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Supplementary figures

Fig. S1 Tridimentional structure of the endolysins a) gp67 and b) gp71, predicted by ColabFold. The backbones are
displayed in beige while the functional domains are highlighted as follows: in pink the CHAP domains, in purple the
glucosamidase, in green the amidase and in yellow the SH3 5 domain.
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Fig. S2 Mapping of the reads from the S. aureus 916 strain sequencing against the phage Hesat genome reveals a
coverage of about 40x all along the phage genome, besides the 3.7 kbp recombined region that is uniquely found in the
temperate phage
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Fig. S3 Agarose gel electrophoresis (2% agarose) of the PCR product of the 405 bp fragment amplification: lane 2 and
3, two samples of phage Hesat lysate, lane 4 S. aureus 916 strain glycerol stock, lanes 5 and 6 two samples of the
bacterial genome DNA. In the lanes 1 and 7 the GeneRuler 1kb DNA ladder



