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[ Abstract ] Background and objective BAG genes (Bcl-2-associated athanogene) belong to a recently discovered
multifunctional anti-apoptosis gene family that regulate various physiological processes which include apoptosis, tumorigen-
esis, neural differentiation, stress response and cell cycle and so on. The expression status of BAG family genes are related to
certain tumor incidence and prognosis. The aim of this study is to explore the association of the BAG family gene expression
status with the susceptibility of lung adenocarcinoma. Methods The gene expression data of BAG family genes from 29 cases
of lung adenocarcinoma tissues and matched pericancerous lung tissess were generated by microarray chips. Cox regression
was used to analyze the association between the expression of BAG family genes and the susceptibility of lung adenocarcinoma
and the results were verified by GEO database. Results The expression levels of BAG-1, BAG-2, BAG-S in cancer tissues were
significantly downregulated compared with matched pericancerous lung tissues and were protective factors of lung adenocarci-
noma (P<0.05, OR<1); while the expression level of BAG-4 in cancer tissues were remankably upregulated compared with the
matched pericancerous lung tissues and was risk factor of lung adenocarcinoma (P<0.0S, OR>1). Conclusion BAG-1, BAG-2,
BAG-5 might be the potential protective factors while BAG-4 is possible risk factor of lung adenocarcinoma.
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Tab 1 Relationship between the expression of BAG family genes and 29 patients of lung adenocarcinoma
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2.3 GSE10072%#i8 1 (3) 334513 [ i it Ji F & e 4
LB AN RIRTE SR BRI R R . BAGK TG
FLIR P BAG-1 (#£%1202387 at, 211475 s at) F:[K Ml
Jida 5 A E R R AP R 3R (P<0.0S, OR<1) HLZEIEH il 2
W 2k B 35 B TR ALS (P<0.05) , SARHFFREE R —
; BAG-2 (#%1209406 at) . BAG-3 (217911 s at) .
BAG-4 (851219624 at) . BAG-S (#41202984 s at,
202985 _s_at ) HE[RIFeik 5 i 2 Bk i E R TCS T2

= (P>0.05) .

Gene Probe ID t test Cox regression
Cancer Normal P X2 P OR (95%Cl)
202387_at 8.648+0.562 8.909+0.349 0.012* 8.104 0.004* 0.011 (0.001- 0.248)
BAG-1 211475_s_at 8.702+0.576 9.013%+0.273 0.004* 8.017 0.005% 0.010 (0.000-0.243)
229720_at 6.746+0.843 7.165%0.556 0.008* 5.782 0.016* 0.250 (0.081-0.774)
BAG2 209406_at 8.225%+0.797 8.141+0.465 0.515 6.657 0.010* 0.235 (0.078-0.706)
230879_at 4.811%0.489 4.567%0.306 0.004* 2.532 0.112 4.230 (0.716-24.990)
BAG-3 217911_s_at 10.026+0.522 9.8491+0.562 0.077 0.015 0.904 1.072 (0.347-3.309)
e 222909_s_at 6.4981+0.963 5.505%0.565 3.4E-09* 6.705 0.010* 22.737 (2.137-241.942)
228189_at 9.283£0.670 8.546+0.294 5.9E-09* 0.201 0.654 1.303 (0.409-4.155)
202984_s_at 7.6961+0.656 7.520%+0.542 0.027* 0.013 0.909 0.932(0.279-3.115)
BAG-5 202985_s_at 9.265+0.404 9.352+0.171 0.163 6.871 0.009* 0.010 (0.000-0.309)
230427_s_at 5.868+0.509 5.935%+0.385 0.467 6.776 0.009* 0.002 (0.000-0.215)
*P<0.05.

% 2 BAGRIXEEFRIL527HIFGRER X R

Tab 2 Relationship between the expression of BAG family genes and 27 patients of lung adenocarcinoma

Gene Probe ID t test Cox regression
Cancer Normal P X2 P OR (95%(Cl)
202387_at 7.789%£0.537 8.215%+0.397 0.006* 5.412 0.020* 0.207 (0.055-0.780)

BAGT 211475_s_at 7.571%£0.628 8.071%£0.323 0.001* 6.457 0.011* 0.135(0.029 .633)
BAG-2 209406_at 4.478+0.465 4.731£0.501 0.054 3.186 0.074 0.286 (0.072-1.131)
BAG-3 217911_s_at 8.092+0.723 8.230+0.667 0.428 0.642 0.423 0.697 (0.288-1.686)
BAG-4 219624 _at 3.6331+0.181 3.594£0.106 0.228 1.397 0.237 21.529 (0.133-3.493E3)
BAGS 202984 _s_at 4.391%+0.363 4.262+0.189 0.101 2.044 0.153 10.651 (0.416-272.740)

202985_s_at 8.165%0.291 8.322+0.317 0.022* 4.208 0.040* 0.059 (0.004-0.881)

*P<0.05.
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Tab 3 Relationship between the expression of BAG family genes and 33 patients of lung adenocarcinoma

Gene Probe ID t test Cox regression
Cancer Normal P X2 P OR (95%Cl)
BAG-T 202387_at 8.899+0.378 9.222+0.206 7.5E-06* 9.305 0.002* 0.009 (0-0.183)
211475_s_at 8.593+0.456 9.004%0.325 3.5E-06* 9.028 0.003* 0.046 (0.006-0.344)
BAG-2 209406_at 6.960+0.784 6.731£0.630 0.137 2.109 0.146 1.874 (0.803-4.372)
BAG-3 217911_s_at 9.496+0.517 9.442+0.595 0.674 0.183 0.669 1.233 (0.472-3.222)
BAG-4 219624_at 5.171£0.548 5.143%+0.196 0.771 0.087 0.767 1.215 (0.334-4.415)
BAGS 202984 _s_at 6.2391+0.335 6.171%£0.460 0.485 0.498 0.480 1.582 (0.443-5.654)
202985_s_at 9.830£0.371 9.881+0.225 0.362 0.838 0.360 0.348 (0.036-3.333)
*P<0.05.
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