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Abstract: Telomeres are DNA-protein complexes that cap and protect the ends of linear chromosomes.
In almost all species, telomeric DNA has a G/C strand bias, and the short tandem repeats of the
G-rich strand have the capacity to form into secondary structures in vitro, such as four-stranded
G-quadruplexes. This has long prompted speculation that G-quadruplexes play a positive role in
telomere biology, resulting in selection for G-rich tandem telomere repeats during evolution. There is
some evidence that G-quadruplexes at telomeres may play a protective capping role, at least in yeast,
and that they may positively affect telomere maintenance by either the enzyme telomerase or by
recombination-based mechanisms. On the other hand, G-quadruplex formation in telomeric DNA,
as elsewhere in the genome, can form an impediment to DNA replication and a source of genome
instability. This review summarizes recent evidence for the in vivo existence of G-quadruplexes at
telomeres, with a focus on human telomeres, and highlights some of the many unanswered questions
regarding the location, form, and functions of these structures.
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1. Introduction

Telomeres are the DNA-protein complexes that cap the ends of linear eukaryotic chromosomes.
In many species, telomeric DNA consists of tandem copies of a short guanine-rich repeat, containing a
run of two to four consecutive guanines [1]. The telomere repeat sequence in vertebrates, trypanosomes,
some fungi and some slime molds is TTAGGG. Many ciliated protozoa have repeats containing four
guanines, while budding yeast tend to have longer and more irregular repeats [1]. One of the primary
functions of telomeres, first recognized in the 1930s by Hermann Muller and Barbara McClintock in
experiments with Drosophila and maize, respectively [2,3], is to distinguish natural chromosome ends
from broken chromosomes, and thus protect the ends from DNA repair mechanisms leading to repair,
recombination and fusion. Telomeres also serve as a gene-free buffer against the “end replication
problem”, i.e., the inability of DNA polymerases to copy the very ends of chromosomes [4–6]. The latter
property results in shortening of telomeres over time in human somatic cells [7]; unicellular organisms,
germ cells, stem cells and most cancer cells have mechanisms to counteract this shortening, usually
using the ribonucleoprotein enzyme telomerase [8–11].

Telomeres comprise a double-stranded region, of several kilobases (kb) in length in humans,
terminating in a single-stranded overhang of the G-rich sequence. The discovery of the high conservation of
G-rich sequences at telomeres suggested that the guanines may participate in secondary structures [12–14],
and the first such structures were identified using single-stranded oligonucleotides representing the
telomere sequences of ciliated protozoa [15–17]. It was found that, like other G-rich sequences [18], these
telomeric sequences form into G-quadruplex (or G4) structures, in which four guanines form a planar
array stabilized by Hoogsteen base-pairing (a G-quartet) [19], and multiple G-quartets stack on each other
to form a stable, compact structure [16,17]. The ability of telomeric sequences to form into G-quadruplexes
in vitro is conserved in highly divergent organisms, including other unicellular eukaryotes such as
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Plasmodium [20] and Giardia [21], humans and other organisms with the TTAGGG repeat [22,23], plants
such as Arabidopsis [24,25], the budding yeast Saccharomyces cerevisiae [24,26] and invertebrates including
the silkworm Bombyx mori [27]. Indeed, a systematic analysis of telomeric sequences from 15 divergent
species showed that almost all of them have the capacity to form G-quadruplexes in vitro [24]. The only
exceptions were two-guanine repeats from the yeasts Schizosaccharomyces pombe and Candida guillermondii,
but these organisms have irregular telomere repeat sequences, and other S. pombe repeat permutations
containing 3–4 guanines do form G-quadruplexes [28].

It is now more than 30 years since telomeric sequences were shown to form into secondary
structures in vitro, yet many questions regarding the biological implications of this observation remain.
This short review will highlight some of the many outstanding questions and areas for further research,
particularly relating to the existence and functions of telomeric G-quadruplexes in human cells.

2. Direct Evidence for the Formation of G-Quadruplexes at Telomeres

The first direct evidence for the formation of G-quadruplexes at telomeres in vivo came from
studies of ciliated protozoa. These unicellular eukaryotes are distinguished by their unique nuclear
morphology; they have two nuclei, a somatic “macronucleus” and a germline “micronucleus”. In a
subset of ciliates known as hypotrichous ciliates, the genome of the macronucleus is amplified and
fragmented into ~108 gene-sized pieces, each of which carries a telomere at each end; they are therefore
excellent model systems for the study of telomeres [29,30]. A single chain antibody generated in vitro
against a G-quadruplex formed from the telomeric sequence of Stylonychia lemnae (TTTTGGGG) reacted
specifically with the macronucleus of this ciliate [31]. A region of the macronucleus known as the
replication band, where DNA replication and telomere elongation take place, was not recognized by
the antibody, providing evidence that the G-quadruplexes detected by this antibody are resolved at the
time of DNA replication and telomere extension, possibly to allow access to telomerase (Figure 1a).
It had previously been demonstrated that the β subunit of the heterodimeric telomere-binding protein
TEBP from the related ciliate Oxytricha is able to stimulate intermolecular G-quadruplex formation
in vitro [32]; consistent with this, depletion of the β subunit from Stylonychia cells eliminated the
immunofluorescence signal from the G-quadruplex antibody in vivo [33]. In S phase, the TEBPβ subunit
becomes phosphorylated, causing it to recruit telomerase together with a G-quadruplex-unwinding
helicase to the telomeres, resulting in resolution of the telomeric G-quadruplexes [34,35]. This remains
the most complete description of in vivo telomeric G-quadruplex dynamics.

In human cells, G-quadruplex-binding ligands provided the first visual demonstrations
of G-quadruplexes at telomeres. A radiolabeled version of G4 ligand 360A was detected by
autoradiography at the ends of human metaphase chromosomes (Figure 1b) [36], and the G4 ligand
pyridostatin was conjugated to a biotin affinity tag to enable pulldown of telomeric G-quadruplexes
from human genomic DNA (Figure 1c) [37]. A single-chain antibody with high specificity for
G-quadruplexes (BG4) has enabled direct visualization of these structures across the genome of human
cells; about 20−25% of the foci localize to telomeres (Figure 1d) [38]. Most of the BG4 nuclear foci are
sensitive to DNase treatment; they increase in number during S-phase and decrease upon inhibition of
DNA polymerase, providing evidence for an increased propensity for G-quadruplex formation during
DNA replication [38]. Telomeric BG4 foci increase upon treatment of cells with G4-stabilizing ligands,
including the parallel-specific G4 ligand NMM, implying that telomeric DNA has the capacity to form
parallel G-quadruplexes in human cells [39]. The BG4 antibody has also enabled demonstration of the
existence of G-quadruplexes at telomeres in the yeast S. cerevisiae [26]. Chromatin immunoprecipitation
(ChIP) with BG4 followed by quantitative PCR of telomeric DNA showed that G-quadruplexes form at
telomeres in this species; they were also enriched during late S phase [26].
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Figure 1. Examples of direct evidence for formation of G-quadruplexes at telomeres. (a) 
Immunofluorescence of a Stylonychia lemnae cell using an antibody raised against telomeric G-
quadruplexes (green). DNA is counterstained in red; the replication band is the unstained region 
extending across the cell. Image from [35]. (b) Autoradiograph of metaphase spread of human T98G 
cells cultured with labeled G4 ligand 3H-360A for 48 h. Black arrows indicate silver grains on the 
terminal regions and red arrows indicate silver grains on the interstitial regions. Bar = 10 µm. Image 
from [36]. (c) Pull-down of telomeric DNA from human HT1080 cells using the indicated 
concentrations of a derivative of G4 ligand pyridostatin attached to an affinity tag (2). Genomic DNA 
was sheared into 100–300 bp pieces prior to pulldown, and telomeric sequences detected by PCR 
amplification. Reprinted by permission from Springer Nature [37]. (d) Immunofluorescence of a 
human 293T cell using the BG4 antibody against G-quadruplexes (green) together with fluorescence 
in situ hybridization against telomeric DNA (red). Arrows indicate G4-telomere colocalizations. 
Image by A.L. Moye and T.M. Bryan. 

Indirect support for the existence of G-quadruplexes at human telomeres has come from the 
many studies demonstrating the telomeric effects of the treatment of human cells with G-quadruplex 
stabilizing ligands (reviewed in [40,41]). These effects include the depletion of telomeric proteins 
TRF2 and/or POT1 from telomeres [42–46], degradation of the telomeric G-rich overhang [42,47,48], 
an increase in DNA damage signals at telomeres [44–46], and impaired replication of telomeres 
[49,50]. A ligand with specificity for parallel G-quadruplexes induced telomeric DNA damage foci, 
again suggesting that parallel G-quadruplexes can form at telomeres [51]. It should be borne in mind, 
however, that some of these effects may be indirect, caused by binding of the ligands elsewhere in 
the genome. For example, the promoter of the gene encoding the catalytic subunit of telomerase, 
hTERT, harbors G-quadruplexes [52], and G4-stabilizing ligands have been shown to decrease levels 
of hTERT expression [53–55], which may in turn lead to telomere deprotection [56,57]. G4-stabilizing 
ligands have also been shown to have widespread effects on gene expression, including genes 
involved in DNA damage pathways [58,59], likely due either to the enrichment of G-quadruplexes 
in gene regulatory regions [60,61], in response to the genome-wide DNA damage response triggered 
by G4 ligands [62,63], or as a result of epigenetic changes affecting gene expression [64,65]. Therefore, 
development of direct tools to detect G-quadruplex formation in cells, such as the antibody described 
above, is proving invaluable. 

 

Figure 1. Examples of direct evidence for formation of G-quadruplexes at telomeres. (a) Immunofluorescence
of a Stylonychia lemnae cell using an antibody raised against telomeric G-quadruplexes (green). DNA is
counterstained in red; the replication band is the unstained region extending across the cell. Image from [35].
(b) Autoradiograph of metaphase spread of human T98G cells cultured with labeled G4 ligand 3H-360A for
48 h. Black arrows indicate silver grains on the terminal regions and red arrows indicate silver grains on the
interstitial regions. Bar = 10 µm. Image from [36]. (c) Pull-down of telomeric DNA from human HT1080
cells using the indicated concentrations of a derivative of G4 ligand pyridostatin attached to an affinity tag
(2). Genomic DNA was sheared into 100–300 bp pieces prior to pulldown, and telomeric sequences detected
by PCR amplification. Reprinted by permission from Springer Nature [37]. (d) Immunofluorescence of a
human 293T cell using the BG4 antibody against G-quadruplexes (green) together with fluorescence in situ
hybridization against telomeric DNA (red). Arrows indicate G4-telomere colocalizations. Image by A.L.
Moye and T.M. Bryan.

Indirect support for the existence of G-quadruplexes at human telomeres has come from the
many studies demonstrating the telomeric effects of the treatment of human cells with G-quadruplex
stabilizing ligands (reviewed in [40,41]). These effects include the depletion of telomeric proteins
TRF2 and/or POT1 from telomeres [42–46], degradation of the telomeric G-rich overhang [42,47,48], an
increase in DNA damage signals at telomeres [44–46], and impaired replication of telomeres [49,50].
A ligand with specificity for parallel G-quadruplexes induced telomeric DNA damage foci, again
suggesting that parallel G-quadruplexes can form at telomeres [51]. It should be borne in mind,
however, that some of these effects may be indirect, caused by binding of the ligands elsewhere in
the genome. For example, the promoter of the gene encoding the catalytic subunit of telomerase,
hTERT, harbors G-quadruplexes [52], and G4-stabilizing ligands have been shown to decrease levels of
hTERT expression [53–55], which may in turn lead to telomere deprotection [56,57]. G4-stabilizing
ligands have also been shown to have widespread effects on gene expression, including genes involved
in DNA damage pathways [58,59], likely due either to the enrichment of G-quadruplexes in gene
regulatory regions [60,61], in response to the genome-wide DNA damage response triggered by
G4 ligands [62,63], or as a result of epigenetic changes affecting gene expression [64,65]. Therefore,
development of direct tools to detect G-quadruplex formation in cells, such as the antibody described
above, is proving invaluable.



Molecules 2020, 25, 3686 4 of 22

3. G-Quadruplexes in the Telomeric Single-Stranded Overhang

Telomeres terminate in a 3′ overhang of the G-rich sequence in all species for which this has been
examined [66–70]. Ciliated protozoa have relatively short and well-defined telomeric overhangs of
14–21 nucleotides (nt) [68,71], which precludes their ability to form intramolecular G-quadruplexes
involving four tracts of Gs; the structures detected with G4-specific antibodies are presumed to
be dimeric or tetrameric, mediating interactions between telomeres [12,31,72]. Human telomeres,
on the other hand, possess single-stranded overhangs of 20–400 nt [73,74], which is sufficient for
formation of multiple intramolecular G-quadruplexes. However, there is no direct evidence as yet that
G-quadruplexes form at telomeric overhangs in vivo, since the immunofluorescence techniques used
to demonstrate their presence do not have sufficient resolution to discriminate between overhangs and
the rest of the telomere.

Furthermore, if G-quadruplexes do form at human telomeric overhangs, they would need to
compete with the other known higher-order telomeric structure, the t-loop [75]. T-loops are lariat
structures in which the 3′ overhang invades an upstream double-stranded region of the telomere,
forming a loop of several kilobases of DNA (Figure 2). These structures are widely conserved throughout
evolution, having been found in mammalian and avian cells, the micronuclei of hypotrichous ciliates,
the protozoan Trypanosoma brucei, the nematode Caenorhabditis elegans and plants [76–78]. While the ex
vivo electron microscopy and super-resolution microscopy used to visualize t-loops do not directly
report on numbers of t-loops in vivo, it has been estimated that a majority of telomeres in human cells
form t-loops at any time [79,80]. The circumstances under which telomeric overhangs are free to form
G-quadruplexes therefore remain to be determined. T-loops would need to be resolved during S-phase
for telomere replication to occur; it is possible that during this part of the cell cycle, G-quadruplexes
represent an alternative telomere-capping solution to the t-loop, preventing recognition of the telomere
by the DNA damage machinery.
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represent higher-order interactions between multiple G-quadruplexes [82]. Figure created with 
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Figure 2. Possible relationships between t-loops and G-quadruplex structures. Top left: schematic of
a t-loop formed by intercalation of a telomeric 3′ overhang into the duplex portion of a telomere; it
is also possible for the other strand to participate in stabilizing the junction [81]. It is possible that
G-quadruplexes could form in the displaced G-strand (the “D-loop”), or involving the 3′ overhang
at the junction (not shown). It has been shown that RNA transcribed from telomeres (TERRA; green)
localizes to the t-loop junction, possibly through DNA-RNA G-quadruplex formation [81]. Bottom left:
electron microscopy image of a t-loop in genomic DNA isolated from human HeLa cells; image by Jack
D. Griffith. Top right: it is possible that G-quadruplexes form at the telomeric overhang at times in the
cell cycle when t-loops are resolved, although there is no direct evidence for this at present. Bottom
right: Electron micrograph showing G-quadruplex formation in a long single-stranded telomeric
fragment; image by Jack D. Griffith. Arrows indicate bead-like structures that represent higher-order
interactions between multiple G-quadruplexes [82]. Figure created with BioRender.com.



Molecules 2020, 25, 3686 5 of 22

If human telomeric overhangs do form into G-quadruplexes in vivo, it is also not yet known which
conformation(s) of G-quadruplex are present. There has been an enormous amount of experimental
effort devoted to determining the structure of G-quadruplexes formed from 4-repeat human telomeric
oligonucleotides (i.e., 21–24 nt) in vitro, which has revealed the highly polymorphic nature of the
structures formed by this sequence (Figure 3, reviewed in [83]). The solved intramolecular structures
so far include a parallel-stranded “propeller-loop” form, an antiparallel conformation and two different
“hybrid” structures in the presence of K+ [84–88], and two different antiparallel conformations and a
hybrid form in Na+ [89–91]. Oligonucleotides with fewer than four telomere repeats can also form
into intermolecular structures, either dimeric or tetrameric, under the right conditions [39,84,92,93].
Intermolecular G-quadruplexes at telomere overhangs could play a biological role in situations where
there are associations between telomeres, such as the sister chromatid cohesion that is established at the
time of DNA replication [94], or the clustering of telomeres into a “bouquet” formation that occurs in
meiosis [95]. There is no experimental evidence for these possibilities as yet, although the potential for
G-quadruplexes to be involved in chromosome pairing in meiosis was proposed more than 30 years
ago [18].
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Figure 3. Topologies of solved structures of human telomeric G-quadruplexes, either intramolecular
(a–f) or intermolecular (g–i). Centre: a G-quartet, comprising four guanines, stabilized by a central cation.
(a) Crystal structure of AG3(T2AG3)3 in K+ (parallel monomer) [84]; (b) NMR structure of TAG3(T2AG3)3

in K+ (hybrid form 1) [85]; (c) NMR structure of TAG3(T2AG3)3TT or TTAG3(T2AG3)3TT in K+ (hybrid
form 2) [85,87]; (d) NMR structure of G3T2A(BrG)G2T(TAG3T)2 in K+ (antiparallel form 3) [86]; (e) NMR
structure of AG3(T2AG3)3 in Na+ (antiparallel) [89]; (f) NMR structure of (T2AG3)3TTA(BrG)G2T2A in
Na+ (antiparallel) [90]; (g) NMR structure of T2AG3T in K+ (parallel tetramer) [92]; (h) NMR structure
of UAG3T(BrU)AG3T in K+ (antiparallel dimer) [93]; (i) crystal structure of (TAG3T)2 in K+ (parallel
dimer) [84]; the same topology was seen in equilibrium with (h) by NMR with TAG3UTAG3T in K+ [93].
Guanines: purple spheres; thymines: yellow spheres; adenines: green spheres. Syn guanines shown in
dark purple, anti guanines in light purple.

With regards to intramolecular human telomeric G-quadruplexes, most focus has been directed
towards the structures that form in K+, since this is considered to be the more physiologically-relevant
cation [96]. The sequence at the 5′ and 3′ ends of the oligonucleotide influences which of these
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structures predominates in solution [87,97], but for any particular sequence, different structures coexist
and interconvert at equilibrium. Single-molecule techniques such as single-molecule fluorescence
resonance energy transfer (smFRET) or fluorescence-force microscopy are particularly useful for
distinguishing different conformations in a mixture [98,99]; for example, the latter technique detected
six different forms of the human telomeric G-quadruplex coexisting in K+ solution [100]. smFRET is
also useful for characterizing G-quadruplex folding and unfolding kinetics, and has revealed that there
are multiple folding intermediates in both K+ and Na+ solutions [99,101–103]; the lifetimes of some of
these intermediates are sufficient that they could influence the overall population of conformations
in vivo, particularly if they form preferred substrates for particular proteins.

The length of human telomeric overhangs ranges from 20–400 nt, and averages ~30 nt on telomeres
replicated by leading strand synthesis and ~100 nt on lagging strand telomeres [73,74]. Many overhangs,
although not all, would therefore be long enough to fold into multiple G-quadruplexes. Recent effort
has therefore moved from characterization of 21–24 nt oligonucleotides, to longer sequences more
reflective of the in vivo situation. Molecular dynamics simulations combined with sedimentation
velocity and fluorescence measurements supported the conclusion that oligonucleotides consisting
of 8 or 12 telomeric repeats form primarily into 2 or 3 consecutive hybrid-type G-quadruplexes,
respectively, with no gaps between them [104,105]. On the other hand, a single-molecule force ramping
assay using oligonucleotides ranging from 4 to 12 repeats supported an alternative scenario, in
which G-quadruplexes randomly form along the sequence and may have single-stranded telomere
repeats between them [106]. Visualization of the behavior of very long single-stranded telomeric
DNA (100 nt–20 kb) by electron microscopy supports the existence of single-stranded regions
between G-quadruplexes [82]. Furthermore, the DNA folded into “beads”, consisting of higher-order
assemblies of G-quadruplex structures, possibly involving G-quartet formation between telomere
repeats interspersed among the G-quadruplexes (Figure 2, bottom right). Each “bead” spans either
20 or 40 telomeric repeats, containing four or eight G-quadruplexes respectively, resulting in an
overall 12-fold compaction of the DNA [82]. This intriguing observation suggests the capability of
G-quadruplexes to effectively shield single-stranded overhangs from DNA repair and recombination
activities, but it remains to be seen whether the behavior reflects that of telomere overhangs in vivo,
particularly since the majority of overhangs are a lot shorter than the strands used in this study.

Other recent studies examining the structure of human telomeric G-quadruplexes have focused on
efforts to reproduce physiological conditions in vitro, in particular the “molecular crowding” conditions
inside a cell. Several studies found that the addition of cosolutes such as polyethylene glycol (PEG),
ethanol, dimethyl sulfoxide and acetonitrile induced a transition from a hybrid-type conformation
to a parallel G-quadruplex, both with short oligonucleotides and with those containing up to 20
telomeric repeats [97,107–110]. Subsequent studies, however, failed to observe a similar transition in
the presence of Ficoll, 30% BSA or Xenopus (frog) oocyte extracts, and ascribed the structural change
induced by PEG to effects of dehydration and/or direct binding of PEG to the G-quadruplex [111–115].
Comparison of NMR spectra of 4-repeat or 8-repeat human telomeric oligonucleotides in Xenopus
oocyte extracts with those of known structures led to the conclusion that the physiologically-relevant
forms are antiparallel and one of the hybrid forms [113]. This conclusion was supported by in-cell
NMR using oligonucleotides either microinjected into Xenopus oocytes or introduced into human cells
with a membrane-perforating enzyme [113,116]. However, these studies did not rule out the existence
of a minor population of another conformation, and indeed similar in-cell NMR experiments in Xenopus
oocytes have reported a mixture of hybrid and parallel conformations [117], as have in vitro unfolding
assays using laser tweezers in the presence of BSA [118]. Furthermore, different cellular compartments
have different levels of molecular crowding and cosolute compositions; the Xenopus extracts used for the
above experiments are generally cytoplasmic rather than nuclear, and the oligonucleotide introduced
into human cells was mostly located in the cytoplasm [116]. Indeed, it has been demonstrated
using FRET that G-quadruplex-forming oligonucleotides introduced into human cells have different
conformations in the nucleus, cytoplasm and nucleolus [119]. Also, even in the absence of crowding
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or dehydrating agents, very high concentrations of DNA induce a conversion of hybrid telomeric
G-quadruplexes to a parallel form that is likely intermolecular [97,120,121], and divalent cations such
as Ca2+ and Sr2+ can also promote formation of parallel G-quadruplexes [39,122,123]. An antibody that
specifically recognizes parallel G-quadruplexes detected human telomeres both by immunofluorescence
and chromatin immunoprecipitation, supporting the existence of parallel G-quadruplexes at human
telomeres [124,125], although it should be remembered that these techniques do not distinguish between
structures at the telomeric overhang and those forming in the normally double-stranded region of
telomeres. Altogether, it can be concluded that the existence and conformation of G-quadruplexes at
human telomeric overhangs in vivo remains an open question.

4. Do G-Quadruplexes at Overhangs Have a Telomere-Capping Function?

The almost-universal conservation of a G-rich sequence at telomeres has long promoted speculation
that there is a selective evolutionary advantage for the formation of G-quadruplexes at telomeres.
It has been postulated that G-quadruplexes may have played a role in the evolution of linear
chromosomes [126,127]; it is possible that breakage of a circular chromosome was repaired by
acquisition of non-LTR-retrotransposons, which has been shown to occur in yeast or mammalian cells
if other DNA repair pathways are defective [128–130]. Multiple such events could result in tandemly
repeated sequences, and once such repeats are able to form secondary structures, these structures
could form a protective cap on the chromosome end, rendering repair unnecessary [127]. The earliest
telomeres are likely to have been maintained by recombination between repeats, possible involving
rolling-circle amplification of a t-loop structure [77,131]. Telomerase evolved early in eukaryotic
evolution, most likely from a reverse transcriptase encoded by non-LTR-retrotransposons [132,133].
In a fascinating evolutionary twist, some arthropods, such as B. mori and Tribolium castaneum, have
low levels of telomerase and have regained insertion of non-LTR-retrotransposons among their
telomerase-transcribed repeats, but in a manner that preserves the G/C strand bias [134,135]. Drosophila
species have dispensed with telomerase altogether, instead relying on transposition of tandem repeats
of retrotransposons for telomere maintenance [136,137]. There is some evidence that parts of these
retrotransposons can form G-quadruplex structures [138], bolstering the idea that G-quadruplex
formation is a conserved property of telomeres.

There are some species, however, whose telomere repeat sequences do not form stable
G-quadruplexes. The two-guanine repeats of B. mori and the nematode Ascaris lumbricoides (GGTTA and
GGCTTA, respectively) fold into G-quadruplexes that are in equilibrium with hairpin-duplexes [24],
and those of C. elegans appear to only form hairpins [139,140]. This has led to the proposition that is
the ability of G-rich telomere repeats to form stable secondary structures that confers an evolutionary
advantage, regardless of whether those structures are G-quadruplexes or something else [139]. If true,
this supports the notion that G-quadruplexes or G-rich hairpin structures play a positive role at
telomeres, providing the protective function that is central to telomere identity.

To date, there is only a small amount of experimental evidence for a protective “capping” function
for G-quadruplexes at telomeres (Figure 4). One key study used S. cerevisiae mutants with a defect in
the telomere capping protein Cdc13, and found that multiple different treatments predicted to result
in an increase in G-quadruplex formation (stabilizing ligands, expression of G4-stabilizing proteins,
deletion of the gene encoding a G4-resolving protein) resulted in the rescue of the growth defect of the
mutant [141]. This provides evidence that G-quadruplexes can substitute for the protective function
of Cdc13. More recently, it has been demonstrated that Cdc13 mutant yeast have an increase in the
amount of G-quadruplexes at telomeres, measured using ChIP with the BG4 antibody [26], providing
evidence that even in the absence of G4-stabilizing treatments, G-quadruplexes can step in to take the
place of Cdc13 at telomeres.
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G-quadruplexes may form in the single-stranded telomere overhang, where they may positively
or negatively regulate telomerase and/or have a capping function, preventing access to the DNA
repair machinery. G-quadruplexes at overhangs may also mediate interactions between two telomeres
(e.g., during sister chromatid cohesion, or in the macronucleus of ciliated protozoa), or be involved in
telomere clustering in meiosis. G-quadruplexes could also form in the double-stranded region of the
telomere during DNA replication or transcription, where they may trigger genome instability and/or
recombination-mediated telomere maintenance. The RNA transcribed from telomeres, TERRA, can
also form into G-quadruplexes, either unimolecular or as an RNA-DNA hybrid. See text for details and
references. Figure created with BioRender.com.

5. G-Quadruplexes at Telomeric Overhangs: Effects on Their Elongation by Telomerase or ALT

In human cells, the major protective single-stranded binding protein at telomeric overhangs is
POT1 [142]. The potential formation of G-quadruplexes at overhangs would therefore be in competition
with POT1 binding; indeed, POT1 has been shown to unwind intramolecular G-quadruplexes in
order to bind to telomeric DNA [143,144]. POT1 unwinds G-quadruplexes through a conformational
selection mechanism in which G-quadruplex unwinding occurs prior to POT1 binding [145]; each of
the OB folds of two POT1 molecules then binds to one telomeric repeat of the 4-repeat G-quadruplex
in a stepwise manner (Figure 5) [146,147]. Another G4-unwinding protein that is known to localize
to telomeres is replication protein A (RPA) [148], which plays a major role in activating the DNA
damage response to single-stranded DNA [149]. If human telomeric oligonucleotides are folded into
G-quadruplexes, the ability of POT1 to trap them as they unfold out-competes the ability of RPA to
unfold the G-quadruplex [150], illustrating the protective function of POT1 at telomeres.

POT1-mediated G-quadruplex unfolding also affects the ability of telomeric sequences to be
extended by telomerase, at least in vitro [143]. It was first demonstrated using telomerase from three
different species of ciliated protozoa that oligonucleotides folded into antiparallel intramolecular
G-quadruplexes [151–153] do not form good substrates for telomerase [154,155]. This is also the case for
human telomerase; the antiparallel and hybrid G-quadruplexes formed by a 4-repeat oligonucleotide
in K+ solution [85–88] are poor substrates for telomerase [39,143,156]. Binding of telomerase to the
DNA is inhibited by these conformations of G-quadruplex [157,158], and the attempted extension
of the DNA by telomerase is non-processive [39,143]. POT1 can restore the ability of telomerase to
access these substrates by unfolding the G-quadruplex and trapping the DNA in a linear form with a
protruding tail (Figure 5) [143]. The dynamic folding of G-quadruplexes and their unfolding by POT1
may therefore act as a regulatory mechanism, controlling access of telomerase to the telomere.
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Figure 5. Interactions of telomerase, POT1 and RPA with human telomeric G-quadruplexes. Telomerase
can bind and extend parallel, but not antiparallel or hybrid, G-quadruplexes. POT1 binds to antiparallel
or hybrid G-quadruplexes through a mechanism in which G4 unfolding precedes “trapping” of the
unfolded DNA by POT1. The two OB folds of each POT1 molecule bind to consensus binding site
TTAGGGTTAG; sequential binding of two POT1 molecules therefore coats the 4-repeat telomeric DNA
(left). Although RPA also has the ability to unwind G-quadruplexes, POT1 competes with this activity.
If binding of POT1 occurs at the 5′ region of the DNA, the 3′ tail can form a substrate for telomerase
(right). Not shown is POT1’s binding partner TPP1, which also influences G4 unwinding dynamics
and telomerase activity. See text for details and references. Figure created with BioRender.com.

However, not all G-quadruplexes are refractory to telomerase extension. Parallel G-quadruplexes,
whether intermolecular or intramolecular, can be bound and extended by both ciliate and human
telomerase [39,155,159,160]. The 3′ end of the DNA aligns correctly with the RNA template of
telomerase [39,159], and telomerase then unwinds the rest of the G-quadruplex as it extends the
DNA [160]. It should be noted, however, that the preferred substrate of telomerase is linear
DNA; the affinity for parallel G-quadruplexes is about 5-fold lower than their corresponding linear
oligonucleotides, and accommodation of the relatively bulky G-quadruplex in the active site results in
a decrease in the affinity of telomerase for incoming nucleotides [39,159]. Nevertheless, the ability of
telomerase to bind, unwind and extend parallel G-quadruplexes implies that it is able to deal with
these structures if it encounters them in vivo. Whether this is most likely to be in intramolecular form
at a telomeric overhang, or in intermolecular form through the association of telomeres with their sister
chromatids or in a meiotic bouquet, remains to be determined.

G-quadruplexes also play a functional role in processive elongation of DNA by telomerase.
Telomerase activity can be measured in vitro with a direct primer extension assay, in which telomerase
extends a telomeric primer in the presence of radiolabeled nucleotides, and the products are separated
by high-resolution gel electrophoresis and visualized by phosphorimaging. This enables assessment of
“processivity”, i.e., the ability of telomerase to repetitively add repeats to a single substrate molecule.
It was noted early on that the presence of K+ in such activity assays resulted in an increase in products
that correspond to multiples of four telomeric repeats; this suggests that G-quadruplex formation in
the extended DNA products causes dissociation of the product from the enzyme [161]. This has been
reinforced by the inclusion of G4-stabilizing ligands in telomerase primer extension assays; many (but
not all) of these compounds cause a similar periodicity, in which products with enough repeats to
form G-quadruplexes are overrepresented on the gel [156,162–164]. The activity of ciliate telomerase
was examined in the presence of nucleotide analogues that can be incorporated into the telomerase
product DNA, but would impair secondary structure formation; these analogues completely inhibited
the ability of telomerase to extend the product beyond four repeats, demonstrating that formation of a
secondary structure in the product DNA is necessary for the process of telomerase translocation [165].
This was confirmed by recent kinetic and smFRET studies that demonstrated that G-quadruplex
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formation in telomerase product DNA enhances the rate of product dissociation from telomerase, but
also the rate of translocation, resulting in an overall increase in the length of products in conditions that
support G-quadruplex formation [166]. An assay that measures the dynamics of telomerase product
extension and release using optical tweezers confirmed the positive effect of G-quadruplex formation in
the product DNA on overall extension rate, and showed that the formation of these G-quadruplexes is
dynamic [167], which explains why overstabilization of these structures with small molecules reduces
the processivity of telomerase.

The initial impetus for the development of G4-stabilizing ligands as potential cancer therapeutics
was the prospect that such molecules would inhibit telomerase, which is necessary for the unlimited
division of cancer cells. However, the focus of the field has moved away from this aim in recent
years, for several reasons. Firstly, while many G4-stabilizing ligands do have the ability to interfere
with telomerase processivity, as well as interfering with telomerase binding and extension of 4-repeat
oligonucleotides that form into antiparallel or hybrid G-quadruplexes [156], this property has not been
conclusively demonstrated for all ligands. Many studies have used a PCR-based activity assay (known
as the TRAP assay) for assessing ligand effects on telomerase, which is an inappropriate assay for this
purpose, since the PCR step may also be inhibited by the ligand [156]. Even those studies using direct
primer extension assays usually use a 3-repeat telomeric primer, which does not assay the ability of
telomerase to use a substrate folded into a stable intramolecular G-quadruplex. Secondly, any effects of
ligands on telomerase extension of telomeres in vivo is likely to be far outweighed by the direct effects
of G-quadruplex stabilization on telomere capping, as discussed above, and effects on G-quadruplexes
throughout the genome. This may not necessarily be a bad thing, since telomere uncapping or genomic
DNA damage may cause more rapid effects on cancer cell viability than the delayed senescence caused
by gradual telomere shortening. Thirdly, human telomerase does have the ability to extend some
G-quadruplexes [39], and its ability to do so is not always inhibited by G4-stabilizing ligands [160].
Therefore, recent attention has focused on nontelomeric mechanisms by which G4-stabilizing molecules
may cause death or growth arrest of cancer cells [168–170]. The relative contribution of telomeric
vs. nontelomeric effects on reduced cancer cell viability remains to be determined for any particular
G4-stabilizing ligand.

Not all human cancers use telomerase to elongate their telomeres; some have activated a
recombination-based mechanism (known as ALT for Alternative Lengthening of Telomeres), that also
provides a back-up pathway for telomere elongation in telomerase-negative yeast mutants [171–174].
There is some evidence that treatment of human cells using ALT with G4-stabilizing ligands increases
the extrachromosomal DNA that is produced as part of the ALT mechanism [175,176], and also increases
ALT-mediated telomere synthesis ([177], and Bryan et al., unpublished data). This may be a result of
DNA breaks caused by ligand-induced replication fork stalling, that can trigger recombination-mediated
DNA synthesis in repetitive DNA (Figure 4) [178,179]. If recombination-mediated DNA synthesis
represents the ancestral mechanism for maintenance of the ends of linear chromosomes [77], it is
tempting to speculate that the evolutionary selection for G-rich tandem repeats arose due to the
stimulation of telomeric recombination by secondary structures such as G-quadruplexes.

6. G-Quadruplexes in the Double-Stranded Portion of Telomeres

Most discussion of the presence of G-quadruplexes at telomeres focusses on their potential
existence in the 3′ overhang, since this part of the telomere is presumed to be single-stranded, at least
transiently. However, it needs to be remembered that the double-stranded region of the telomere is
much larger than the overhang, by up to 100-fold in human cells, and there is frequent separation
of the two strands during the processes of DNA replication and transcription. Immunofluorescence
with the G-quadruplex antibody BG4 showed a greater number of foci throughout the genome
during S phase, and these foci were reduced by treatment with the DNA polymerase inhibitor
aphidicolin, demonstrating that G-quadruplexes form during DNA replication in human cells [38].
ChIP-sequencing experiments with the BG4 antibody, in unperturbed human cells, found a significant
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localization of G-quadruplexes in transcriptionally active euchromatin [61], indicating the likely
formation of G-quadruplexes in the non-transcribed strand during transcription [180]. The proportion
of G-quadruplexes detected at telomeres that are localized at sites of replication, sites of transcription,
or single-stranded overhangs remains to be determined.

Telomeres are particularly problematic areas of the genome for the DNA replication
machinery [181–185]; this may be at least partly due to their propensity for secondary structure
formation. During normal DNA replication, single-stranded regions are transiently exposed on the
lagging strand between the replisome and the replicative helicase [186,187], providing an opportunity
for spontaneous formation of G-quadruplexes (Figure 4). Since telomeres are mostly replicated
unidirectionally from origins in the subtelomeric region [188], the G-rich strand of the telomere is
usually the template for lagging-strand synthesis. Treatment of cells with G4-stabilizing ligands
has demonstrated the potential for G-quadruplexes to impede DNA replication (reviewed in [189]).
Several different ligands, including telomestatin, pyridostatin, and the bisquinolium compounds
360A and PhenDC3, result in stalling of replication forks in telomeres of human and mouse cells,
resulting in a distinctive disrupted pattern of binding of telomere probes, known as a “fragile telomere”
phenotype [49,50,169,190]. It remains to be determined to what extent G-quadruplexes form at
replication forks in untreated cells, but if they do occur, they are likely to be an impediment to
progression of the fork.

However, analysis of the speed of replication fork progression using single molecule combing
assays of DNA from human cells found no difference in rate between telomeric and nontelomeric
regions [188]. Also, analysis of the effect of G-quadruplexes on telomeric DNA replication in human
cells using a shuttle vector mutagenesis assay showed a greater level of disruption when the G-rich
strand was the leading rather than the lagging strand, contrary to the expected greater opportunity for
G-quadruplexes to arise during lagging strand replication [191]. These studies illustrate that human
cells are endowed with robust mechanisms to deal with G-quadruplexes that arise during replication.
Indeed, many studies have found that depletion of helicases known to unwind G-quadruplexes,
such as BLM, WRN, FANCJ and RTel1, results in a “fragile telomere” phenotype, telomeric lagging
strand defects, or slowed replication through telomeres in combing assays (reviewed in [189,192]),
demonstrating that part of the functions of these proteins is to keep replication moving through
telomeres or other G-rich regions. Importantly, a greater number of G-quadruplexes were detected
by immunostaining with the BG4 antibody in the absence of BLM, WRN or RTel1, particularly at
telomeres in the case of BLM and WRN, demonstrating that G-quadruplex unwinding is involved in
the role of these proteins in facilitating telomere replication [193,194]. An increase in the number of
G-quadruplex foci, both at telomeres and across the genome, was also observed upon depletion of
the human CST (CTC1–STN1–TEN1) complex, an RPA-like complex that binds single-stranded DNA
and facilitates DNA replication [125]. The nucleases DNA2 and EXO1 are also involved in removing
G-quadruplexes that impede replication of telomeres [190,195].

G-quadruplexes can also form where double-stranded DNA has been resolved to allow
transcription to occur, a region known as an R-loop (Figure 4) [61,180]. Conversely, stabilization of
G-quadruplexes can increase the formation of R-loops at the same location [196,197]. Despite showing
characteristics of heterochromatin, telomeres of humans and many other organisms are transcribed into
telomeric repeat-containing RNA (TERRA) [198,199]. TERRA is always transcribed from the C-rich
strand, theoretically leaving the G-rich strand free to form secondary structures. It has recently been
shown that depletion of TERRA with antisense oligonucleotides causes a decrease in G-quadruplex
foci detected at telomeres with the BG4 antibody in G1-synchronized human cells, providing the first
direct evidence that G-quadruplexes can form at telomeric R-loops [125].

Furthermore, TERRA consists of G-rich telomere repeats, so can itself form into stable parallel
G-quadruplexes [200–203]. Since TERRA molecules remain localized to the vicinity of telomeres [198],
it is possible that some of the G-quadruplex signals at telomeres are due to TERRA rather than telomeric
DNA. Introduction of TERRA molecules tagged with fluorescent reporter dyes into human cells showed
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that TERRA G-quadruplexes can form in cells, and are localized to telomeres [204]. The TERRA may
be tethered to telomeres via interactions with telomere proteins such as TRF2 [205], or it may form an
RNA-DNA hybrid G-quadruplex (Figure 4) [206,207]. The biological implications of G-quadruplex
formation in TERRA remain to be fully elucidated; one recently-described function is TERRA-mediated
recruitment of the heterochromatin-associated protein HP1α, which binds specifically to parallel
G-quadruplexes [208].

7. Conclusions

In recent years, the development of tools such as G-quadruplex-specific antibodies and technologies
such as in-cell NMR are providing exciting confirmation that telomeric DNA does indeed have the
capacity to form into G-quadruplexes and other secondary structures in the cells of humans and other
organisms; however, many questions remain. The proportion of the observed G-quadruplexes that are
present at telomeric 3′ overhangs, compared to those forming in the normally double-stranded region
of telomeres, is unknown. The conformation of human telomeric G-quadruplexes, whether at the
overhangs or internally, is the subject of heated debate. There is evidence that telomeric G-quadruplexes
can perform a protective capping function in yeast, and are involved in telomere-telomere associations
in ciliates, but these concepts have not yet been examined in other organisms. Telomerase can
extend parallel G-quadruplexes but not other conformations, but the in vivo circumstances in which
it encounters the former structures have not yet been elucidated. And finally, the degree to which
individual G4-stabilizing ligands cause arrest or death of cancer cells through a telomere-related
mechanism, compared to effects elsewhere in the genome such as at gene promoters, remains to be
determined. For both fundamental biological understanding of genome maintenance, and potential
translational applications of this knowledge, these questions remain exciting areas for future study.
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140. Gajarský, M.; Živković, M.L.; Stadlbauer, P.; Pagano, B.; Fiala, R.; Amato, J.; Tomáška, L.; Šponer, J.; Plavec, J.;
Trantírek, L. Structure of a Stable G-Hairpin. J. Am. Chem. Soc. 2017, 139, 3591–3594. [CrossRef]

141. Smith, J.S.; Chen, Q.; Yatsunyk, L.A.; Nicoludis, J.M.; Garcia, M.S.; Kranaster, R.; Balasubramanian, S.;
Monchaud, D.; Teulade-Fichou, M.P.; Abramowitz, L.; et al. Rudimentary G-quadruplex-based telomere
capping in Saccharomyces cerevisiae. Nat. Struct. Mol. Biol. 2011, 18, 478–485. [CrossRef] [PubMed]

142. Baumann, P.; Cech, T.R. Pot1, the putative telomere end-binding protein in fission yeast and humans. Science
2001, 292, 1171–1175. [CrossRef] [PubMed]

143. Zaug, A.J.; Podell, E.R.; Cech, T.R. Human POT1 disrupts telomeric G-quadruplexes allowing telomerase
extension in vitro. Proc. Natl. Acad. Sci. USA 2005, 102, 10864–10869. [CrossRef] [PubMed]

144. Wang, H.; Nora, G.J.; Ghodke, H.; Opresko, P. Single molecule studies of physiologically relevant telomereic
tails reveals Pot1 mechanism for promoting G-quadruplex unfolding. J. Biol. Chem. 2011, 286, 7479–7489.
[CrossRef] [PubMed]

145. Chaires, J.B.; Gray, R.D.; Dean, W.L.; Monsen, R.; DeLeeuw, L.W.; Stribinskis, V.; Trent, J.O. Human POT1
unfolds G-quadruplexes by conformational selection. Nucleic Acids Res. 2020, 48, 4976–4991. [CrossRef]
[PubMed]

146. Hwang, H.; Buncher, N.; Opresko, P.L.; Myong, S. POT1-TPP1 regulates telomeric overhang structural
dynamics. Structure 2012, 20, 1872–1880. [CrossRef] [PubMed]

147. Mullins, M.R.; Rajavel, M.; Hernandez-Sanchez, W.; de la Fuente, M.; Biendarra, S.M.; Harris, M.E.; Taylor, D.J.
POT1-TPP1 Binding and Unfolding of Telomere DNA Discriminates against Structural Polymorphism.
J. Cell Sci. 2016, 428, 2695–2708. [CrossRef]

148. Salas, T.R.; Petruseva, I.; Lavrik, O.; Bourdoncle, A.; Mergny, J.L.; Favre, A.; Saintome, C. Human replication
protein A unfolds telomeric G-quadruplexes. Nucleic Acids Res. 2006, 34, 4857–4865. [CrossRef]

149. Bhat, K.P.; Cortez, D. RPA and RAD51: Fork reversal, fork protection, and genome stability. Nat. Struct.
Mol. Biol. 2018, 25, 446–453. [CrossRef]

150. Ray, S.; Bandaria, J.N.; Qureshi, M.H.; Yildiz, A.; Balci, H. G-quadruplex formation in telomeres enhances
POT1/TPP1 protection against RPA binding. Proc. Natl. Acad. Sci. USA 2014, 111, 2990–2995. [CrossRef]

151. Smith, F.W.; Schultze, P.; Feigon, J. Solution structures of unimolecular quadruplexes formed by
oligonucleotides containing Oxytricha telomere repeats. Structure 1995, 3, 997–1008. [CrossRef]

152. Wang, Y.; Patel, D.J. Solution structure of the Tetrahymena telomeric repeat d(T2G4)4 G-tetraplex. Structure
1994, 2, 1141–1156. [CrossRef]

153. Wang, Y.; Patel, D.J. Solution structure of the Oxytricha telomeric repeat d[G4(T4G4)3] G-tetraplex. J. Mol. Biol.
1995, 251, 76–94. [CrossRef] [PubMed]

154. Zahler, A.M.; Williamson, J.R.; Cech, T.R.; Prescott, D.M. Inhibition of telomerase by G-quartet DNA
structures. Nature 1991, 350, 718–720. [CrossRef] [PubMed]

155. Oganesian, L.; Moon, I.K.; Bryan, T.M.; Jarstfer, M.B. Extension of G-quadruplex DNA by ciliate telomerase.
Embo J. 2006, 25, 1148–1159. [CrossRef]

156. De Cian, A.; Cristofari, G.; Reichenbach, P.; De Lemos, E.; Monchaud, D.; Teulade-Fichou, M.P.; Shin-Ya, K.;
Lacroix, L.; Lingner, J.; Mergny, J.L. Reevaluation of telomerase inhibition by quadruplex ligands and their
mechanisms of action. Proc. Natl. Acad. Sci. USA 2007, 104, 17347–17352. [CrossRef]

157. Hwang, H.; Kreig, A.; Calvert, J.; Lormand, J.; Kwon, Y.; Daley, J.M.; Sung, P.; Opresko, P.L.; Myong, S.
Telomeric overhang length determines structural dynamics and accessibility to telomerase and ALT-associated
proteins. Structure 2014, 22, 842–853. [CrossRef]

158. Lee, H.T.; Bose, A.; Lee, C.Y.; Opresko, P.L.; Myong, S. Molecular mechanisms by which oxidative DNA
damage promotes telomerase activity. Nucleic Acids Res. 2017, 45, 11752–11765. [CrossRef]

159. Oganesian, L.; Graham, M.E.; Robinson, P.J.; Bryan, T.M. Telomerase recognizes G-quadruplex and linear
DNA as distinct substrates. Biochemistry 2007, 46, 11279–11290.

160. Paudel, B.P.; Moye, A.L.; Abou Assi, H.; El-Khoury, R.; Cohen, S.; Holien, J.K.; Birrento, M.L.; Samosorn, S.;
Intharapichai, K.; Tomlinson, C.G.; et al. A mechanism for the extension and unfolding of parallel
G-quadruplexes by human telomerase at single-molecule resolution. eLife 2020, 9, e56428. [CrossRef]

161. Fletcher, T.M.; Sun, D.; Salazar, M.; Hurley, L.H. Effect of DNA secondary structure on human telomerase
activity. Biochemistry 1998, 37, 5536–5541. [CrossRef] [PubMed]

http://dx.doi.org/10.1021/jacs.6b10786
http://dx.doi.org/10.1038/nsmb.2033
http://www.ncbi.nlm.nih.gov/pubmed/21399640
http://dx.doi.org/10.1126/science.1060036
http://www.ncbi.nlm.nih.gov/pubmed/11349150
http://dx.doi.org/10.1073/pnas.0504744102
http://www.ncbi.nlm.nih.gov/pubmed/16043710
http://dx.doi.org/10.1074/jbc.M110.205641
http://www.ncbi.nlm.nih.gov/pubmed/21183684
http://dx.doi.org/10.1093/nar/gkaa202
http://www.ncbi.nlm.nih.gov/pubmed/32232414
http://dx.doi.org/10.1016/j.str.2012.08.018
http://www.ncbi.nlm.nih.gov/pubmed/22981946
http://dx.doi.org/10.1016/j.jmb.2016.04.031
http://dx.doi.org/10.1093/nar/gkl564
http://dx.doi.org/10.1038/s41594-018-0075-z
http://dx.doi.org/10.1073/pnas.1321436111
http://dx.doi.org/10.1016/S0969-2126(01)00236-2
http://dx.doi.org/10.1016/S0969-2126(94)00117-0
http://dx.doi.org/10.1006/jmbi.1995.0417
http://www.ncbi.nlm.nih.gov/pubmed/7643391
http://dx.doi.org/10.1038/350718a0
http://www.ncbi.nlm.nih.gov/pubmed/2023635
http://dx.doi.org/10.1038/sj.emboj.7601006
http://dx.doi.org/10.1073/pnas.0707365104
http://dx.doi.org/10.1016/j.str.2014.03.013
http://dx.doi.org/10.1093/nar/gkx789
http://dx.doi.org/10.7554/eLife.56428
http://dx.doi.org/10.1021/bi972681p
http://www.ncbi.nlm.nih.gov/pubmed/9548937


Molecules 2020, 25, 3686 20 of 22

162. Sun, D.; Thompson, B.; Cathers, B.E.; Salazar, M.; Kerwin, S.M.; Trent, J.O.; Jenkins, T.C.; Neidle, S.;
Hurley, L.H. Inhibition of human telomerase by a G-quadruplex-interactive compound. J. Med. Chem. 1997,
40, 2113–2116. [CrossRef] [PubMed]

163. Fedoroff, O.Y.; Salazar, M.; Han, H.Y.; Chemeris, V.V.; Kerwin, S.M.; Hurley, L.H. NMR-based model
of a telomerase-inhibiting compound bound to G-quadruplex DNA. Biochemistry 1998, 37, 12367–12374.
[CrossRef] [PubMed]

164. Shi, D.F.; Wheelhouse, R.T.; Sun, D.; Hurley, L.H. Quadruplex-interactive agents as telomerase inhibitors:
Synthesis of porphyrins and structure-activity relationship for the inhibition of telomerase. J. Med. Chem.
2001, 44, 4509–4523. [CrossRef] [PubMed]

165. Jarstfer, M.B.; Cech, T.R. Effects of nucleotide analogues on euplotes aediculatus telomerase processivity:
Evidence for product-assisted translocation. Biochemistry 2002, 41, 151–161. [CrossRef]

166. Jansson, L.I.; Hentschel, J.; Parks, J.W.; Chang, T.R.; Lu, C.; Baral, R.; Bagshaw, C.R.; Stone, M.D. Telomere
DNA G-quadruplex folding within actively extending human telomerase. Proc. Natl. Acad. Sci. USA 2019,
116, 9350–9359. [CrossRef]

167. Patrick, E.M.; Slivka, J.D.; Payne, B.; Comstock, M.J.; Schmidt, J.C. Observation of processive telomerase
catalysis using high-resolution optical tweezers. Nat. Chem. Biol. 2020, 16, 801–809. [CrossRef]

168. Balasubramanian, S.; Hurley, L.H.; Neidle, S. Targeting G-quadruplexes in gene promoters: A novel anticancer
strategy? Nat. Rev. Drug Discov. 2011, 10, 261–275. [CrossRef]

169. Zimmer, J.; Tacconi, E.M.; Folio, C.; Badie, S.; Porru, M.; Klare, K.; Tumiati, M.; Markkanen, E.; Halder, S.;
Ryan, A.; et al. Targeting BRCA1 and BRCA2 Deficiencies with G-Quadruplex-Interacting Compounds.
Mol. Cell. 2015, 61, 449–460. [CrossRef]

170. Zyner, K.G.; Mulhearn, D.S.; Adhikari, S.; Martínez Cuesta, S.; Di Antonio, M.; Erard, N.; Hannon, G.J.;
Tannahill, D.; Balasubramanian, S. Genetic interactions of G-quadruplexes in humans. eLife 2019, 8. [CrossRef]

171. Wang, S.S.; Zakian, V.A. Telomere-telomere recombination provides an express pathway for telomere
acquisition. Nature 1990, 345, 456–458. [CrossRef] [PubMed]

172. Lundblad, V.; Blackburn, E.H. An alternative pathway for yeast telomere maintenance rescues est1- senescence.
Cell 1993, 73, 347–360. [CrossRef]

173. Bryan, T.M.; Englezou, A.; Gupta, J.; Bacchetti, S.; Reddel, R.R. Telomere elongation in immortal human cells
without detectable telomerase activity. Embo J. 1995, 14, 4240–4248. [CrossRef] [PubMed]

174. Bryan, T.M.; Englezou, A.; Dalla-Pozza, L.; Dunham, M.A.; Reddel, R.R. Evidence for an alternative
mechanism for maintaining telomere length in human tumors and tumor-derived cell lines. Nat. Med. 1997,
3, 1271–1274. [CrossRef]

175. Clynes, D.; Jelinska, C.; Xella, B.; Ayyub, H.; Scott, C.; Mitson, M.; Taylor, S.; Higgs, D.R.; Gibbons, R.J.
Suppression of the alternative lengthening of telomere pathway by the chromatin remodelling factor ATRX.
Nat. Commun. 2015, 6, 7538. [CrossRef]

176. Amato, R.; Valenzuela, M.; Berardinelli, F.; Salvati, E.; Maresca, C.; Leone, S.; Antoccia, A.; Sgura, A.
G-quadruplex Stabilization Fuels the ALT Pathway in ALT-positive Osteosarcoma Cells. Genes 2020, 11, 304.
[CrossRef]

177. Min, J.; Wright, W.E.; Shay, J.W. Alternative Lengthening of Telomeres Mediated by Mitotic DNA Synthesis
Engages Break-Induced Replication Processes. Mol. Cell. Biol. Unpublished work. 2017. [CrossRef]

178. Cahoon, L.A.; Seifert, H.S. An alternative DNA structure is necessary for pilin antigenic variation in Neisseria
gonorrhoeae. Science 2009, 325, 764–767. [CrossRef]

179. Ribeyre, C.; Lopes, J.; Boule, J.B.; Piazza, A.; Guedin, A.; Zakian, V.A.; Mergny, J.L.; Nicolas, A. The yeast Pif1
helicase prevents genomic instability caused by G-quadruplex-forming CEB1 sequences in vivo. PLoS Genet.
2009, 5, e1000475. [CrossRef]

180. Duquette, M.L.; Handa, P.; Vincent, J.A.; Taylor, A.F.; Maizels, N. Intracellular transcription of G-rich
DNAs induces formation of G-loops, novel structures containing G4 DNA. Genes Dev. 2004, 18, 1618–1629.
[CrossRef]

181. Fouché, N.; Ozgür, S.; Roy, D.; Griffith, J.D. Replication fork regression in repetitive DNAs. Nucleic Acids Res.
2006, 34, 6044–6050. [CrossRef] [PubMed]

182. Ohki, R.; Ishikawa, F. Telomere-bound TRF1 and TRF2 stall the replication fork at telomeric repeats. Nucleic
Acids Res. 2004, 32, 1627–1637. [CrossRef]

http://dx.doi.org/10.1021/jm970199z
http://www.ncbi.nlm.nih.gov/pubmed/9216827
http://dx.doi.org/10.1021/bi981330n
http://www.ncbi.nlm.nih.gov/pubmed/9730808
http://dx.doi.org/10.1021/jm010246u
http://www.ncbi.nlm.nih.gov/pubmed/11741471
http://dx.doi.org/10.1021/bi011649z
http://dx.doi.org/10.1073/pnas.1814777116
http://dx.doi.org/10.1038/s41589-020-0478-0
http://dx.doi.org/10.1038/nrd3428
http://dx.doi.org/10.1016/j.molcel.2015.12.004
http://dx.doi.org/10.7554/eLife.46793
http://dx.doi.org/10.1038/345456a0
http://www.ncbi.nlm.nih.gov/pubmed/2111466
http://dx.doi.org/10.1016/0092-8674(93)90234-H
http://dx.doi.org/10.1002/j.1460-2075.1995.tb00098.x
http://www.ncbi.nlm.nih.gov/pubmed/7556065
http://dx.doi.org/10.1038/nm1197-1271
http://dx.doi.org/10.1038/ncomms8538
http://dx.doi.org/10.3390/genes11030304
http://dx.doi.org/10.1128/MCB.00226-17
http://dx.doi.org/10.1126/science.1175653
http://dx.doi.org/10.1371/journal.pgen.1000475
http://dx.doi.org/10.1101/gad.1200804
http://dx.doi.org/10.1093/nar/gkl757
http://www.ncbi.nlm.nih.gov/pubmed/17071963
http://dx.doi.org/10.1093/nar/gkh309


Molecules 2020, 25, 3686 21 of 22

183. Sfeir, A.; Kosiyatrakul, S.T.; Hockemeyer, D.; MacRae, S.L.; Karlseder, J.; Schildkraut, C.L.; de Lange, T.
Mammalian telomeres resemble fragile sites and require TRF1 for efficient replication. Cell 2009, 138, 90–103.
[CrossRef] [PubMed]

184. Ivessa, A.S.; Zhou, J.Q.; Schulz, V.P.; Monson, E.K.; Zakian, V.A. Saccharomyces Rrm3p, a 3′ to 3′ DNA helicase
that promotes replication fork progression through telomeric and subtelomeric DNA. Genes Dev. 2002, 16,
1383–1396. [CrossRef] [PubMed]

185. Makovets, S.; Herskowitz, I.; Blackburn, E.H. Anatomy and dynamics of DNA replication fork movement in
yeast telomeric regions. Mol. Cell. Biol 2004, 24, 4019–4031. [CrossRef]

186. Sogo, J.M.; Lopes, M.; Foiani, M. Fork reversal and ssDNA accumulation at stalled replication forks owing to
checkpoint defects. Science 2002, 297, 599–602. [CrossRef]

187. Branzei, D.; Foiani, M. The DNA damage response during DNA replication. Curr. Opin. Cell Biol. 2005, 17,
568–575. [CrossRef]

188. Drosopoulos, W.C.; Kosiyatrakul, S.T.; Yan, Z.; Calderano, S.G.; Schildkraut, C.L. Human telomeres replicate
using chromosome-specific, rather than universal, replication programs. J. Cell Biol. 2012, 197, 253–266.
[CrossRef]

189. Bryan, T.M. Mechanisms of DNA Replication and Repair: Insights from the Study of G-Quadruplexes.
Molecules 2019, 24, 3439. [CrossRef]

190. Lin, W.; Sampathi, S.; Dai, H.; Liu, C.; Zhou, M.; Hu, J.; Huang, Q.; Campbell, J.; Shin-Ya, K.; Zheng, L.; et al.
Mammalian DNA2 helicase/nuclease cleaves G-quadruplex DNA and is required for telomere integrity.
Embo J. 2013, 32, 1425–1439. [CrossRef]

191. Damerla, R.R.; Knickelbein, K.E.; Kepchia, D.; Jackson, A.; Armitage, B.A.; Eckert, K.A.; Opresko, P.L.
Telomeric repeat mutagenicity in human somatic cells is modulated by repeat orientation and G-quadruplex
stability. Dna Repair. 2010, 9, 1119–1129. [CrossRef] [PubMed]

192. Paeschke, K.; McDonald, K.R.; Zakian, V.A. Telomeres: Structures in need of unwinding. Febs Lett. 2010, 584,
3760–3772. [CrossRef]

193. Drosopoulos, W.C.; Kosiyatrakul, S.T.; Schildkraut, C.L. BLM helicase facilitates telomere replication during
leading strand synthesis of telomeres. J. Cell Biol. 2015, 210, 191–208. [CrossRef]

194. Wu, W.; Bhowmick, R.; Vogel, I.; Özer, Ö.; Ghisays, F.; Thakur, R.S.; Sanchez de Leon, E.; Richter, P.H.; Ren, L.;
Petrini, J.H.; et al. RTEL1 suppresses G-quadruplex-associated R-loops at difficult-to-replicate loci in the
human genome. Nat. Struct. Mol. Biol. 2020, 27, 424–437. [CrossRef]

195. Stroik, S.; Kurtz, K.; Lin, K.; Karachenets, S.; Myers, C.L.; Bielinsky, A.K.; Hendrickson, E.A. EXO1 resection
at G-quadruplex structures facilitates resolution and replication. Nucleic Acids Res. 2020, 48, 4960–4975.
[CrossRef] [PubMed]

196. De Magis, A.; Manzo, S.G.; Russo, M.; Marinello, J.; Morigi, R.; Sordet, O.; Capranico, G. DNA damage and
genome instability by G-quadruplex ligands are mediated by R loops in human cancer cells. Proc. Natl. Acad.
Sci. USA 2019, 116, 816–825. [CrossRef] [PubMed]

197. Amato, J.; Miglietta, G.; Morigi, R.; Iaccarino, N.; Locatelli, A.; Leoni, A.; Novellino, E.; Pagano, B.;
Capranico, G.; Randazzo, A. Monohydrazone Based G-Quadruplex Selective Ligands Induce DNA Damage
and Genome Instability in Human Cancer Cells. J. Med. Chem. 2020, 63, 3090–3103. [PubMed]

198. Azzalin, C.M.; Reichenbach, P.; Khoriauli, L.; Giulotto, E.; Lingner, J. Telomeric repeat containing RNA and
RNA surveillance factors at mammalian chromosome ends. Science 2007, 318, 798–801. [CrossRef] [PubMed]

199. Barral, A.; Déjardin, J. Telomeric Chromatin and TERRA. J. Mol. Biol. 2020, 432, 4244–4256. [CrossRef]
200. Martadinata, H.; Phan, A.T. Structure of propeller-type parallel-stranded RNA G-quadruplexes, formed by

human telomeric RNA sequences in K+ solution. J. Am. Chem. Soc. 2009, 131, 2570–2578. [CrossRef]
201. Xu, Y.; Kaminaga, K.; Komiyama, M. G-quadruplex formation by human telomeric repeats-containing RNA

in Na(+) solution. J. Am. Chem. Soc. 2008, 130, 11179–11184. [CrossRef] [PubMed]
202. Randall, A.; Griffith, J.D. Structure of long telomeric RNA transcripts: The G-rich RNA forms a compact

repeating structure containing G-quartets. J. Biol. Chem. 2009, 284, 13980–13986. [CrossRef] [PubMed]
203. Arora, A.; Maiti, S. Differential biophysical behavior of human telomeric RNA and DNA quadruplex. J. Phys.

Chem. B. 2009, 113, 10515–10520. [CrossRef] [PubMed]
204. Xu, Y.; Suzuki, Y.; Ito, K.; Komiyama, M. Telomeric repeat-containing RNA structure in living cells. Proc. Natl.

Acad. Sci. USA 2010, 107, 14579–14584. [CrossRef] [PubMed]

http://dx.doi.org/10.1016/j.cell.2009.06.021
http://www.ncbi.nlm.nih.gov/pubmed/19596237
http://dx.doi.org/10.1101/gad.982902
http://www.ncbi.nlm.nih.gov/pubmed/12050116
http://dx.doi.org/10.1128/MCB.24.9.4019-4031.2004
http://dx.doi.org/10.1126/science.1074023
http://dx.doi.org/10.1016/j.ceb.2005.09.003
http://dx.doi.org/10.1083/jcb.201112083
http://dx.doi.org/10.3390/molecules24193439
http://dx.doi.org/10.1038/emboj.2013.88
http://dx.doi.org/10.1016/j.dnarep.2010.07.014
http://www.ncbi.nlm.nih.gov/pubmed/20800555
http://dx.doi.org/10.1016/j.febslet.2010.07.007
http://dx.doi.org/10.1083/jcb.201410061
http://dx.doi.org/10.1038/s41594-020-0408-6
http://dx.doi.org/10.1093/nar/gkaa199
http://www.ncbi.nlm.nih.gov/pubmed/32232411
http://dx.doi.org/10.1073/pnas.1810409116
http://www.ncbi.nlm.nih.gov/pubmed/30591567
http://www.ncbi.nlm.nih.gov/pubmed/32142285
http://dx.doi.org/10.1126/science.1147182
http://www.ncbi.nlm.nih.gov/pubmed/17916692
http://dx.doi.org/10.1016/j.jmb.2020.03.003
http://dx.doi.org/10.1021/ja806592z
http://dx.doi.org/10.1021/ja8031532
http://www.ncbi.nlm.nih.gov/pubmed/18642813
http://dx.doi.org/10.1074/jbc.M900631200
http://www.ncbi.nlm.nih.gov/pubmed/19329435
http://dx.doi.org/10.1021/jp810638n
http://www.ncbi.nlm.nih.gov/pubmed/19572668
http://dx.doi.org/10.1073/pnas.1001177107
http://www.ncbi.nlm.nih.gov/pubmed/20679250


Molecules 2020, 25, 3686 22 of 22

205. Deng, Z.; Norseen, J.; Wiedmer, A.; Riethman, H.; Lieberman, P.M. TERRA RNA binding to TRF2 facilitates
heterochromatin formation and ORC recruitment at telomeres. Mol. Cell. 2009, 35, 403–413. [CrossRef]

206. Xu, Y.; Yang, J.; Ito, K.; Ishizuka, T.; Katada, H.; Komiyama, M.; Hayashi, T. Oligonucleotide models of
telomeric DNA and RNA form a hybrid G-quadruplex structure as a potential component of telomeres.
J. Biol. Chem. 2012, 287, 41787–41796. [CrossRef]

207. Bao, H.L.; Xu, Y. Telomeric DNA-RNA-hybrid G-quadruplex exists in environmental conditions of HeLa
cells. Chem. Commun. 2020, 56, 6547–6550. [CrossRef]

208. Roach, R.J.; Garavis, M.; Gonzalez, C.; Jameson, G.B.; Filichev, V.V.; Hale, T.K. Heterochromatin protein 1alpha
interacts with parallel RNA and DNA G-quadruplexes. Nucleic Acids Res. 2020, 48, 682–693. [CrossRef]

© 2020 by the author. Licensee MDPI, Basel, Switzerland. This article is an open access
article distributed under the terms and conditions of the Creative Commons Attribution
(CC BY) license (http://creativecommons.org/licenses/by/4.0/).

http://dx.doi.org/10.1016/j.molcel.2009.06.025
http://dx.doi.org/10.1074/jbc.M112.342030
http://dx.doi.org/10.1039/D0CC02053B
http://dx.doi.org/10.1093/nar/gkz1138
http://creativecommons.org/
http://creativecommons.org/licenses/by/4.0/.

	Introduction 
	Direct Evidence for the Formation of G-Quadruplexes at Telomeres 
	G-Quadruplexes in the Telomeric Single-Stranded Overhang 
	Do G-Quadruplexes at Overhangs Have a Telomere-Capping Function? 
	G-Quadruplexes at Telomeric Overhangs: Effects on Their Elongation by Telomerase or ALT 
	G-Quadruplexes in the Double-Stranded Portion of Telomeres 
	Conclusions 
	References

