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Introduction

Death rates for female cervical cancers are considerably 
higher in transitioning versus transitioned countries (12.4 
vs. 5.2 per 100,000) (1). Cervical squamous cell carcinoma 
(CESC) is the main pathological type of cervical cancer, 

which typically undergoes the progression from normal 
cervical lesions to cervical intraepithelial neoplasia (CIN) and 
then to the CESC. Fortunately, CESC, the most prominent 
pathological subtype of cervical cancer, has a decreasing 
incidence rate due to worldwide vaccination (2,3). However, 
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on the basis of the host of patients who have suffered from 
cervical lesions, it remains crucial to help patients prevent 
further deterioration of CESC. Therefore, it is of vital 
importance to clarify the underlying pathogenesis and 
provide molecular targeted therapy for CESC.

Human apolipoprotein-B mRNA-editing catalytic 
polypeptide-like 3 (APOBEC3) is a member of the enzyme 
family that converts cytosine of DNA and RNA into uracil 
(4-6). APOBEC3A (A3A) was initially considered to be a 
virus limiting factor capable of inhibiting the replication of 
endogenous retroviruses and reverse transcriptase (7,8). In 
ovarian cancer, A3A is recognized as a prognostic signature 
that correlates with genomic instability (9). A3A expression 
contributes to the poor prognosis and short survival 
of individuals with diffuse large B cell lymphoma (10).  
However, A3A overexpression attenuates biliary tract 
cancer progression by causing apoptosis (11). Thus, 
the role of A3A in cancers is complex and inconsistent  
(4,12-14).

After culture in differentiating condition, induction 
of A3A protein expression was found in W12 cells, a 
cervical dysplastic cell line (15). This indicated that A3A 
might affect the progression of cervical cancer lesions. 
The DNA deaminase activity of A3A also positively 
influences cervical cancer development and evolution, 
which has been demonstrated by a retrospective study (16).  
However, another study has found a relative deficit of 
APOBEC-related mutation signatures accompanying 
the transcriptional downregulation of A3A in recurrent/

metastatic cervical tumors (17). Thus, the specific effect of 
A3A on the progression and deterioration of cervical lesions 
remains unclear.

A recent study showed that A3A deletion diminished 
A3-associated mutational signatures, with APOBEC3B 
(A3B) knock-out increasing A3A protein levels, activity, 
and A3A-mediated mutagenesis in bladder cancer and 
lymphoma cell lines (18). Therefore, in cervical cancer, we 
wondered if A3B affected the role of A3A. To explore this 
question, we conducted a retrospective and observational 
study to analyze the relationship between A3A expression 
and the occurrence of cervical cancer, with abnormalities in 
A3B expression. We present this article in accordance with 
the REMARK reporting checklist (available at https://tcr.
amegroups.com/article/view/10.21037/tcr-23-383/rc).

Methods

Study design and tissue procurement

The inclusion criteria were as follows: (I) patients who 
underwent radical hysterectomy or the loop electrosurgical 
excision procedure (LEEP) at the Department of 
Gynecology and Obstetrics of Changhai Hospital between 
January 2014 and January 2017; (II) patients with CESC 
or cervical squamous intraepithelial neoplasia aged less 
than 60 years old; and (III) patients who underwent radical 
hysterectomy whose cervical pathological reports showed 
normal cervical tissue. The exclusion criteria were as 
follows: (I) patients with CESC and CIN who were older 
than 60 years; (II) patients without radical hysterectomy or 
LEEP treatment; (III) patients’ whose medical records were 
lost or incomplete; and (IV) those whose blocks of cervical 
tissue were broken or lost.

This retrospective study enrolled 59 patients with 
CESC or CIN from the Department of Gynecology 
and Obstetrics at Changhai Hospital, the Naval Medical 
University between January 2014 and January 2017. 
Twenty-five patients with normal cervical tissue were 
also involved. In total, 40 patients with cervical cancer 
underwent radical hysterectomy, while 19 patients with 
CIN received radical hysterectomy or cervical conization, 
and 25 patients with normal cervical tissues were chosen 
from patients who underwent radical hysterectomy 
for symptomatic uterine fibroids or adenomyosis. The 
40 patients comprised 34 with CESC, 4 with cervical 
adenocarcinomas, 1 with high-grade neuroendocrine and 1 
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with cervical condyloma acuminatum specimens.

Collection of patient clinical information

Medical records of the 84 patients were collected regularly 
between 2019 and 2022. The clinical information contained 
personal identifiable information and clinicopathological 
data such as age, year of surgery, card number, pathology 
number, phone number, histological diagnosis, histological 
grade, tumor size, International Federation of Gynecology 
and Obstetrics (FIGO) stage, and lymph node metastasis.

Immunohistochemistry (IHC), quantification, and 
histoscores (H-scores)

In total, 84 blocks of cervical tissues from the 84 patients 
were obtained from the Tissue Bank of Changhai Hospital, 
Naval Medical University. All sections were counterstained 
with hematoxylin and photographed using a slide scanner 
(Servicebio, Woburn, MA, USA). Rabbit polyclonal anti-
PHO1 (A3A) antibody (ab262853, 1:1,000 dilution; 
Abcam, Cambridge, UK) and rabbit polyclonal anti-A3B 
antibody (ab191695, 1:1,000 dilution; Abcam) were used 
(supplementary IHC data of 84 samples; available at https://
cdn.amegroups.cn/static/public/tcr-23-383-1.pdf). The 
linear formula for H-score analysis is represented as follows: 
H-score =1 × (%weak-positive cells) + 2 × (%moderate-
positive cells) + 3 × (%strong-positive cells), as previously 
described (12,13). If the %weak-positive cells were <25%, 
we considered it as 0. If the %weak-positive cells were 
between 25% and 49%, we considered it as 1. If the %weak-
positive cells were between 50% and 75%, we considered it 
as 2. If the %weak-positive cells were greater than or equal 
to 76%, we considered it as 3 (Table S1). The A3A and A3B 
H-scores were evaluated by Professor Yongwei Yu from the 
Department of Pathology, Changhai Hospital and Professor 
Hongwei Zhang from the Department of Epidemiology, 
Naval Medical University and an attending physician in 
the Department of Obstetrics and Gynecology, Changhai 
Hospital.

Follow-up

For the first year after surgery, follow-up was performed 
every 3 months, then every 4 months for the second year, 
and every 6 months for years 3 through 5. After 5 years, 
follow-up was performed every year. During the 3 years 
of observation, we conducted telephone interviews three 

times for details of the patient’s current status 5 years after 
surgery. Overall survival (OS) started on the date the sample 
was collected (surgical resection time).

Ethical statement

The study was conducted in accordance with the 
Declaration of Helsinki (as revised in 2013). The study 
was approved by the Institutional Ethics Board of Naval 
Medical University (No. NMU-2020-13), and individual 
consent for this retrospective analysis was waived.

Statistical analysis

Chi-squared tests were used for categorical variables, 
while t-tests were used to examine differences between the 
numerical variables. P<0.05 was considered statistically 
significant. Moreover, the Kaplan-Meier method was used 
to analyze OS. We considered survival as the period elapsed 
from the time of first surgery to the last communication 
with the patient. Death was defined as an adverse event in 
the survival analysis. The object of the survival analysis was 
to identify the influence of A3A and A3B protein on the 
5-year survival of cervical cancer patients. Five-year survival 
was analyzed with a 95% confidence interval. The software 
used for the statistical investigation was IBM SPSS 23.0 
(Armonk, NY, USA). Kaplan-Meier analysis was performed 
using R v4.2.0. (www.r-project.org)

Results

Baseline information

In total, 84 specimens were tested via A3A IHC, including 
40 CESC cases, 19 CIN cases, and 25 cases with normal 
cervical tissues. The operating times were between January 
2014 and January 2017, while the majority of normal 
cervical tissues were taken around 2019. Analysis of baseline 
data was generated from 40 patients with CESC. The  
40 CESC specimens were divided into the A3A high 
expression group (H-score >2, n=22) and A3A low 
expression group (H-score ≤2, n=18) via the relative 
H-scores of A3A protein expression (Table 1).

The median age of the cohort was 47 years old, with no 
statistically significant differences in the age of the patients 
in the A3A-high and -low expression groups (P=0.849)  
(Table 1). By statistical analysis, there was significant 
difference in the histological types between the A3A-high 
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and -low expression groups (P=0.003) (Table 1). Differences 
in the H-scores of tumor size between the A3A-high and 
-low expression groups were also not significantly different 
(P=0.117) (Table 1).

Remarkably, well-differentiated histological grade 
carcinoma specimens were concentrated in the A3A-low 
expression group, while the majority of poorly differentiated 
histological grade carcinoma specimens were concentrated 
in the A3A-high expression group. Among the 22 patients 
in the A3A-high expression group, there were 10 (45.5%) 
diagnosed with moderately differentiated histological grade 
carcinoma. In contrast, 13 (72.2%) of the 18 specimens in 
the A3A-low expression group were diagnosed as moderately 

differentiated carcinoma, which represented a significantly 
higher A3A-positivity rate in patients diagnosed with 
moderately differentiated carcinoma (P=0.003) (Table 1).  
As tumor stage progressed, A3A protein levels in patients 
with CESC increased (P<0.001) (Table 1). Altogether, there 
were 17 of 25 FIGO stage I carcinoma specimens in the 
A3A-low expression group, which covered 94.4% the A3A 
low expression group. The H-scores of seven samples of the 
eight FIGO stage II and seven samples of the seven FIGO 
stage III patients were in the A3A-low expression group, 
which covered 31.8% of the A3A-high expression group. 
Finally, no lymph node metastasis occurred in any of the 
A3A-low expression patients. There were 5 (22.7%) patients 
in the A3A-high expression group with one lymph node 
metastasis, compared with only one patient (4.5%) with two 
lymph node metastases. A statistical comparison of H-scores 
among patients with lymph node metastases between the 
A3A-low and -high expression groups was also conducted 
(P=0.042) (Table 1).

Immunohistochemical detection of endogenous A3A protein 
during disease progression

When we tested the A3A H-scores of specimens via 
A3A IHC, the results indicated that high expression 
of A3A protein occurred in cancer cells from clinical 
samples. H-scores also reached their maximum value of 
6. Interestingly, A3A protein expression increased during 
disease progression. A3A protein expression was relatively 
higher in CESC than in squamous intraepithelial neoplasia 
(Figure 1). In CESC, there were also significant differences 
in A3A protein expression between histologic subtypes  
(Table 1). H-scores of poorly differentiated CESC were 6, 
which was higher than that of moderately differentiated 
cases (H-score =3). H-scores of well-differentiated 
CESC were 2, which was lower than that of moderately 
differentiated CESC (Figure 1). Thus, A3A was associated 
with the development of CIN into squamous cell carcinoma.

H-scores were tested by two professors and an attending 
physician, and A3A had relatively higher expression in 
CESC specimens compared with CIN lesions and normal 
tissues (P<0.001) (Figure 2). However, no significant 
differences in relative A3A expression were found between 
the CIN III and CIN I–II groups (P=0.197). It was also 
estimated that the relative expression of A3B was higher in 
CESC than in CIN lesions and normal tissues (P<0.001); 
however, there was no significant difference between the 
CIN III and CIN I–II groups (P=0.196) (Figure 2). In 

Table 1 Baseline characteristics of patients with CESC (n=40)

Characteristics L-A3A (n=18) H-A3A (n=22) P value

Age (years) 0.849

Median 47 47

Range 32–60 38–59

Histological grade, n (%) 0.003*

Well differentiated 4 (22.2) 0 (0.0)

Moderately differentiated 13 (72.2) 10 (45.5)

Poorly differentiated 1 (5.6) 8 (36.4)

Unknown 0 (0.0) 4 (18.2)

Tumor size (cm) 0.117

Median 2.0 2.5

Range 1–4 2–6

FIGO stage, n (%) <0.001*

I 17 (94.4) 8 (36.4)

II 1 (5.6) 7 (31.8)

III 0 (0.0) 7 (31.8)

Lymph node metastasis, n (%) 0.042*

0 18 (100.0) 14 (63.6)

1 0 (0.0) 5 (22.7)

2 0 (0.0) 1 (4.5)

Unknown 0 (0.0) 2 (9.1)

*, P value <0.05. CESC, cervical squamous cell carcinoma; 
L-A3A, low level of human APOBEC3A (< median expression 
level); H-A3A, high level of human APOBEC3A (≥ median 
expression level); APOBEC3, apolipoprotein-B mRNA-editing 
catalytic polypeptide-like 3; FIGO, Federation of Gynecology 
and Obstetrics.
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Figure 1 IHC detection of endogenous A3A protein expression in normal cervical tissue, intraepithelial neoplasia, and squamous cell 
carcinoma of the cervix. (A) A3A H-score in normal cervical tissue: H-score =0. (B) A3A H-score in an LSIL: H-score =2. (C) A3A H-score 
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summary, there were similar changes in A3A and A3B 
expression during disease progression. There was no 
statistical difference in A3A and A3B expression when 
cervical lesions progressed within the scope of precancerous 
lesions. A3A and A3B may play important roles in the 
occurrence of CESC because they both show significantly 
high expression in CESC.

High A3A expression as an indicator for worse prognosis 
in CESC

In total, 87% of the 84 enrolled patients reached their 
follow-up visits, while 11 patients died during follow-up. 
For CESC and cervical squamous intraepithelial neoplasia 
patients, the median age was 49 years (range, 31–59 years). 
At the time of data cutoff, the median OS was 94 months 
for CESC patients. Among the 22 patients in the A3A-

high expression group, the 36-month OS rate was 95.5% 
and the 60-month OS rate was 81.8%. For the 18 patients 
in the A3A-low expression group, the 3-year survival rate 
was 100% and the 5-year survival rate was 88.9%. Patients 
in the A3A-low expression group has a higher OS rate 
(Figure 3), which indicated A3A to be a predictor of worse 
prognosis and survival in CESC patients. No difference 
in OS was observed between the A3B-high and -low 
expression groups.

Discussion

With the development of gene sequencing technology, 
various accumulating somatic mutations have been 
discovered during tumorigenesis, which can now being 
interrogated for their role in disease progression (19). 
The propensity of increased tumor cell mutations by 
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Figure 3 Overall survival. Kaplan-Meier estimates of survival outcomes in patients with cervical carcinoma (n=40). The minimum survival 
time was 31 months, and the maximum survival time was 103 months. P value <0.05. H-A3A, high level of human APOBEC3A (≥ median 
expression level); L-A3A, low level of human APOBEC3A (< median expression level); H-A3B, high level of human APOBEC3B (≥ median 
expression level); L-A3B, low level of human APOBEC3B (< median expression level); APOBEC3, apolipoprotein-B mRNA-editing 
catalytic polypeptide-like 3.
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aberrant DNA editing has been attributed to the activity 
of APOBEC-related DNA-editing proteins (14,20), 
which has particular roles in gynecological malignant 
tumors (18,21,22). Recently, cervical tissue with weak or 
negative A3A protein expression has been reported to be 
prominently involved in increased susceptibility to cervical 
cancer (22). Some researchers believe DNA damage 
induced by A3A to be the major driver of iterative somatic 
mutations across many cancers, including cervical cancer, 
which represents the significance of A3A in cervical cancer 
mutagenesis (22). Studies have confirmed that the A3A 
mutational characteristics of murine tumor models are 
similar to the APOBEC mutational characteristics of human 
cervical cancer, providing additional evidence that this 
DNA deaminase plays an active role in the development 
and evolution of human tumors (4,18). However, some 
findings have suggested that A3A acts as a restriction factor 
against human papillomavirus (HPV) infection (23), and 
this supposes a downregulation of A3A might be associated 
with unfavorable clinical outcomes in CESC (17,18). Thus, 
it remains unclear whether A3A protects from CESC or 
may be a potential molecular target for anti-cancer therapy.

This study enrolled patients at Changhai Hospital 
because of cervical lesions from early 2014 to 2017. Patient 
age was limited to ≤60 years, to remove any impact of 
underlying disease. We were surprised to discover that a 
large number of patients fitted the criteria. Moreover, we 
gathered detailed medical records of the initial operation 
and classified them according to clinical characteristic. 
Subsequently, we used 84 blocks from the Pathology 
Department of Changhai Hospital, including 25 normal 
cervical tissues as controls. Baseline characteristics of 
patients with CESC are listed in Table 1. A3A protein 
expression was significantly different across the following 
parameters: histological grade (P=0.003), FIGO stage 
(P=0.001),  and lymph node metastasis  (P=0.042). 
Remarkably, the H-scores of A3A increased with FIGO 
stage, which ultimately showed that A3A was associated 
with CESC progression.

To uncover the role of A3A in CESC, follow-up was 
conducted regularly during 3 years between June 2019 and 
June 2022. The majority of patients actively engaged in 
telephone follow-up surveys. On the basis of information 
from patients in the Gynecology Department of Changhai 
Hospital, A3A protein level can be implicated in the 
prognosis of CESC. The tissue samples from tumor 
patients in the UK and the United States showed that a role 
for A3A in human cancer seems more likely than for other 

members of the family on the basis of similarities in the 
sequence context of cytosine mutations caused by APOBEC 
enzymes in experimental systems (24). The prevalence of 
A3A deletion polymorphism has been reported to be 40.1% 
in Indonesia, 6% in Europe, 37% in East Asians, 34.5% in 
India, 57.1% in America, and 93% in Oceania (25).

Moreover, A3B, which has a mutational signature similar 
to A3A, has also been implicated in cancer-associated 
mutations (11,13,19). In our study, A3B protein expression 
had similar changes to A3A protein expression during the 
occurrence of CESC. However, A3B protein do not have 
prognostic influence on the OS of CESC patients, which 
may be inconsistent with the function of A3A protein. 
Additionally, another recent study showed that A3B 
deficiency promoted A3A protein levels, activity, and A3A-
mediated mutagenesis in some cell lines (12). Therefore, 
the interaction between A3A and A3B proteins in CESC is 
particularly important and should be further researched (12).

In summary, A3A had positive and crucial associations 
with the occurrence and development of cervical cancer. 
Although A3A showed low protein expression in CESC, 
cervical squamous intraepithelial neoplasia, and normal 
cervical tissues, A3A expression was increased with cervical 
cancer progression. A3A expression was also tightly related 
to poor prognosis in CESC. Overall, our results showed 
that A3A overexpression could be a marker for poor 
prognosis in CESC. Finally, A3B protein expression was 
increased with CESC progression, suggesting it may affect 
A3A protein levels in the disease state.

Conclusions

A3A protein expression was higher in CESC than in normal 
cervical tissues. High A3A protein expression was associated 
with poorly differentiated cervical cancer, advanced stage 
CESC (FIGO stage II–III), and was also significantly 
related to worse OS. In conclusion, A3A appears to play 
crucial roles in the occurrence and development of cervical 
cancer, especially CESC.

Acknowledgments

We thank James P. Mahaffey, PhD, from Liwen Bianji 
(Edanz) (www.liwenbianji.cn) for editing the English text of 
a draft of this manuscript.
Funding:  This work was f inancial ly supported by 
the Shanghai Sailing Program (No. 20YF1448500), 
National Key Research and Development Project (No. 

file:///E:\海威毕业\20230226%20Frontiers%20in%20Oncology投稿\20230226投稿\Main%20document.doc#_ENREF_20
file:///E:\海威毕业\20230226%20Frontiers%20in%20Oncology投稿\20230226投稿\Main%20document.doc#_ENREF_22
file:///E:\海威毕业\20230226%20Frontiers%20in%20Oncology投稿\20230226投稿\Main%20document.doc#_ENREF_23
file:///E:\海威毕业\20230226%20Frontiers%20in%20Oncology投稿\20230226投稿\Main%20document.doc#_ENREF_23
file:///E:\海威毕业\20230226%20Frontiers%20in%20Oncology投稿\20230226投稿\Main%20document.doc#_ENREF_4
file:///E:\海威毕业\20230226%20Frontiers%20in%20Oncology投稿\20230226投稿\Main%20document.doc#_ENREF_24
file:///E:\海威毕业\20230226%20Frontiers%20in%20Oncology投稿\20230226投稿\Main%20document.doc#_ENREF_25
file:///E:\海威毕业\20230226%20Frontiers%20in%20Oncology投稿\20230226投稿\Main%20document.doc#_ENREF_18
file:///E:\海威毕业\20230226%20Frontiers%20in%20Oncology投稿\20230226投稿\Main%20document.doc#_ENREF_11
file:///E:\海威毕业\20230226%20Frontiers%20in%20Oncology投稿\20230226投稿\Main%20document.doc#_ENREF_13
file:///E:\海威毕业\20230226%20Frontiers%20in%20Oncology投稿\20230226投稿\Main%20document.doc#_ENREF_27
file:///E:\海威毕业\20230226%20Frontiers%20in%20Oncology投稿\20230226投稿\Main%20document.doc#_ENREF_12
file:///E:\海威毕业\20230226%20Frontiers%20in%20Oncology投稿\20230226投稿\Main%20document.doc#_ENREF_12


He et al. APOBEC3A promoting cervical carcinoma progress2680

© Translational Cancer Research. All rights reserved.   Transl Cancer Res 2023;12(10):2673-2681 | https://dx.doi.org/10.21037/tcr-23-383

2016YFC1303101), National Natural Science Foundation 
of China (No. 81770421 and No. 81873215) and Scientific 
Research Fund of Young Teachers in Naval Medical 
University (No. 2022QN093).

Footnote

Reporting Checklist: The authors have completed the 
REMARK reporting checklist. Available at https://tcr.
amegroups.com/article/view/10.21037/tcr-23-383/rc

Data Sharing Statement: Available at https://tcr.amegroups.
com/article/view/10.21037/tcr-23-383/dss

Peer Review File: Available at https://tcr.amegroups.com/
article/view/10.21037/tcr-23-383/prf

Conflicts of Interest: All authors have completed the ICMJE 
uniform disclosure form (available at https://tcr.amegroups.
com/article/view/10.21037/tcr-23-383/coif). The authors 
have no conflicts of interest to declare.

Ethical Statement: The authors are accountable for all 
aspects of the work in ensuring that questions related 
to the accuracy or integrity of any part of the work are 
appropriately investigated and resolved. The study was 
conducted in accordance with the Declaration of Helsinki 
(as revised in 2013). The study was approved by the 
Institutional Ethics Board of Naval Medical University 
(No. NMU-2020-13), and individual consent for this 
retrospective analysis was waived.

Open Access Statement: This is an Open Access article 
distributed in accordance with the Creative Commons 
Attribution-NonCommercial-NoDerivs 4.0 International 
License (CC BY-NC-ND 4.0), which permits the non-
commercial replication and distribution of the article with 
the strict proviso that no changes or edits are made and the 
original work is properly cited (including links to both the 
formal publication through the relevant DOI and the license). 
See: https://creativecommons.org/licenses/by-nc-nd/4.0/.

References

1. Sung H, Ferlay J, Siegel RL, et al. Global Cancer Statistics 
2020: GLOBOCAN Estimates of Incidence and Mortality 
Worldwide for 36 Cancers in 185 Countries. CA Cancer J 
Clin 2021;71:209-49.

2. Schlichte MJ, Guidry J. Current Cervical Carcinoma 
Screening Guidelines. J Clin Med 2015;4:918-32.

3. Joura EA, Giuliano AR, Iversen OE, et al. A 9-valent HPV 
vaccine against infection and intraepithelial neoplasia in 
women. N Engl J Med 2015;372:711-23.

4. Barka A, Berríos KN, Bailer P, et al. The Base-Editing 
Enzyme APOBEC3A Catalyzes Cytosine Deamination 
in RNA with Low Proficiency and High Selectivity. ACS 
Chem Biol 2022;17:629-36.

5. Green AM, Weitzman MD. The spectrum of APOBEC3 
activity: From anti-viral agents to anti-cancer 
opportunities. DNA Repair (Amst) 2019;83:102700.

6. Xu F, Liu T, Zhou Z, et al. Comprehensive Analyses 
Identify APOBEC3A as a Genomic Instability-Associated 
Immune Prognostic Biomarker in Ovarian Cancer. Front 
Immunol 2021;12:749369.

7. Li J, Chen Y, Guo X, et al. lncNBAT1/APOBEC3A is 
a mediator of HBX-induced chemoresistance in diffuse 
large B cell lymphoma cells. Mol Ther Nucleic Acids 
2022;27:1064-77.

8. Liu W, Ji H, Zhao J, et al. Transcriptional repression 
and apoptosis influence the effect of APOBEC3A/3B 
functional polymorphisms on biliary tract cancer risk. Int J 
Cancer 2022;150:1825-37.

9. Wakae K, Nishiyama T, Kondo S, et al. Keratinocyte 
differentiation induces APOBEC3A, 3B, and 
mitochondrial DNA hypermutation. Sci Rep 2018;8:9745.

10. Law EK, Levin-Klein R, Jarvis MC, et al. APOBEC3A 
catalyzes mutation and drives carcinogenesis in vivo. J Exp 
Med 2020;217:e20200261.

11. Liu JJ, Ho JY, Lee JE, et al. Genomic, transcriptomic, 
and viral integration profiles associated with recurrent/
metastatic progression in high-risk human papillomavirus 
cervical carcinomas. Cancer Med 2020;9:8243-57.

12. Petljak M, Dananberg A, Chu K, et al. Mechanisms of 
APOBEC3 mutagenesis in human cancer cells. Nature 
2022;607:799-807.

13. Argyris PP, Wilkinson PE, Jarvis MC, et al. Endogenous 
APOBEC3B overexpression characterizes HPV-positive 
and HPV-negative oral epithelial dysplasias and head and 
neck cancers. Mod Pathol 2021;34:280-90.

14. Zacharakis N, Chinnasamy H, Black M, et al. Immune 
recognition of somatic mutations leading to complete 
durable regression in metastatic breast cancer. Nat Med 
2018;24:724-30.

15. Stanley MA, Browne HM, Appleby M, et al. Properties of 
a non-tumorigenic human cervical keratinocyte cell line. 
Int J Cancer 1989;43:672-6.

https://tcr.amegroups.com/article/view/10.21037/tcr-23-383/rc
https://tcr.amegroups.com/article/view/10.21037/tcr-23-383/rc
https://tcr.amegroups.com/article/view/10.21037/tcr-23-383/dss
https://tcr.amegroups.com/article/view/10.21037/tcr-23-383/dss
https://tcr.amegroups.com/article/view/10.21037/tcr-23-383/prf
https://tcr.amegroups.com/article/view/10.21037/tcr-23-383/prf
https://tcr.amegroups.com/article/view/10.21037/tcr-23-383/coif
https://tcr.amegroups.com/article/view/10.21037/tcr-23-383/coif
https://creativecommons.org/licenses/by-nc-nd/4.0/


Translational Cancer Research, Vol 12, No 10 October 2023 2681

© Translational Cancer Research. All rights reserved.   Transl Cancer Res 2023;12(10):2673-2681 | https://dx.doi.org/10.21037/tcr-23-383

16. Zhang M, Wei Z, Zhao H, et al. The role of APOBEC3A 
in cervical cancer development and progression: A 
retrospective study. Drug Discov Ther 2023;17:191-200.

17. Wang YK, Bashashati A, Anglesio MS, et al. Genomic 
consequences of aberrant DNA repair mechanisms stratify 
ovarian cancer histotypes. Nat Genet 2017;49:856-65.

18. Farmanbar A, Firouzi S, Kneller R, et al. Mutational 
signatures reveal ternary relationships between 
homologous recombination repair, APOBEC, and 
mismatch repair in gynecological cancers. J Transl Med 
2022;20:65.

19. Warren CJ, Xu T, Guo K, et al. APOBEC3A functions 
as a restriction factor of human papillomavirus. J Virol 
2015;89:688-702.

20. Huang RSP, Haberberger J, Murugesan K, et al. 
Clinicopathologic and genomic characterization of PD-
L1-positive uterine cervical carcinoma. Mod Pathol 

2021;34:1425-33.
21. Moore L, Leongamornlert D, Coorens THH, et al. 

The mutational landscape of normal human endometrial 
epithelium. Nature 2020;580:640-6.

22. DeWeerd RA, Németh E, Póti Á, et al. Prospectively 
defined patterns of APOBEC3A mutagenesis are prevalent 
in human cancers. Cell Rep 2022;38:110555.

23. Zhu B, Xiao Y, Yeager M, et al. Mutations in the HPV16 
genome induced by APOBEC3 are associated with viral 
clearance. Nat Commun 2020;11:886.

24. Alexandrov LB, Nik-Zainal S, Wedge DC, et al. Signatures 
of mutational processes in human cancer. Nature 
2013;500:415-21.

25. Revathidevi S, Murugan AK, Nakaoka H, et al. APOBEC: 
A molecular driver in cervical cancer pathogenesis. Cancer 
Lett 2021;496:104-16.

Cite this article as: He H, Lu S, Lu N, Huang N, Xu M. 
Prognostic value of APOBEC3A in patients with cervical 
squamous cell carcinoma in a major urban center in China: a 
retrospective study. Transl Cancer Res 2023;12(10):2673-2681. doi: 
10.21037/tcr-23-383


