Additional file 12

Figure S4. VarElect analysis results of 130 common genes in 454 pseudotime-related
genes and 155 (de-duplication) PD-1 resistance related genes DEGs.
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Figure SS. The cytokine—cytokine receptor interaction and the MAPK and PI3K-Akt
signaling pathway maps of IL-13 and MMP9.
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Figure S6. Construction of stable CT26 cell line overexpressing IL-1p.
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