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In the article cited above, the ND and T2DM graphs in Fig. 3A were inadvertently
duplicated, and the ND graph was not shown. The corrected Fig. 3A that includes the ND
graph is below.

In addition, the first sentence of the legend for Fig. 3A should have read “qRT-PCR
validation of the six RNA-Seq–selected differentially expressed Diab-miRNAs (miR-29c,
miR-199a-5p, miR-195, miR-140-3p, miR-204, and miR-25) and of additional RNA-Seq–
assessed differentially expressed random miRNAs in the injured arteries from ND,
T1DM, and T2DM carotid arteries vs. the respective uninjured carotid arteries.”

The authors apologize for the errors.

The online version of the article (https://doi.org/10.2337/db17-1434) has been updated
to correct these errors.
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