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It came to our attention that the Gene Chip utilized for microarray analysis wrongly indicated the Human GeneChip. Instead, the microarrays
used the Affymetrix Mouse GeneChip as below. We apologize for the inconvenience; this correction bears no impact on themicroarray results
obtained.
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Where it reads:

Microarrays, qRT-PCR, and data analysis. The Affymetrix Human Genome U133 Plus 2.0 GeneChip arrays were used to profile gene ex-
pression. Samples were prepared as per manufacturer’s instructions. Arrays were scanned in an Affymetrix Scanner 3000 and data was
obtained using the GeneChip Command Console and Expression Console Software (AGCC; Version 3.2 and Expression Console; Version 1.2)
using the MAS5 algorithm to generate CHP-extension files.

It should read:

Microarrays, qRT-PCR, and data analysis. The Affymetrix Mouse Genome 430 2.0 GeneChip arrays were used to profile gene expression.
Samples were prepared as per the manufacturer’s instructions. Arrays were scanned in an Affymetrix Scanner 3000 and data was obtained
using the GeneChip Command Console and Expression Console Software (AGCC; Version 3.2 and Expression Console; Version 1.2) using the
MAS5 algorithm to generate CHP-extension files.
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License: This article is available under a Creative Commons License (Attribution 4.0 International, as described at https://
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