under 40% WFPS 
conditions. Besides the commonly reported lower AOB population after NI application24,31,37, in this work we also 
found that both DMPP and DMPSA completely blocked the rapid induction of bacterial amoA gene expression 
provoked after fertilisation with AS (Fig. 3A,B). Similar results were also obtained recently when DMPP was 

Figure 6.  Denitrification activity up to N2O + N2 (A) (acetylene) or up to N2O (B) (non-acetylene) and 
nitrous oxide reductase activity (Nos activity) (C) expressed by the ratio of acetylene incubation over non-
acetylene incubation ((N2O + N2)/N2O) in KNO3, KNO3 + DMPP, and KNO3 + DMPSA treatments. Significant 
differences (p > 0.05) are indicated with different letters. Values represent the mean ± SE (n = 4).
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added to soils amended with cattle effluent30, and plant residues39. This evidences the fact that NIs affect AOB, not 
only by inhibiting AMO activity17, but also by regulating amoA transcription. However, NIs were not observed 
to affect amoA from AOA as reported in previous studies24,37,40. Indeed, it has been suggested that the substantial 
cellular and genetic differences between AOB and AOA could explain the minor efficiency of NIs in targeting 
AOA27,40. Finally, as expected, gene expression levels and the gene copy number of denitrification pathway marker 
genes showed no significant variation caused by the use of NIs under 40% WFPS (Supplementary Figures 2, 5), in 
accordance with the specificity of nitrification inhibitors targeting AOB described by Kong et al.41.

When the available oxygen is limited, denitrification is the dominant force responsible for N2O produc-
tion36,42,43. In our study, at 80% WFPS, the near lack of nitrate (Fig. 2D), accompanied by the huge increase in 
N2O emissions with respect to 40% WFPS conditions (Fig. 1), evidences that NO3

− consumption by denitrifiers 
is principally responsible for N2O emission. Nevertheless, nitrification does take place under low oxygen con-
ditions, although at much lower rates44–46. In addition, although not completely understood, NIs have also been 
shown to efficiently mitigate N2O emissions under denitrifying conditions23,25,47,48. In our study, the stimulation 
of AOB abundance after AS application (Fig. 4A), together with amoA gene expression induction (Fig. 3B) and 
NH4

+ content depletion through time (Fig. 2C), corroborates the presence of nitrifying activity at 80% WFPS, 
which provides the substrate for denitrification. However, it must be noticed that the decrease in NH4

+ takes place 
much more slowly than at 40% WFPS (Fig. 2); moreover, amoA induction by AS fertilisation was around 6 times 
lower than at 40% WFPS, evidencing the expected lower nitrification rate under 80% WFPS conditions, where O2 
availability is restricted. At 80% WFPS, both NIs reduced N2O emissions and inhibited nitrification, evidenced 
by the persistence of NH4

+ in the soil (Fig. 2C), together with the decrease in the AOB population (Fig. 4A). 
Surprisingly, DMPSA proved to be less efficient than DMPP at reducing N2O emissions (Fig. 1D). Indeed, no sig-
nificant amoA expression inhibition was observed with DMPSA (Fig. 3B). In view of the low level of nitrification 
induction observed after the application of AS at 80% WFPS, together with the significant efficiency of NIs in 
reducing N2O emissions, the effect of NIs on the denitrification process was analysed in order to corroborate our 
hypothesis that NIs could also be acting on denitrification.

We found that both DMPP and DMPSA stimulated the expression of the nosZI gene at 80% WFPS (Fig. 3D), 
and provoked an increase in the bacterial abundance of both clades of nosZ at the end of the experiment 
(Fig. 5B,D). This induction was not observed in other denitrification pathway genes, since the gene expression 
and gene copy number of narG, nirK and nirS did not vary with the addition of NIs (Supplementary Figures 2, 
5). Recent studies have concluded that one-third of all denitrifiers lack nosZ and their abundance is affected by 
different soil properties32,49. Moreover, the increase in the ((nosZI + nosZII)/(nirK + nirS)) ratio (Fig. 5E,F) sug-
gests specific induction of N2O reduction to N2 in soils treated with DMPP or DMPSA, which must contribute 
to the reduction in N2O emissions observed after the application of both NIs (Fig. 1). Indeed, we found that 
nosZI gene abundance were negatively correlated with N2O emissions (r = −0.373, p < 0.05). This specificity 
in promoting N2O reduction to N2 after adding DMPP or DMPSA at 80% WFPS was confirmed by means of a 
complementary denitrification assay (Fig. 6). Several studies have proposed that elevated NO3

− content increases 
the N2O:N2 ratio50 and the effect of NIs on denitrification is indirect, probably due to the shortage of NO3

−24,30,51. 
In contrast, Barrena et al.25 speculated that DMPP may reduce N2O emissions by inducing either gene expression 
or Nos activity. In agreement with that, in our denitrification assay, which provided the same NO3

− rate in all 
treatments, the reason for the increased N2O reduction to N2 must have been a direct effect of the NIs. Therefore, 
it appears that NIs have an alternative effect on denitrification that provokes a transient induction of nosZ expres-
sion (Fig. 3D), which finally stimulates the complete reduction of N2O to N2 through the action of Nos (Fig. 6). 
Interestingly, the increase in the ((nosZI + nosZII)/(nirK + nirS)) ratio was lower with DMPSA than with DMPP 
(Fig. 5) and this was in complete agreement with the lower efficiency of DMPSA compared to DMPP in mitigat-
ing N2O emissions at 80% WFPS (Fig. 1D). In line with our results, Hatch et al.47 observed that N2O production 
decreased during anaerobic soil incubation with DMPP, concomitant with an increase in N2 production, com-
pared to non-DMPP-treated soils.

Interestingly, the action of other types of soil amendments with the capacity to reduce N2O emissions, such 
as biochar, has also been related to a rapid and transient induction of nosZ gene expression46. Overall, our results 
evidence the fact that the decrease in N2O emissions from NI-treated soils at 80% WFPS is not only caused by 
nitrification inhibition but also by the stimulation of N2O reduction to N2 by nitrous oxide reductase during the 
denitrification process. Our results therefore lead the way towards future studies on the mechanisms underly-
ing the direct effect of DMP-based NIs over nitrous oxide reductase enzymes and nosZ gene induction. On the 
other hand, although in presence of acetylene the differences found after NIs addition were much higher than in 
non-acetylene-treated bottles (Fig. 6A,B), DMPSA showed a significant reduction in the (N2O + N2) production 
level. Therefore, this result suggests a potential specific effect of DMPSA on previous denitrification steps that 
worth to be also explored in future studies.

To our knowledge, this work is the first microcosm study using DMPSA and the first description of the effect 
of DMPSA on populations of soil microbes. As stated above, we observed that DMPSA and DMPP behaved dif-
ferently under 80% WFPS conditions. Both molecules are structurally similar and it is difficult to comprehend 
why the presence of a phosphate compared to a succinic group should have this kind of impact on inhibitor effi-
ciency. In this sense, further work focusing on the mechanism of action of these NIs is essential to elucidate how 
DMPSA and DMPP behave in the soil.

Methods
Soil sampling and experiment setup.  Soil was collected in June 2014, from a 0–30 cm layer of clay 
loam soil in a wheat field (Table 1), in the Basque Country (Spain). In the laboratory, any roots and stones were 
removed and the soil was passed through a 2 mm sieve. After this, it was air-dried, homogenised and kept at 4 °C 
until the start of the experiment. In order to reactivate the soil microorganisms, fourteen days prior to the onset 
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of treatments, the soil was rehydrated with deionised water up to 10% below the final water filled pore space 
(WFPS) and activated by adding 500 mg of carbon in the form of glucose, and 3 mg of NH4NO3 per kg of dry 
soil (equivalent to 10 kg N ha−1)23,52. The experiment was set up as a soil microcosm incubation study. 272 1 litre 
glass flasks were prepared with 300 g of dried soil per flask; 3 technical replicates per treatment and time point 
were sampled destructively for mineral N and pH determinations (a total of 240 bottles), and the remaining 32 
flasks were used for N2O emissions and soil nitrifying and denitrifying bacterial population analyses (4 techni-
cal replicates per treatment). The trial was designed as a split plot arrangement in which eight treatments were 
established as a result of combining the different soil water content and fertilisers. The treatments were: unfer-
tilised control (C); ammonium sulphate (AS); AS + DMPP (DMPP); and AS + DMPSA (DMPSA). Ammonium 
sulphate [(NH4)2SO4] was applied at a rate of 42.8 mg N kg−1 dry soil (equivalent to 140 kg N ha−1); DMPP and 
DMPSA (EuroChem Agro Iberia S.L.) were both added at 1% of applied N. In order to achieve a homogeneous 
distribution of the fertilisers in the soil, the AS (with or without inhibitor) was dissolved in deionised water, and 
subsequently 5 ml were added to the corresponding treatments. For unfertilised treatments, 5 ml of deionised 
water were added. Each treatment was then subdivided into two sub-treatments with different moisture con-
ditions expressed as water filled pore space (WFPS 40% and 80%). Water was added to every flask in order to 
reach the humidity defined for each soil water content according to the equation by Aulakh et al.53: [(gravimetric 
water content X soil bulk density)/total soil porosity], where soil porosity = [1 — (soil bulk density/particle den-
sity)], soil bulk density = 1.14 g cm−3, and particle density is assumed to be 2.65 g cm−3. In order to maintain the 
humidity while allowing gas diffusion, the flasks were covered with Parafilm (Oshkosh, WI, USA) throughout 
the entire study. Twice per week each flask was weighed to check the soil water content, deionised water being 
added whenever necessary. The microcosms were incubated in the dark at 20 °C throughout the 51 days of the 
experimental period.

N2O emissions measurement.  Daily N2O emissions were determined every two days for the first 16 days, 
as well as on days 31 and 51. To do this, four independent flasks for each microcosm treatment were closed her-
metically and 20 ml of gas from the atmosphere of the hermetic flasks were sampled after 30, 60 and 90 minutes, 
and stored at pressure in 12 ml vials for later N2O analysis. Emission rates were calculated taking into account the 
increased concentration of N2O during the 90 minutes of incubation. The gas samples were analysed an Agilent 
7890 A gas chromatograph (GC; Agilent Technologies, Santa Clara, CA, USA) equipped with an electron-capture 
detector (ECD). The gas samples were injected into a capillary column (IA KRCIAES 6017: 240 °C, 30 m × 320 µm) 
by means of a headspace auto-sampler (Teledyne Tekmar HT3, Mason, OH, USA) connected to the GC. On every 
measurement day, N2O standards were analysed as internal controls. Cumulative N2O production throughout 
the entire experiment was calculated by multiplying the length of time between two measurements by the average 
emissions rate for that period, and adding that amount to the previously accumulated N2O.

Geochemical analyses.  In order to monitor soil pH and mineral nitrogen (NH4
+ and NO3

−), three samples 
per treatment and time point were sampled, each from an independent flask. Soil pH is a key factor affecting bio-
logical processes as well as the diversity and structure of bacterial populations54, and the addition of DMPP may 
affect this pH55. For this reason, we monitored the evolution of soil pH throughout the entire incubation period. 
To determine soil pH, 10 g of dry soil were suspended in deionised water (1:2, w:v) and shaken for an hour at 
165 rpm (KS501D, IKA, Staufen, Germany) to properly homogenise the mixture. Soil suspensions were left to 
settle for 30 min, to decant the particles, and the pH was determined from the solution. No significant differences 
were observed between the fertilised treatments (Supplementary Figure 1).

To analyse soil mineral nitrogen, 100 g of dry soil were mixed with 1 M KCl (1:2, w:v) and shaken for an hour 
at 165 rpm to properly homogenise the mixture. This soil solution was filtered twice; first through Whatman no. 
1 filter paper (GE Healthcare, Little Chalfont, Buckinghamshire, UK), and then through Sep-Pak Classic C18 
Cartridges 125 Å pore size (Waters, Milford, MA, USA) to eliminate organic carbon. The filtered soil solution was 
used to determine the NO3

− content, as described by Cawse56, and NH4
+ content using the Berthelot method57.

Soil texture

Sand (%) 36

Silt (%) 28

Clay (%) 36

Soil chemical properties

pH 8,4

OM (%) 2,9

N (%) 0,23

C:N 7,31

Carbonate (%) 2,01

P (ppm) 106

Ca (ppm) 1295

Mg (ppm) 171,4

K (ppm) 516

Table 1.  Physical and chemical properties of the soil (0–30 cm depth). Sieved and homogenized soil was used as 
a single pool to set up the experiment. OM means organic matter.
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Nucleic acid isolation.  Ten grams of soil were collected from the same flasks as used for N2O determination 
on each measurement day, immediately frozen in liquid nitrogen and stored at −80 °C until use. To quantify 
bacterial populations, DNA was extracted from 0.25 g of soil using the PowerSoil DNA Isolation Kit (MO BIO 
Laboratories, Carlsbad, USA) following the manufacturer’s recommendations. DNA was quantified spectopho-
tometrically (Nanodrop, Thermo Scientific, Walthan, MA, USA). For total RNA isolation, 1.5 g of frozen soil 
was extracted with a RNA PowerSoil Total RNA Isolation Kit following the manufacturer’s protocol (MO BIO 
Laboratories, Carlsbad, USA). The quantity of RNA was determined spectrophotometrically using a NanoDrop 
(Thermo Scientific), and the RNA was quality checked with a Bioanalyzer 2100 (Agilent Technologies). For each 
sample, 100 ng of RNA were retrotranscribed into complementary DNA using the PrimeScript™ RT reagent Kit 
(Takara-Bio Inc., Otsu, Shiga, Japan). The absence of contamination with genomic DNA was tested in all RNA 
samples by PCR using 16S rRNA gene primers.

Quantification of nitrifying and denitrifying gene abundance and expression analysis using 
qPCR.  Total bacterial and archaeal abundances (16S rRNA), and genes involved in nitrification (amoA) and 
denitrification (narG, nirK, nirS, nosZI and nosZII), were amplified by qPCR using SYBR® Premix Ex Taq™ 
II (Takara-Bio Inc.) using StepOnePlus™ Real-Time PCR System and StepOnePlus™ Software v2.3 (Thermo 
Scientific). Detailed information about gene-specific qPCR primers, thermal programs and plasmid standard effi-
ciencies are refereed in Supplementary Table 1. Standard curves were prepared from serial dilutions of 107 to 102 
gene copies µl−1 linearised p-GEMT plasmids with insertions of target gene fragments (Promega Corporation, 
Madison, WI, USA), following the equations detailed in Correa-Galeote et al.58. The copy number of target genes 
per gram of dry soil was calculated from the equation: [(number of target gene copies per reaction X volume of 
DNA extracted)/(volume of DNA used per reaction X gram of dry soil extracted)] described in Behrens et al.59. 
To determine gene expression levels, the same primers and PCR programs were used (Supplementary Table 1). 
Target gene expression was quantified relative to 16S rRNA gene expression calculated with the 2−∆∆Ct method, 
using the unfertilised soil as calibrator.

Denitrification assay.  In order to determine the effect of both NIs on the nitrous oxide reductase activity 
(Nos activity), 100 g of dried soil were loaded into 500 ml bottles. The treatments applied were: potassium nitrate 
(KNO3), KNO3 + DMPP, and KNO3 + DMPSA. In order to favour the denitrification, KNO3 was applied at a high 
rate of 300 mg N kg−1 dry soil, NIs were added at 1% of N applied, glucose was added at a rate of 180 mg Kg−1 dry 
soil and the humidity was adjusted to 80% WFPS. The bottles were maintained in the dark at 20 °C and measure-
ments were made 0, 24, and 48 hours after fertilisation. At each time point, 8 bottles per treatment were closed 
hermetically with rubber septa (Sigma-Aldrich, Inc, USA) and the inner atmospheric headspace was evacuated 
and fluxed with N2 three consecutive times to create an anoxic environment and thus, impel denitrification. To 
inhibit Nos activity, in four bottles per treatment 10% of the atmosphere was replaced with acetylene (C2H2)60. 
Then, 5 ml of gas from the headspace of each bottle, either with or without added C2H2, were sampled 30, 60 and 
90 min after the C2H2 had been added. Finally, the samples were measured by GC, as detailed previously. The N2O 
production throughout the entire experiment was represented as cumulative emission of N2O.

Statistical analyses.  The data was analysed using the IBM SPSS statistics 22 software (Armonk, NY, USA). 
Normality and homogeneity of variance were analysed using the Kolmogorov-Smirnov and Levene tests. Analysis 
of significant differences in daily N2O emissions, mineral nitrogen, and gene expression levels was carried out by 
comparison of means (t-test). For bacterial gene copy number, N2O cumulative emissions and denitrification 
assay, significant differences between treatments were analysed using one-way ANOVA with a Duncan post hoc 
test. Additional details and significance levels are described in the figure captions.

References
	 1.	 Intergovernmental Panel on Climate Change (IPCC). In: Stocker, T. F. et al. (Eds), Climate Change2013: the Physical Science Basis. 

Contribution of Working Group I to the Fifth Assessment Report of the Intergovernmental Panel on Climate Change. Cambridge, 
United Kingdom and New York, NY, USA, pp. 659–740 (Cambridge University Press 2013).

	 2.	 Syakila, A., Kroeze, C. & Slomp, C. P. Neglecting sinks for N2O at the earth’s surface: does it matter? J. Integr. Environ. Sci. 7, 79–87 
(2010).

	 3.	 Ussiri, D., Lal, R. & Jarecki, M. K. Nitrous oxide and methane emissions from long-term tillage under a continuous corn cropping 
system in Ohio. Soil Tillage Res. 104, 247–255 (2009).

	 4.	 Braker, G. & Conrad, R. Diversity, structure, and size of N2O-producing microbial communities in soils - what matters for their 
functioning? Adv. Appl. Microbiol. 75, 33–70 (2011).

	 5.	 Arp, D. J. & Stein, L. Y. Metabolism of inorganic N compounds by ammonia-oxidizing bacteria. Crit. Rev. Biochem. Mol. Biol. 38, 
471–495 (2003).

	 6.	 Wrage, N., Velthof, G. L., Van Beusichem, M. L. & Oenema, O. Role of nitrifier denitrification in the production of nitrous oxide. Soil 
Biol. Biochem. 33, 1723–1732 (2001).

	 7.	 Li, X., Sørensen, P., Olesen, J. E. & Petersen, S. O. Evidence for denitrification as main source of N2O emission from residue-
amended soil. Soil Biol. Biochem. 92, 153–160 (2016).

	 8.	 Zumft, W. Cell biology and molecular basis of denitrification. Cell Biol. Mol. Basis Denitrification 61, 533–616 (1997).
	 9.	 Philippot, L. & Hallin, S. Finding the missing link between diversity and activity using denitrifying bacteria as a model functional 

community. Curr. Opin. Microbiol. 8, 234–239 (2005).
	10.	 Sanz-Cobena, A. et al. Strategies for greenhouse gas emissions mitigation in Mediterranean agriculture: A review. Agric. Ecosyst. 

Environ. 238, 5–24 (2017).
	11.	 Benckiser, G., Schartel, T. & Weiske, A. Control of NO3

− and N2O emissions in agroecosystems: A review. Agron. Sustain. Dev. 35, 
1059–1074 (2015).

	12.	 Yang, M., Fang, Y., Sun, D. & Shi, Y. Efficiency of two nitrification inhibitors (dicyandiamide and 3,4-dimethypyrazole phosphate) 
on soil nitrogen transformations and plant productivity: a meta-analysis. Sci. Rep. 6, 22075 (2016).

	13.	 Menéndez, S., Merino, P., Pinto, M., González-Murua, C. & Estavillo, J. M. 3,4-Dimethylpyrazol phosphate effect on nitrous oxide, 
nitric oxide, ammonia, and carbon dioxide emissions from grasslands. J. Environ. Qual. 35, 973–81 (2006).

http://1
http://1


www.nature.com/scientificreports/

1 0SCIEnTIFIC REpOrTS | 7: 13810  | DOI:10.1038/s41598-017-14225-y

	14.	 Pfab, H. et al. Influence of a nitrification inhibitor and of placed N-fertilization on N2O fluxes from a vegetable cropped loamy soil. 
Agric. Ecosyst. Environ. 150, 91–101 (2012).

	15.	 Huérfano, X. et al. Splitting the application of 3,4-dimethylpyrazole phosphate (DMPP): Influence on greenhouse gases emissions 
and wheat yield and quality under humid Mediterranean conditions. Eur. J. Agron. 64, 47–57 (2015).

	16.	 Subbarao, G. V. et al. A paradigm shift towards low-nitrifying production systems: The role of biological nitrification inhibition 
(BNI). Ann. Bot. 112, 297–316 (2013).

	17.	 Ruser, R. & Schulz, R. The effect of nitrification inhibitors on the nitrous oxide (N2O) release from agricultural soils-a review. J. Plant 
Nutr. Soil Sci. 178, 171–188 (2015).

	18.	 Zerulla, W. et al. 3,4-Dimethylpyrazole phosphate (DMPP) - A new nitrification inhibitor for agriculture and horticulture. Biol. 
Fertil. Soils 34, 79–84 (2001).

	19.	 Macadam, X. M. B. et al. Dicyandiamide and 3,4-dimethyl pyrazole phosphate decrease N2O emissions from grassland but 
dicyandiamide produces deleterious effects in clover. J. Plant Physiol. 160, 1517–1523 (2003).

	20.	 Marsden, K. A., Scowen, M., Hill, P. W., Jones, D. L. & Chadwick, D. R. Plant acquisition and metabolism of the synthetic nitrification 
inhibitor dicyandiamide and naturally-occurring guanidine from agricultural soils. Plant Soil 395, 201–214 (2015).

	21.	 Pal, P., McMillan, A. M. S. & Saggar, S. Pathways of dicyandiamide uptake in pasture plants: a laboratory study. Biol. Fertil. Soils 52, 
539–546 (2016).

	22.	 Chen, X. H., Zhou, L. X., Zhao, Y. G., Pan, S. D. & Jin, M. C. Application of nanoring amino-functionalized magnetic polymer 
dispersive micro-solid-phase extraction and ultra fast liquid chromatography-tandem mass spectrometry in dicyandiamide residue 
analysis of powdered milk. Talanta 119, 187–192 (2014).

	23.	 Menéndez, S., Barrena, I., Setien, I., González-Murua, C. & Estavillo, J. M. Efficiency of nitrification inhibitor DMPP to reduce 
nitrous oxide emissions under different temperature and moisture conditions. Soil Biol. Biochem. 53, 82–89 (2012).

	24.	 Di, H. J., Cameron, K. C., Podolyan, A. & Robinson, A. Effect of soil moisture status and a nitrification inhibitor, dicyandiamide, on 
ammonia oxidizer and denitrifier growth and nitrous oxide emissions in a grassland soil. Soil Biol. Biochem. 73, 59–68 (2014).

	25.	 Barrena, I. et al. Soil water content modulates the effect of the nitrification inhibitor 3,4-Dimethylpyrazole Phosphate (DMPP) on 
nitrifying and denitrifying bacteria. Geoderma 303, 1–8 (2017).

	26.	 Shi, X. et al. Response of ammonia oxidizers and denitrifiers to repeated applications of a nitrification inhibitor and a urease 
inhibitor in two pasture soils. J. Soils Sediments 17, 974–984 (2016).

	27.	 Shi, X., Hu, H., He, J., Chen, D. & Suter, H. C. Effects of 3,4-dimethylpyrazole phosphate (DMPP) on nitrification and the abundance 
and community composition of soil ammonia oxidizers in three land uses. Biol. Fertil. Soils 52, 927–939 (2016).

	28.	 Huérfano, X. et al. The new nitrification inhibitor 3,4-dimethylpyrazole succinic (DMPSA) as an alternative to DMPP for reducing 
N2O emissions from wheat crops under humid Mediterranean conditions. Eur. J. Agron. 80, 78–87 (2016).

	29.	 Guardia, G. et al. Effect of inhibitors and fertigation strategies on GHG emissions, NO fluxes and yield in irrigated maize. F. Crop. 
Res. 204, 135–145 (2017).

	30.	 Florio, A., Clark, I. M., Hirsch, P. R., Jhurreea, D. & Benedetti, A. Effects of the nitrification inhibitor 3,4-dimethylpyrazole 
phosphate (DMPP) on abundance and activity of ammonia oxidizers in soil. Biol. Fertil. Soils 50, 795–807 (2014).

	31.	 Kou, Y. P., Wei, K., Chen, G. X., Wang, Z. Y. & Xu, H. Effects of 3,4-dimethylpyrazole phosphate and dicyandiamide on nitrous oxide 
emission in a greenhouse vegetable soil. Plant, Soil Environ. 61, 29–35 (2015).

	32.	 Philippot, L., Andert, J., Jones, C. M., Bru, D. & Hallin, S. Importance of denitrifiers lacking the genes encoding the nitrous oxide 
reductase for N2O emissions from soil. Glob. Chang. Biol. 17, 1497–1504 (2011).

	33.	 Brenzinger, K., Dörsch, P. & Braker, G. pH-driven shifts in overall and transcriptionally active denitrifiers control gaseous product 
stoichiometry in growth experiments with extracted bacteria from soil. Front. Microbiol. 6, 1–11 (2015).

	34.	 Qin, S., Hu, C. & Oenema, O. Quantifying the underestimation of soil denitrification potential as determined bythe acetylene 
inhibition method. Soil Biol. Biochem. 47, 14–17 (2012).

	35.	 Qin, S. et al. Determination of potential N2O-reductase activity in soil. Soil Biol. Biochem. 70, 205–210 (2014).
	36.	 Gilsanz, C., Báez, D., Misselbrook, T. H., Dhanoa, M. S. & Cárdenas, L. M. Development of emission factors and efficiency of two 

nitrification inhibitors, DCD and DMPP. Agric. Ecosyst. Environ. 216, 1–8 (2016).
	37.	 Di, H. J. & Cameron, K. C. Inhibition of ammonium oxidation by a liquid formulation of 3,4-Dimethylpyrazole phosphate (DMPP) 

compared with a dicyandiamide (DCD) solution in six new Zealand grazed grassland soils. J. Soils Sediments 11, 1032–1039 (2011).
	38.	 Chen, Q. et al. Comparative effects of 3,4-dimethylpyrazole phosphate (DMPP) and dicyandiamide (DCD) on ammonia-oxidizing 

bacteria and archaea in a vegetable soil. Appl. Microbiol. Biotechnol. 99, 477–487 (2014).
	39.	 Duan, Y.-F. et al. Microbial N transformations and N2O emission after simulated grassland cultivation: effects of the nitrification 

inhibitor 3,4-dimethylpyrazole phosphate (DMPP). Appl. Environ. Microbiol. 83, e02019–16, https://doi.org/10.1128/AEM.02019-
16 (2017).

	40.	 Shen, T., Stieglmeier, M., Dai, J., Urich, T. & Schleper, C. Responses of the terrestrial ammonia-oxidizing archaeon Ca. Nitrososphaera 
viennensis and the ammonia-oxidizing bacterium Nitrosospira multiformis to nitrification inhibitors. FEMS Microbiol. Lett. 344, 
121–129 (2013).

	41.	 Kong, X., Duan, Y., Schramm, A., Eriksen, J. & Petersen, S. O. 3,4-Dimethylpyrazole phosphate (DMPP) reduces activity of ammonia 
oxidizers without adverse effects on non-target soil microorganisms and functions. Appl. Soil Ecol. 105, 67–75 (2016).

	42.	 Khalil, K., Mary, B. & Renault, P. Nitrous oxide production by nitrification and denitrification in soil aggregates as affected by O2 
concentration. Soil Biol. Biochem. 36, 687–699 (2004).

	43.	 Butterbach-Bahl, K., Baggs, E. M., Dannenmann, M., Kiese, R. & Zechmeister-Boltenstern, S. Nitrous oxide emissions from soils: 
how well do we understand the processes and their controls? Philos. Trans. R. Soc. Lond. B. Biol. Sci. 368, 20130122 (2013).

	44.	 McTaggart, I. P. & Tsuruta, H. The influence of controlled release fertilisers and the form of applied fertiliser nitrogen on nitrous 
oxide emissions from an andosol. Nutr. Cycl. Agroecosystems 67, 47–54 (2003).

	45.	 Menéndez, S. et al. Long-term effect of tillage, crop rotation and N fertilization to wheat on gaseous emissions under rainfed 
Mediterranean conditions. Eur. J. Agron. 28, 559–569 (2008).

	46.	 Harter, J. et al. Linking N2O emissions from biochar-amended soil to the structure and function of the N-cycling microbial 
community. ISME J. 8, 660–674 (2014).

	47.	 Hatch, D. et al. Laboratory study of the effects of two nitrification inhibitors on greenhouse gas emissions from a slurry-treated 
arable soil: Impact of diurnal temperature cycle. Biol. Fertil. Soils 41, 225–232 (2005).

	48.	 Wu, D. et al. Nitrification inhibitors mitigate N2O emissions more effectively under straw-induced conditions favoring 
denitrification. Soil Biol. Biochem. 104, 197–207 (2017).

	49.	 Domeignoz-Horta, L. A. et al. The diversity of the N2O reducers matters for the N2O:N2 denitrification end-product ratio across an 
annual and a perennial cropping system. Front. Microbiol. 6 (2015).

	50.	 Saggar, S. et al. Denitrification and N2O:N2 production in temperate grasslands: Processes, measurements, modelling and mitigating 
negative impacts. Sci. Total Environ. 465, 173–195 (2013).

	51.	 Müller, C., Stevens, R. J., Laughlin, R. J., Azam, F. & Ottow, J. C. G. The nitrification inhibitor DMPP had no effect on denitrifying 
enzyme activity. Soil Biol. Biochem. 34, 1825–1827 (2002).

	52.	 Singh, B. P., Hatton, B. J., Balwant, S., Cowie, A. L. & Kathuri, A. Influence of biochars on nitrous oxide emission and nitrogen 
leaching from two contrasting soils. J. Environ. Qual. 39, 1224–35 (2010).

http://dx.doi.org/10.1128/AEM.02019-16
http://dx.doi.org/10.1128/AEM.02019-16


www.nature.com/scientificreports/

1 1SCIEnTIFIC REpOrTS | 7: 13810  | DOI:10.1038/s41598-017-14225-y

	53.	 Aulakh, M. S., Doran, J. W., Walters, D. T., Mosier, A. R. & Francis, D. D. Crop residue type and placement effects on denitrification 
and mineralization. Soil Sci. Soc. Am. J. 55, 1020–1025 (1991).

	54.	 Šimek, M. & Cooper, J. E. The influence of soil pH on denitrification: Progress towards the understanding of this interaction over the 
last 50 years. Eur. J. Soil Sci. 53, 345–354 (2002).

	55.	 Liu, R., Hayden, H., Suter, H. C., He, J. & Chen, D. The effect of nitrification inhibitors in reducing nitrification and the ammonia 
oxidizer population in three contrasting soils. J. Soils Sediments 15, 1113–1118 (2015).

	56.	 Cawse, P. A. The determination of nitrate in soil solutions by ultraviolet spectrophotometry. Analyst 92, 311–315 (1967).
	57.	 Patton, C. J. & Crouch, S. R. Spectrophotometric and kinetics investigation of the Berthelot reaction for the determination of 

ammonia. Anal. Chem. 49, 464–469 (1977).
	58.	 Correa-Galeote, D., Tortosa, G. & Bedmar, E. J. Determination of Denitrification Genes Abundance in Environmental Samples. 

Metagenomics 2, 1–14 (2013).
	59.	 Behrens, S. et al. Monitoring abundance and expression of ‘Dehalococcoides’ species chloroethene-reductive dehalogenases in a 

tetrachloroethene-dechlorinating flow column. Appl. Environ. Microbiol. 74, 5695–5703 (2008).
	60.	 Yoshinari, T., Hynes, R. & Knowles, R. Acetylene inhibition of nitrous oxide reduction and measurement of denitrification and 

nitrogen fixation in soil. Soil Biol. Biochem. 9, 177–183 (1977).

Acknowledgements
We thank Eulogio Bedmar from Estación Experimental del Zaidín-CSIC for the loan of pGEMT vectors 
harbouring bacterial 16S rRNA, amoA, narG, nirK and nosZI amplicons. This project was funded by the Spanish 
Government MINECO/FEDER-UE (AGL2015-64582-02-R), and by the Basque Government (IT-932-16). F.T. 
held a grant from the Ministry of Economy and Competitiveness of the Spanish Government.

Author Contributions
D.M. and C.G.M. contributed equally to this work and experimental design. F.T., I.B., S.M. performed the 
experiments. F.T., S.M., J.M.E., D.M. and C.G.M. analysed data, F.T., D.M., and C.G.M drafted the paper. All the 
authors contributed to the discussion of the results and the final edition of the manuscript.

Additional Information
Supplementary information accompanies this paper at https://doi.org/10.1038/s41598-017-14225-y.
Competing Interests: The authors declare that they have no competing interests.
Publisher's note: Springer Nature remains neutral with regard to jurisdictional claims in published maps and 
institutional affiliations.

Open Access This article is licensed under a Creative Commons Attribution 4.0 International 
License, which permits use, sharing, adaptation, distribution and reproduction in any medium or 

format, as long as you give appropriate credit to the original author(s) and the source, provide a link to the Cre-
ative Commons license, and indicate if changes were made. The images or other third party material in this 
article are included in the article’s Creative Commons license, unless indicated otherwise in a credit line to the 
material. If material is not included in the article’s Creative Commons license and your intended use is not per-
mitted by statutory regulation or exceeds the permitted use, you will need to obtain permission directly from the 
copyright holder. To view a copy of this license, visit http://creativecommons.org/licenses/by/4.0/.
 
© The Author(s) 2017

http://dx.doi.org/10.1038/s41598-017-14225-y
http://creativecommons.org/licenses/by/4.0/

	Dimethyl pyrazol-based nitrification inhibitors effect on nitrifying and denitrifying bacteria to mitigate N2O emission

	Results

	DMPP and DMPSA reduced nitrous oxide emissions and ammonium oxidation under both WFPS conditions. 
	Expression and abundance of nitrification and denitrification genes. 
	DMPP and DMPSA induce nitrous oxide reductase activity under denitrifying conditions. 

	Discussion

	Methods

	Soil sampling and experiment setup. 
	N2O emissions measurement. 
	Geochemical analyses. 
	Nucleic acid isolation. 
	Quantification of nitrifying and denitrifying gene abundance and expression analysis using qPCR. 
	Denitrification assay. 
	Statistical analyses. 

	Acknowledgements

	Figure 1 Daily (A,C) and cumulative (B,D) N2O emissions at 40% WFPS (A,B) and 80% WFPS (C,D) soil microcosms during the experiment.
	Figure 2 Evolution of soil ammonium (A,C) and nitrate content (B,D) at 40% WFPS (A,B) and 80% WFPS (C,D).
	Figure 3 Relative expression of bacteria amoA (A,B) and nosZI (C,D) at 40% WFPS (A,C) and 80% WFPS (B,D) for the first 8 days.
	Figure 4 Abundance of AOB (A,B) and AOA (C,D) expressed respectively as bacteria and archaea amoA gene copy number per gram of dry soil at 40% WFPS (grey bars) and 80% WFPS (black bars), 16 (A,C) and 51 days (B,D) after treatment application.
	Figure 5 Abundance of nosZI (A,B), nosZII (C,D) expressed as gene copy number per gram of dry soil, and the ((nosZI + nosZII)/(nirK + nirS)) ratio (E,F) at 40% WFPS (grey bars) and 80% WFPS (black bars), 16 (A,C,E) and 51 days (B,D,F) after treatment appl
	Figure 6 Denitrification activity up to N2O + N2 (A) (acetylene) or up to N2O (B) (non-acetylene) and nitrous oxide reductase activity (Nos activity) (C) expressed by the ratio of acetylene incubation over non-acetylene incubation ((N2O + N2)/N2O) in KNO3
	Table 1 Physical and chemical properties of the soil (0–30 cm depth).




